Table S3. Differentially regulated genes (up and down regulated) in the control compared with THyPRP silenced plants in FAZ at 4 h along with their expression values, fold changes, annotations, GO ids and terms.

Worksheet 2 & 3
Cut off used to filter up and down regulated genes
Set2 Upregulated

Line Array Details Time Treated vs. Con| Set For filtering upregulation we consider flag should be Detected in the treated sample and can be Compromised or Detected in the control

Control — New Yorker 254331010025_1_3 4h_3_AZ ah a— sample and fold>=0.8 in the individual replicates and fold>=1 in the Geomean of treated samples.

Control — New Yorker 254331010025_1_4 4h_4_AZ 4h Se t 2

TAPG + TPRP 1.3 4h_39_AzZ ah S— Downregulated

TAPG + TPRP 1.4 4h_a0_Az ah For filtering downregulation we consider flag can be Detected or Compromised in the treated sample and should be Detected in the control
sample and fold<=-0.8 in the individual replicates and fold<=-1 in the Geomean of treated samples.
Differentially Regulated Probes

Note: Sample Up Down

Fold change expression values are provided as logbase 2 ah_TPRP_ AZ vs. 4h_Control_AZ_Sense 842 1064
4h_TPRP_ AZ vs. 4h_Control_AZ_Antisense 543 714

Flagging Criteria:
Compromised: If the gProcessedSignal value is less than the background intensity
Detected: If the gProcessedSignal value is above background intensity

Column Header Description

ProbeName Unique probe identifier

GeneName GeneSymbol

Fold Fold change calculated is log base 2

Flag Detected or Compromised|

GeomeanFold Average Fold change for the replicates calculated is log base 2
p-Value t-test p- value

gProcessedSignall Background substracted signal intensity

Worksheet 4 & 5
This file contains the fold change for all the spots in the array

GO ID

Gene Ontology ID

GO ACCESSION

Gene Ontology Function name

p-value :

The probability of obtaining the specified GO accession number from a list of random entities. Less the p-value more significant is the GO accession number.
Significant pvalue<0.05

Count in Selection :

This refers to the number of genes in the selected entity (for example, from T-test) list which have that particular GO term.
%Count in Selection :

This refers to the percentage of genes in the input entity list which have that GO term.

Count in Total :

This refers to the number of genes in All Entities which have that GO term.

%Count in Total :

This refers to the percentage of genes in the All Entities list which have that GO term.



5 pesciod |—0.0]
e o I
[—o 168 [Detected |0 168 betecied | o000
mn:l-m

fsemse |

fsense [—osseloeceo ]

oo oo Sonce——aaie| oo a3t peeces | oo
PifSonse ]
Pifzense |07l comrn
[Sanse | 0226 [oemeed | 0226 pemcied |—G0]
Py <4nw -m—-nm—-m
ifsense | —sots]comonl—gts|Comoronf—o00]
i sanse R e et SN o |

[Sense |02 5o
Pu
0556 bosced 03361 boece

rsense e [RE corni JRrn
Sense [ o640 comerom| o000
{ooree | omafoeiciar| —oosa creces| oo

[Sense | 0165] Dotected | 0 165] Detected |

T 4] oo |
Sorefene—[—0siplceeces |21l coeces |—oono}
T Sensanse | 0050 [Deecind |G 50 ommcied |00
fones N e RO o [

[ o013 [oetected |_0015 [petecied | o000

4 .2 T
oo ene— [l oo 6 [ Coranen|— o}
Senefsense m Joeicied |—0000]
Sere e e JRRRRN e | i

7 sersfsense | —g2e2]comoronl 0202 Conoronl—oo00]

—-mm
[omeces [t comoon] 000}

m
SerafSense | 0net[comcn | 0261 [oreced |
4

m 007
[0 686 Comoronn |0 888 betecea | o000
fosses |—oss0]

T fosses [—oono}
Sens{Sense | 0087 | Detected | 0037 [Deected | 0000
Sers[Sense |0 116] Comorom|__0116] Comorom| 0000}

7 SensSense | 0284 Comorom| 0284 Comerom| 0000
Sens[Sense |0 488 Commron| 0488 [Deiected |

T T e T

PR e e
T SerefSense | 013 oeicea | o000}

S0{ e
wm
1 SensiSense

PR e e e e
T o 106 0ccios |0 o8 oemies | —o0s]
["ti048] Comoron] foneces [—oomo}
25 Oeteciea |_0223

u
7 Sens[Sense | 03001
Sense -m ciecied |—0206] Detecied
T e e
Serefsense |0 oo i Tboees
[Sense[—ataloetced]

o 1aa o
o
o [t oo

u
1 SensiSense [—oooof
SensfSense |0 w11 Deteciea | 03110
7 SensiSense | 0688 Detected |0 665 Comeror| 0000
Seraf e c o SN €] — i
-mﬂm
E
[—ooo}

-mm

7 Sens[Sense | o873 C
S| e[l cveses | e coeces |—oono}
7 Sens{Sense | 0043 Comorom| 0043 Comerom| 0000

TAPG s TERPvs.h AZ Control

n Az
v [Grenairo & qu s Tesomeat 7o m F N (. T TN R ST [T S SN A iaiaet ]

AR ARG o JoProc s aPvocesoProc i oProcesaProssasacsianl 4h 40 AZ

S08.457] 432923]

L6205 ez 0t o] Gea s
Fir

i017.45 [ 757 285] 143807 128757

e e e R e
[ s | Erre

a6 5073
TR

sssrsr[seosssl s mm Haees)

1> 589 a1 029]
n

I e e
o1 117 001

s
Zas 330] ssre6a | oma ssa] za0sus)

