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Figure 1 (suppl). Gross morphology of transgenic hearts with 
indicated genotypes taken under the same magnification using a 
stereo dissecting microscope. Noting the enlarged atria in 
MKK3bE and MKK6bE expressing hearts but no significant 
changes in external sizes of the ventricles. 
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Figure 2 (suppl). Representative 2-D guided M-mode images obtained at 
the level of the aortic root (Ao) show significantly increased left atrial
(LA) dimension in all transgenic lines.
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Figure 3 (suppl). Summary of cardiac  phenotype in GFP expressing transgenic hearts 
(open bars) comparing with wild type (solid bars).   [A] - Example pressure-volume 
relations of GFP expressing heart.  Loops were similar to WT controls (compare to Fig 6)  
in almost all respects.  [B] - summary hemodynamic comparisons between WT and GFP 
animals.  With the exception of a slight reduction in cardiac output (* - p=0.054), there 
were no significant differences between the two groups. HR, heart rate, EDP, end-
diastolic pressure, ESP, end-systolic pressure, CO, cardiac output, dP/dTmax, maximum 
and minimum first derivatives of ventricular pressure Ees,  end-systolic pressure-volume 
relation slope. 

Figure 4 (suppl). MAP kinase activities in cultured 
myocytes 2 days after adv mediated expression of
lacZ (Control), MKK3bE and MKK6bE mutants. 
Kinase assays were performed as described (10). 