49693 [ 60,
[io1am | a6 50
“i6.2635] 35,3774 [ 558670] 610931 | 186377 11sss

a1 8474 | inoprel 1557on] s ossnl it |
599,118 661000 | s97.733] 137003 349054 204057

s [ s10416] 262167 106 404] 700 s 16176

558
s
TEV BE LY RPISTS

[ 108
5] 73046 257 o6s| sa0202] 3601
[ o0ses [ 17051 14 0571 [ 69 osea] 77 ason |

m
x|~ 726

L
s o
Zaza76]_aszaa | 3rao:] rasese)

T e T
[ aar 167 [ 23 57a]_2i221]

16
FC £ YR 1 T R SO 7

szl sl Sa s[5 s s

m [ireaer]
szl s sl szazizl_is oo 231531 s27143]

550 05 1930 | 1nan 63 7 54 | 3409 65] 5155
G011 ot seeis i

{basann [oncasor]
By Aronss chc LA TSI AT TA AT AAGACH G cCT T T

TS por it sos T ssesessrzols
62 2] eay.155| s69.107

STane| rscin 7

0061 [GT sens]
[ oonsfor senefcomo 0 contn o mna s sovcotl st o o] G o o oo st s
ooufc: 2ol cecel Somoal sz ol sl e

snusioSo
-nm
mm e ieaans e o] o] Soheote] oo samszarr L

vpezen |

54.136] B03506 | 941954

I AEEATAr
wmm w m. s choposone [eomen ATacizen

[5i7 aoen]
corcer mm— iz dgel i
os]contutoconia oG0S e [eonisiol=a [Soiscoral o o [0 avoail st aoch]

De0.
hATscis)

oo s fconors e
fsansuzo]sotaoessonsooren rzon mmnmﬁmnnm szals oy

150 T 11061 13 0m]
21525 12566 | P66 62a] zaazss)
[ enen 75 [ toase 5] 5raaas |
2] as6re] 20135 2177as | 210880
sn s ast7| 150 16a]
210512] 6m0 334 [ 67 781 gaiesz

2| 1 p1ar] e 12
T ) W 0 W T
0l an aomo | oa nesi| s aeo1 | e 1377] 7 ansa
2aa] 17.aa77] J6.9501 | s0s361] 117175] a15704 | 367325
o 236077 a0 65
EFETET 7T YIS T T WA e
o[ a6 s136 7107 [ 11770
300a]_a.602[ 130103 ms;s

[en 1915 [ 167 78]

[iaoe 3] —-mm
ss2aslsoss s s [uazess

157 5 1a9526)
ETEEET

mm
fcontotifmumor]Gor rm — i i
mm cosf S el aric s
c cch conia1i] mmmm oo coom SL2a0en[ 7650700
rr Sensfconto2 fconi o — Im:m Crro A
JerapciTiTiiAl sre»oz 156 o] o uncnoun proon s 2aoen s =<
ik | conioiz] Seizof ok cogs 002 Tl L2 doenf AT 100>
mmmm e

77 o 10a]
[ sases1 | 57.3672] 202 178 1asss

¥ W e e
o[ o117 60 [ 71 420

£ YO RRED] BT R EnE [sses
5l w0 p0p | 07| 57 64| 70 741 [ pron 7| o1star]

fconin12ifconio’ cocoma 2 o
Fem) e [soctsol oha{ cocosnl o cosolcontataf sousstol ol o osn s ek s < it
fomverse fo 1t ol o]
—

ccAm 03850 05|

m

crchc —

mmm EET T

Tctac) Eamm Gnknow: 8T ) Y g e

-mu u.v.m Contaizd mmm [tz avehfarscoer] el e
e iz |

i 7 e e P T e

Ty
TR WY e e

sl il o)

TR BT
il Tosses| s amnes| oot tanr|_io ] Pl
T 5[0 aae

oo sonslcono i como s rovmree {orcal lconsoizlsovcio e [ Sised Go dooe|
R e acoaan
166 000 G0 conto1 i eiepda SIS dool n3con AT

e
57| 113406 136055 130003 Sa7.924] za0.601]

— s
enlconio 3 cono ol CEACC ] ot Sohctio] St bl
w.mm.mmm BT AP [ o o o ey

260
a1 6226,

0015
Sonecomiia] comte mw Fatery Toaene] i
o150 At coniois] sahcsie]Soveotol i ich] 0 0] o0 soniola ottol i il ot
e Tsaieoss <o e
cccm i zsemenmem [contio13. Solvc020| ONA orimasemelical Stz 40ch]
e
[co.0006]

—Imm 008 512 4vehl ATsG 7600
nslconto 1] mnm— i
-mamm Gnknoun Protein (AF dsoncoioniisiors
| oomor sensfcon i conio i ncananl A conin ) saluctol Sacotol Unknown i v ,,mim!! feora]
mm e Amk-. MAcreros
onion [oovensof et s cinpe o0y \'anﬂnHm conior N clons nnzn( . Granim
] alcorso 4. ol

c: o scacen rls0 000160 005
m e
Senelconiail conto 1 Hual TCACGA i ] 600005 56,0003 fsancisoleruiualoo oss [z
i w Rttt e e T ) ) P e
sease i C oo fconsotof Sonsieol ot potease o Pt

il sgesal iz asso] tcosesl 300031 igases
aera] o0 o1 [ 352 354 500503 |
6] 62,0486 72,7262 86,4060

s 17855 122003 15878

s
2] Zo60a9] 270565

G Senc] Lo feomois fsansuso] o rottase amis Crem]
m— sl ane]
o215 JATcaac] Eamm ca oo co sl fsansuiolnunon o o0e]

o ia]

k
ntooucrcroslcontats] sahebio] ol nkanan il s V1)

4] SalventolUn
[arTora] mmm—

— i ron[ 14TCAE fcommmal wmnn — 50
ol A CCAs T coninil Soveotol saueie] Gl A 66 000 G o0 fconto1al eieptolCuel (G004 sl i lAricair]cicoa]
alconiorad conuo1a{Class 1 TGTAGE] —mﬁmmmm tenf ATaGs5a] PGe20
Sl et saicns oo uizfsontodsl Sowesealremistssoicna | sm nf 26169501
m— h[ar2G2m405
L6 s fcomsots[soncosolc08 soml oo sm n[ATs6110] 021
{ooniais ancrsoromsnac | 2
Ui [contois]
£ o S o P ot e o o mosi
-m coniois[contots Znc nad AucAm S 00 feomsotssancos]
[GT Sens[conto 5] canta 1oAY cn [ TTETTT] contin1s] wm\sn wmm oA

| TiCCTA onioisd saveiie]Sovol Cvanahi] ccoms 5 00 sanioisilsaetzal

crcos]

ool Cibecsi] G0
Sens[cono 15 canto s —— ik {oonio 2 e 50 s prosin 27 |
s comotsTsoncoiolsovcois [Go-o004]

Unknowr  AGARAT
[ Subiisin] 0:0004] 600004 conta15{ Sotvebda] Subtlisin[ G0-0008 SL2 dvehl AT5C50150.
TS oo o e P o S A ) e 1) e 7t

o0 afcosoiciis oo st __JeomotsTsoncizolumcy wlso wislsiz oo
—m—
rmm | aimodu [Go-00051 G0 00os] [Solvcosol Caimodu] 6000051
—mmmﬁmm Pt vy
ot <o o contot st st ant ol vt 1 aslcontt i st i ol ol st s - 1
——m arscera] Awncioa]
TGTAT Eamm ashilcoc00r]Co s S
m ] e Pt

c Se s o known Prolsin (AHED Vi1 —— stz a0chf sicserzo 1

et satecods] ool 6 ove et e Nadn] |
cm ,mmw
oo e i o e o
knnwnvmumrwﬂbvn
= rv Sens[coniai] mmmm ZEMEE

0022 r:uccu S E
wms B R e et

ool ot — L2 40| <73c077] BT

v ——— -m [comned 515 anen Avaco7s60

2l s 1 arsio] 5 os asz ool sasane_sev s
055
R V3 34 507 T W T T
ol 7 o [ o 1]  ognni | [i0 5756 |14 msas]
2] 54 356] 320,801 | 635,705 799.204 | o65.982| 75032
0 2 73005 {12 1945 [ 1o aowa]
L] s6.2609] 106,043 | 240 636 2ar 27 371z | 36m
2l 109 36| s oat [ 176 917 | o6 95| o1 s | 1e6 o00]
s ooz isossil stonslsss o
=] 1a 2a56 41216 a0tz 35 o108] 10 voa]
s aso10]_ssiss| 203227] tosmss i1siss

16 S 0] U Pt 4] S doc Avsczoa AT
——
ExPRes

e e e
5[ iod6ss [ 20526 527577

—sozlorsensfconoisfcomois]oemccacarcrlconsoisl sovosol socosolDeicaton-eatedoien il consated Soveseal esiecaton syl Lz tien] 11 o0
oo b sacamasame 3 antaie] ATaGas101
Goig Mcvm osmnmmnmmn e contola ancbiofosptabeaiorel sm hlAT2Ga1600 1
—mmm hfr567a0] cumized]
ool Crioun poisn (LD VAL Leonat Hfsohet ol cATA salcooos] st zanehls oo
s o noun

e s
1[G oo e oo G G00E G0 0006t 1] Saue 0o el s/ G 00081512 40l AT 170
——mmm Gt ey scsot
{—ccoror senelconot tlconot ol aonee oo i fconot Hsoetiol soctiol annessl cooosl cocoosfcomttnl_in|_oun |_sun | |

pITy
conoicTcascalconiot o oo o o Conorie oh cnomosame - FESSSRESSMSS S S sl or

e 53 sgsg

G0ig CT sonslconiai i contoi s uCTAA‘CGO asm hlATiGsss] LAs scl

NAC dom[ G0 0045443 [cantior ATacoman1

i e
S0 00e] 65 0 comsot  somcsol xoanes 1| o aussSLE ool s o0
—m aveh] sG]
0163 mm——— sm T ISt
[ somler sonafconiot o conint o T asframiod o sovdtol solocof e cfcevoonsfco-oe SRR PSR .o 7
ccmc Eamm Souslco om nm S5 nesf i ic ol cvoriey
om0 hfArsceraae
Ac T Tt

Sisiss |3 47671 Teser] 7 it 65 saio o1 i

250 129 776 167] 479 059 418 391 | 760 393 578 0

sossse| s dnet] spsoel s ol oo s

T TR Y T
03] 7558

)
B2 R X MR T T
el seerel sasseal stomsal coroiol s s

vccu coniol Go-00s0]
——
ifacreac] <o couslconsote]
nnm rr S < e
mm 00005 C0.0005 cont1a Soct3o[ Transeri G0:0005] sz WAricriisees
G0 onieGo oot —mm hfATsGea0 1
omz ciccre) Souislcom G0 00i0] iz doen A ToC ciiot
mgmm G0 006 St7 dneh] 2007 5T
Avccm
Toomiaio [comiors usor i contois s e ot 0
500008/ 50 600 cantaso Soweoial Vsl 50,0008 e Coi
a0ar[c rcroac) G0 obas stz s0eh] a7 157075 1
0052 CCriA] coniols sahesie] Soveorolpousotes (U w Pansiomn e s zaoenl - oo
mlﬂm ez
oz lor sonslconsmtofconiotoEraansifcaran mm 55000 onioio] Sahe el Fxoansiol G6:0008] S doc AVED]92 =
i sasrta] o 1ol mmmm

(AHRD
I e 7o [Solvco7of Unknoun Protein tayen vy |conttor
cvcm [ehozuf ool cotoo s‘

[enatanar]Go 0005 G0 a0os fcaniai L5 anen Avac19g0
o[ Cusens an receor see m S EEF ) F

Gooialco om soousals el colc ol e
oV _n mmm—

s soral e s o0 pe i oen o

Suol 920461 0 75249 DR

ool 53 1997 s500me| ot | aasinal

27| 6740541 7,064 | 425542 2281 110272 e

25l was o6 ol e ZonETen
I ssiasiso o onsos]

B a5.07
[ 7atos]

niEe
o mm—
B 76774 17 aa57] 10 4052

e BT T

oren
o sl ssas] s seel sl seis il sussas

I rv <m TG0 o00a St 2 anenf A scsanin 7

o012 Mmu Ty m\m i ww u S T = AT

5 s
Imimlmm

Troe] mm Evine G0 000t G0 0006 anio20 saue e Eians G 000 sm Mrricscre

[Solucotl [tz vehfarscaioen 1
S TCccomozasoncotosocotol cncnoun proten 0 Ui ks roiin A1, doek[ T o[ <7 ]
wmun wmun ammana[ 60 0015 GO 0015 e I e
ms Suanone s:ansierssenefconiozoSohveioo Suamane Svans 2 sl 2ol o1
Sacioa] it it s 11 [ Soivenznlunknown protein A]S1 2 4beh[ AT 1Goos] 0L 26

aniazolbsssse JGACCAC oniozo Toisesse G0-0005] GO0005 canoz0 SameDdaG00120 L — ATscasoro.

3 (3 s T o S sovenns oo st o 1 = oo Socsofurey oo G a7 s
0020 [GT sene]contoaoTcontozoluop siucloa o —m S5 doei[ A1 Lo
wm Too aloo oo fcooxe S TP nlucl G0 onon SC 4ot
50 0016 G0 ariEcontazol Sovtal 2anen] r2caesor

[ ATac 00

so2il S0l siious
[t [ o1t 2o smaoviot |
Ssoesivoscs | zrooes Ean
EFT W73 T T e e e
163 330 [ 195 750] s 769 398 09
20071] 322172
Ex
78712 sum Ssoiis
[ [0 [0t 35 s oo 147
Siozs Fias el o ssnrel_ssnal
T ["v6 s [ 15 sosa | os sare | 5o arae
02l 110201 | s sndso] 1a 451 | 53s54]
[ 1508 [ ¢ w77 > ovesa

202] 12.7601] 608z toaury

2 5 [ 7105 o1 1700]
176] 204.709] 217,304 | 66,352 ] 768 944 ] sas.sa1]

15605 [ 167.607] 125,052 602661 ] 660145
{2 o606 "o ap6a] 10 706 [ 150 5771 11588

e

sl s zasmal sesl saor] sl ssa

sl T as]

sl wesl ]

BT e e e 71u7u|

03] 102 561] 105 187 114 785|104 106] 253221 ss0610]
1|17 50| 8 a1 | o7 760 [ 157 s0a]

Laass s ssss| loszel_rozss

ol atasal sennps| ssn 77a| 1o0a 13 o1 a7a

Togesl 17 icis s

Tsa 5043 [ 176 300]

50326 mm; Zsis 17

0
0
o — <4uw o G0 on16[Go ante] memm aT2603500

60-0016 G0 0016 conta20 Sotveoto] Conservd Go-00te] Stz dvehl AT2C 15500
i lor el conoou[eonios o e oot w <ot wmu mmmmm St aten[ AT scosian
Adose 1 [cTcAc] Amm: ]G0 0005 | coniaat| Solveozo] Adose-160.0005 512 4vehl 756 107]
—E:mm = oo fcontopi <o mvnnnvc e

002 Aumc Unknow: nvvmmrmwn {contozs soweotslnsoun paien el scp el oo

rmm o7 i o
-m wus:us oo —mmmz;!s [
"0 105 {67 Sens] contoz 1 conins 0503008/ CCAGAT Lconting1t] Sotvenzol Salveno] 050300855500 orotein (oo contino e Salvenzol 0
-m Avmm [eritizalco. fso st __leomozalsoncoiolsrunualcosest sm i
T T T e T e (PR e L ey e secef o a5 doenf o=

conia Tr1ATG] contoz —mm— T EErT e
-mﬂ ——mmmlzm s st s concl e
r:mc Cninonn rten A0 Vi) sz ssenls sl
or <m h[Aricos2] TG
i meﬂm - proton (4> 1| |coniorsSaiei o] Unkoow|GO-0008[SL2 d0eh[ A ToC15570
—mmmm 515 anen[ Aracs7on 1

Tnscolcomora]soncosolsoncosol o evaansossonrever]ontoz sowesiol nnoun sroien stz agen]_nix | -
0005 {67 Sens] contazail conioo2 T tnknownf GARTTC conting] Sotveofiol Sotve0sn] Unknown protein taHED v11 | coniins2] Solvena Unknown Brotein (]St abehl 756773151
mmm— B P

fconnzod | T T P O ] e ot | S
0083 [T CA conozalsoncosolsovcoso Vo mot <ontaning roien lsantaz SoweosalvO mouconaminel s oeh [

— s v e ] s.,nm 058220 arscs
[ecure] S0 sie o uia s< SL2a0en| AT ics5160 1
wmn wmn e st 1 e m— Gooa] Coma T

0001616076 [coniage] SoveoTol rom] GO-001GIS1 2 4geh] 7 ccasal oo A G
I Lusinelstiine a7 4nch]

o e P P P s (e e e i St abeh[AT1G24a] Lot 2 A
| o250GT sens]

T e e

17| 25 5000 i ooms | a3 167]
sz s o i o srsssel w0130
il s sos0s s 47512 13771 ] 170304]

o ol e et Ao consl ot ot e e[ oL el 1
A P T —— w ol i X
uru; Jerconlcomorslsoncososoncosol
Foomiazs ancrsof o e ot pais T do

el Sani] i ast ] SACTCG contad] Sonesie SanetiefasC G0 0317160 047 contozsamcosoluart mal GOS8 2 doen[ AT 5400 T

56 [ 26 086 a7 4505 | 7 e1a] 110054 | 01 7300
i11271 4 63376] 4 17606 16 0336] 152542
mﬁm
o21]_saosei] saz6t5] 441467 ] 427010




o o e e T e [z N T Sene oo conto? R e TG conto ] st 1] oo R e 0 000 G0 o0 om0 v e e GO St a1 | e chos 1] > | asaree] ool o] s sanaea)
Sers[Sense | 0088 Detected | 0088 Detected | 0000 { Detecied | { Detecied | Jo Sens mmm +1C5 doce AYNnn Soouslszenl s ricoins 10l 206 255 530 676 302 2321 s dss| s 756 [ 767 707]
Sere s R s RS e | it TR e+ ontasal St 1] 1 oo o vt [canB ] SohE 13l Unk S AT 340 o7 o il sz s 70

7 SensiSense | 0443 Detected | 0443 Detecied | 0000 [ Detecied | [ Detecied | — mmmm i A cnvs osel 21 7ass [ S0 7ss2] s1s7ar| sazods| 710384 sa o636
Sorefene— [t {commen| o 11 [comanel— ool —mmmm— Scanuses & io77 T

7 SensSense | 08021 Detected |_0502 Deecred | 0000 {Detecia | {Detecied | A:mm un poien (D Vi T T S — T T e s
Sens[Sense |0 34| etected | 0343 eected | 00001 o for el oo oo conioosl St ol St o] sea] o 0 o 007 s St 10 el G001t 41 el 17041 50 0ama
Sers[Sense | mm—  Detecied | { Detecied | TATTC] ooz sauei0e]Soveiool ol aroen (i V't Ioaniagd Soie 0ol rlineeh vaein S, 2 teh A scos21 71— | K11 aomse7] 280150
SensfSense | 06801 Comorom | 06801 Conmon| o 000 -mnmmmmm— c o 792207

o m {Detecid | { Detecied | oo forsensfconorsdcomorl s [TCamcclconsozs sovciol socosol s [50 0051150 005 fcansazsl Sobesial s ]G0 000 L2 o i o s 70213

mmmm I

o { Detecies | o6 oT senslconsazal onios it voe | occARAlconiaz] SoeiofSou 20l ivos | o006 600008 enios i Save ol Cuae 1 0008 L2 e 25765 20756
oo ene—[—ost6l et [ o1t coeaes | ool —mmmmm o m». of s | o1 a7
Sers| Sense mmﬂm-ﬂmmﬂm 00 {Detecid | { Detecia | kA oozl savcsia] Sovsolenaio] i,

Sens[Sense | 0439 detected | 0435 Deected | 0000 Titnnanlacciuc | contops SoteenilSovcods|ntnou oo e v |cantase] [unknown protein ] smmr-

7 SensSense | 0306 Detected | 0305 [Derected |__0000!  Detecia | {Detecid | |G ii7{CT senslconiazi coniori[Cuiohic] ACTGATconiazt | SoveoTol Saueie]Cischoms B sslatod ool contop Seieoto C\tmchmml ssm sz
SensfSense | 0178 Detected | 0175 Deected | 0000 o, S aniat [Soneron] Soncron] o

1 Sens) 0050 Comoron|— 00501

Ss61;
T e acrrclcomiost] sovialsavoiol ool oo oo RS o oo ToT e {14075 ["os 7ona tn a7 [ 1an o8] seesea
s Gocoisd < uuecomozisoncoTol Sucan = Gocois] sm nlATsG 15| ATGsioil ATGSL« 06 [ 954033 1730451
mmmmm W[arcoesst o 5[ ontos | =
0733 GCATE | oniopi] sacsie]Soveoto noun oien (HRD V11| canial[Soeeial ninoun Prten G1SL A0l AT7C 15012 [chezesil 13508] sotrs[ 20a1er] 1214
fromot o 1o s o oo e -2 E Gaates
o TSsivei00] 020300169000 ool et e IS s o0ess [ 10545 550152 t0so0t
o o i e o e T e ) TR RS ) 7] TR TR M2
TATererd — Gooos {consoze sowesaalL s ecel G0 sooalscpapenl s rscfueees Duesoe o sl Sious s oson [ sesa s szl o
mmmm h[arscaislexs o 205l 99 nes | 13011 [ eraant | pmo ae] I
oors Gnknouwn Protein (2 (nknown Protein (] SL2 40eh[AT2G 12675 1
5 ———m—— ATsGo0a07
Fsancoioftochondral vansersuonfconuoZisomcotoliocnondra wanslSLE A0 s w20
o o [S15 snch

R
oz o —mm oo ot m
feosazsGucos{ AT foomazssonctuafsoncntofGusosn{co om0 onofeomazssoeotelGusosufco nericlenri o sa17al 10907 12 5100]
P A et soctas et ol o ool o ooslconaascoctaaltonl o oosl s el 1 Lo 4| 207 953 31 046] 7245 590605
feonazseonazs Tt mmmm St s ol enva ool oasarol 220477 ar s s 1ses [ spsas]
sudder e ncm il 2o icos [T ANE Al <het o] 306 o] sasnar |"deopds| 5072 21 o005 o2
wwm oo oot o aot antasastecas] e coon i d0c 115 Tenvt ool saso] 1 onarr [ soosse] anrisr] as som | snsze]
< T5C cor CroCaAsoniagsi Sometia]Sobet ol o wan] ot o toslcontons ol uanlGo ot Staonls oo ¢ FTETEH T ] e vy
B oo Ganes e Mmlwv S0 anchlaricatan 1 e Saamd
ISTE ey Awnm 6526017156017 aniagsilsoeegeal ATe s ot e 3
for sensfcomazaconazaeen i T1Cronfeomarasocta] wmm {S0o dnen] Tocasta01 e oo ches 1 5200 ] o
) T e e e PR A A AR Ef g st e [ o (o [ P s Tos 356
— o onon mmmmm 0008 St 2 40eh| A5G 14770 1 i o
c Auc snssoson otk e fcomtags ot fanssoson ot o T oo i
mmmmm firiCron[seoss [ sppea o chet sl s eonl sa
—oosetor sensfconaas conaas fussonnal GansCTcomaas ot soctafusroanaseinin st fcontaacocnsalunsosnasebimdndl o e = [ 1o o7 ¥
mmmmm Scoanenl racoiol 013 7
:vAcvr [Genomc o chromosome s | fconaic U a0l 1 [0
—mmmmmm— rsconien 1
Jconuozelunknonr] oo ol koo fotn ROV | cfinonnpren alsizionl i1 pe: T
wmm CEeEoE 7 ot e s e bt ket i)
[ oortor senlcomaaslcomaanlemvense ] AT o3l ot Sovcogol Revrse | G0-0006] o006 et Sohesob aian 1 — Arici05701 [ii7zr] o
— 1o . o coms sl a5 G &7 ] 15777 | e o oo o7
-ma o o comaancocttolsoctte anain o000 00 Feomaasl coertal ann o oos sm e Lo
waﬂm an <4nml\7"
Gartic] m— sm fAvicazdlrier
rnnmiv recanmiol
mwmmmm ol ks, poiein Al 40ch{ A 2135001
Contazncontoz oA M\wmn wmu [0 aneeT o onts o iy
cvcm nknnwnvmwnr S llkngun Boton S0l 1 - [T 5]
[SalcosalUnkno o m S5 denf aTscaenint — [ oraud 5
Amm oo o nnk,.mm..m.. 524060 AT5G065 101 [ owruvate cnrs27] Fiasouls
o m S5l recaeoin1—Toansnel o T T AT MR ot MY W
mccc, oo co oms« Sonessooiioi T Tericuees T T m
o onos o onos| VST TS [y T2 S Te N TS P FITs
oo lor sonconiorilconior il moncl A Ty eamaam knoun Proten (D VI 7 e IR W M RO A )
—m = o6 Seoiat

[ e 1 ey fociies o000} focieceal focieciea oﬂsc:ﬂvoccom {Co o008 fconioenlsauetio v acv| o 0oeeTt ool =< A 4 1 s <o 0073351772l 2800
Feenee | oMtaloseced |—dtalosaces [ oon] {osotor senslcomasufcomasuleennalcasancomasnsoncpuolsocpunlmennalco ooon —mm ricoafare T aTe T 108501 ["i0 o] 170019 “oa sa] o runa
[Sense | 01501 Deecta | —0158] Detciea | 0o00] fociecea fociecea Tuioiwe [CTcAcc MLO.ke] GO.0016] GO-0016( contoza( Soive1 o] MLO.ke  GO:0016] SL2 dbeh[ ATiC <[ 105 1]
fsense | oo connn] g [cononn] oo} m crace mmm—— s

omoron]—0549] Cono fociecea fociecea G ATGAT contoze] e 100] Sotve10e] L evene]GO- 00051 G0.0005 contozed Soive10o]L AR ece]
mmmm
00 o T 1Cansofsoberef sl T 50 ol S0 oo soeiel e
fasacr comazssoctzo soctzolmeteosol 0 oo o oos
mm — oo Lo ou P )
wmm <m .m 08 s e 5T conazesoctan 08 dman e s aen] s ol 010 o 3] s 125 100] 00 254 | 142 371 s07m.54]
ol oo i e BV T box i sroa] SL3 dochl T30 1150 1 35 2000475 198 60500201 773
mmm.\ Scansens vanl™ pnons [ aroas s oonsa| o 7775 [ 1326
-ma oap wmlccscar 52l 0 005 G0 o0 antozsohezol s af G0 0t o 6] cna 1] o059 |3 4sase 047301 [ 107405 15 0001 102054]
unmm B3] K] 2T YT BT
G Tconiosnsacososoueosl nsasel o coosT G0 coossanisaef Socods] asepir] G0 000 e[ 115
frsenc] M(! Faneh] a1 Caoin T

(S e e e (8 Py A i rer e e lstzten] Arscoseon
[ oomlor sensfcomasacomazaunsousfcarr i comorasocro] ] ke pcion (i) JCanisa ot Passasain ol S 4neh -] 1]

o Feoniosasocoolsoueosl Unnaun Proien a0 Vi) sanisal SohcosalUskown i o E e
-ummmmmmmm raceron

[ ooortor senslconaasconazs ot 1111 comazssoctaalsoctaasscenterl o000 o oo comaascoenaalsscetrl ocood sm ol Arscasrio 1
mmmmm— i) < 5 0o oaroas o

o oslcr sonlconiosoTconiosolostoare ACAVC mm o200 ot !sznm (e T e e e — o 21054331 | G020 awazer
BT omos 5 - 1el 71 oo 701190 0 1308 51 0m0] 74 08 2301 ]

-m——mm C oo —m— 507405 | metl o chvs 206|104 7061 15146 262008 Sse28
Em T T s [z o] oo 375715

A conto20] Sone0sol Sonvcose] ueeore]GO-0002 G0.0004 [ contagol SoivcOsolueleorelGO-0ooa] T ervs eeil 46601 31078 [ 3070z 52404 ag005] 13557
-mmmmmm S — Ttatm22 | snon o] o0n02["ssivo 3] s 73

0 otalT conlcanto ol santo o5 sl 1A CAGA]antoze] szl szl sl 0.0t o0 ot antosd sohezl 8 sl o0 ousl sLadhel s 2o g ar ool ot sl s i
mmmmmmm rsGanin I 1o 60| ompans 150167 [ 529 375] 5417 tnsars]

Gois A1C1 ] coniozo saesre]SoveoTol U aae] G0-0080] G 00 PO Soee7olUbPsie] G- GFEN 1 A0hI A7 011 ST USris e il a7 [ 14570 sz | 7030 | sie 67
-mlmmm i o enva z26]_aznona] Tranaor 10a020 ] 163200}
€1 - comazncocttolsocttolsnamod 60003 o 00 fconaas coentol srammad oo e 76 768 b6z 6so] 1237
o] Souc000]Unkown prrein (4D V11 |sannnpe] Souepdal unknown proven o]t e enrt aosl 10 anoe 15,0301 ] T"sososn o1 001 .07}

Sl [ v eamm T ot o Sana] 26 s
{as1ace feonazesocoto socotolunnoun et e v lcontaze{soeotaltnnoun vt ol 5 sen] s s Grins] 5 sarae]
cmw mmmmmzmr sLu wfArscars]c FEWEE T T
m oo o Tcontnza Sovcoeo saweten] i easace o 16 ceh{ s et
ol ks bsisa (15,2 k{75 Cosis cecinc o
mmmmmm S5 dnenf s e envs 17al n oo soont [ 5a 539411 6120]
3¢ own| GGAGT i (AF [SL2 40ch| ATaC08450. 536] 952838] 87.4207] 110737 _
o ous o sene comunsad feonasndsocrz] mm— rsc o m pE)

o0 [ oot ool sl nsoun s oy il
[ o osnlor send comnsolconmoso uumor IcTcrral Foncoul otc it e s (| comtiot] Sokeben Unn] GO OO L 40 A 25 i
I ooostor sensfconaanlcontanlonis cofcactcoTeomaanlsoetgolsoctoelconscof 00008 0000 comasncoerzolutorifeanead s et
mw‘ [0 onea {1 soen| e 77777
nnwanwn!AHRDvn fooniasol Soveloagstesa s [~ 131i s 1001 77726
mmm— raciomoy o a2 avara] 7 asam

m cao 4. pr o s20 055050 10] T19m.00
oo m I

sa ooV res 1502 dchl e ol Eeact]
C roasconton] soivcozal ] 0 anor | G0 0nasi S aheh] saciosol Aol v s a5 7005 16 77
rvcncsm blATiGiTs% ] g i6 6683 [ 27 6104] 342681

feomo s contote sosoon G Tl comio i ool soveol Aoyt covcone covoons SRR P SR v Taz [0 a063 [ 2> aose]

M [ia o
mu mm e oV | TR R A A il ] [ Tos7sa| s smive] ta4202 120260
Sl sen] a0 onoi | {517 aoen] 1 o] s an 1550

T, T (ST oM T o0 oo icnf A aca9340 m o
oonmm Cnirowsoroinsich shcsoral sm nlaTacasiio ke | s 963] zote0d] 10025]
o ko i A s [comtosalSolucheo PO  Ersome [t bl 112 {120 80 [ 104 pan] 139 s 110 a3 ] omo 7| om0 175
AEACACmnm& sm nlArsceis]c et 0 ches221[ 057 108] 734077 1100 0] 172635 17032 tem3 10
T conunsorfcontogo o oror[ T 6AGATcontnao Soivenal Sotven] Ui orotesse tami G ermmin sontinao Sotvcoan] 1 neni 66 0008 51 anchl 7306140 ucosu [ ama0n [ 1 on77a] 7 yans | 1055
0020 Gt sensconiaso] onioso] ninounl ACSCAC contod] SivooolSoucoso Unknous Poisn ASED VI o[ Unknown Protein (]2 e 7555570 [ 3075 [ o2 654 | e 2072 [ 133 256 120 11]
ot ool e o] S aaf ot 5 a0t o oo anan o] o aao St 4o 2. | 766 a3n | sénos | 741 46]
cona it oo 47 conn st soucttal socotal i o 00s0 co.cosolcona souttal a0 e s 1 785 5 06 2sa045] 25100
[ ototler soeafconsosefcontasi smnoru T fromin ] sou ol soeciol snnacl covcotefcovoons RIS S S SN .o
[ TECrnc consasol SobeszalSoveizolnunow n Protein (AHED VI ol tncnoun proon s zaoen] s oo 1315 Dars] s21s6[ sa1372
— ol Sotechsl o i | it St 0 e it o 4neh{ 7+ {7 ss0as [ 11 ne7] 7 p0aaal s spsmo]
— mcmwsm 60 000560 000 S‘SLu nlATsGa07] Eve2s] Tasais| 267e2] toazss
mmmn coninat ] feonsost {sohcoeolsaucoeo e neenausnsonson o hfarscaz600 25 7 6005
r Acvc \amsnumcﬂnmzmﬂcb?m‘sLu nlArscesis svi s 1 [ 6363
o5 [67 Sens] contoi  coniot-[1pE | GAGGGE contnt] Soiveenl Satvenen| P2 ikl 60 0005 G0 anost| continat Sotvenan] MpE ksl 60 000w 19 dnchl 7 cvsen
G Sensloniosi [contast [Unansoid TG T T TG T LA TTCAGAGTTATTCOT G AT CATAMAT AT TAAGAGEcaniasi SoeOiotepean 1 | ancosia ABE10 0] B ) e RO
SerafSense |01 Comoron] 0315 comoroe] —aana} Ao AT A GAMCAT ARG TAC AT TGAT o vy canion St o ik e s 5atea v il soseal 61678 | 7
7 S Sanse [ 0478 Comron| 0478 Comrom] 00| { Detecid |  Detecia | AT TG TTAGAGCAAATTCAACAAGTTATGAT GATG 1A fcontiasi] Sovet1ol Unknowrm raiin A[SL 2 40eh 31100 511l & azseo] s ovass| 1a2se 124515
<mmrwnn 1oalrs1n 11| o0 196 [ om0 on| 17198 apma o]
S IACA AT T I COChCACC GATT TGO ICTTATGT Cloonsost sanebTol nknoun proen el aoen s o oo i ol 2 31624] 2 300066 7708 5
ens]contoi | G T TACAAGGTATCTT mmmmm vl 5 o7e | 17 aras [ 4 osnal
o s soss0] s 70111 70643
[ ot 7o 1701 |
1047] a.7796 | Ts 668
o anosa] s mniza| smonal 6omooe |
as]_sa15a] 642004 | Gesris
[ a6 1051

[ssosfoeces ] = ATTCCGTTTTGG00GCCGGACAACT [Sister chG0-0005 L2 s3.0266] 713612 05203
e e i e I o om0 [67 Sens]contoar ] c TTTGOCTTTGAGTTARMTAT: Tt T soarrs [ 7 oana]
o m—m— {Detecia | { Detecia | [Unanno] GAGGTARG/ CMAYCAsLu Gissase | chvs 155 6 osess [ sots7s] i12614]
et | oot comamal 000t Comnl—s o] T T [T (e T Y Y O S T esrnal nmiows | 1> soms| 1acs1s| insan | ins7eo]
0003 [betcted |03 Deteced | { Detecied |  Detecia | cvrcc:Acmccmcr:Amvmmmccmmu cmm sl Senome ool 2 50 PR TR T W] S P MO W
mmmumm . = ovotein ] chet 756 2 oazat | 7 a1z | 1 sroat] 3 taanal o o
O AT T AT TG CTATARG AT —ro comuagz {Soveszolnin sl 60 0008 1z o lsricols pAP2 i cheitis]_tss1 ] sa1670] sass 63
-mummm St aten[AT1G 74200
st comoaTTTCAc TG fooniadz | SoucoioDeEren 1 [ATaciosdo. i1 sotas[ 37051
o SRS O e e o )
sois e o] mzrmwv 257 1] Teontos2{Soteotol vez a0 Al z4tan{ o [oRFTTZ s [ o874 491317 [ 21.0765] Z0353s)
e oo ot oVt e 1 e un ol aoe1o] 10 nmas| 7soroa
|G oT sensconsaaponioss I nannoul CATCCTC ummmcmA:wcmwmmmmmm llmmﬂnmmmiﬂ 71 Faree e T8
mmmm ATsGIea003 1
mmmm Sio o R olvmerase fcanto32] Soebso] Meiator] Soouielszenl ool o S o6ara] 720762]
Gomoron] T P e T o S T e oo eV gt [St2 vehfarscasaro 1
T B S Sl e e S e Nl Unknoun m.. u SRl i | ses0ss] sssssa toas0s
Sere s R s R i R T o oo o eVt ] -7 1T et 17 o e e S M o A T
{Detecid | { Detecid | — :cvcnmmm St240en| vac778[6GI0s | G o of cheatsel ataorr s sara [ aznssr] 2osa
[ orrler s consocedcomtnsfunmnnouforcctroracac  scTomaToroceraTerTEToc iTaccrric R BRI e s e &
Gisz Tcc cccmcrmvnmmmmwmmmmrmm St2aoen| rscuss[crr | crii c]
z AAAGAACTGTAGATCATCTGAAMTCTTCTTG] lvn o (60 0005 si2 anehf AT1c 150407 [l 11

o

CLCITTCTCA A soniaa Soe 2o Und ertesse b sL2 doc afsricicen sassiedonesil ssoom ossiiiaos

c: G mm—
[Ssuctis] it Gpol G 0008 SR Tic i

n e conioas] Salvenia] So [co omalc: (o e
—soslorsensfcomossfeomosslonamand 1T T C T T CACCET AT GOCATTAGET TAMAGAR AAACT nl 473660500 Bwp dor
Senslconinz]contin] unmm of i »..m TS enlnrccond chiocon!
T AAAAAGGATTTATATCTCATAT CAAATATACTCTTARTTARTTAd clszals s
— o] A A GATAL AN AN CAGSCATCAGCC A CATCT mmm AT2Gasia0 e
CIACCA o TACAT T eATAGAT TR C T CTachacT Soous Er e 2 ] TImEr
n\u 03 <m mmm arcconfpsae | psiic carl 7 amne [ asnoes| 1o sn3 1> sona| in100¢ | 15770
CCEVAEVCAAAYAAucuDTWWACVCTW TCTATGGCATATTTAGT Unknoun, ».m.mu,uscmm I E AT IR RO Mt R W
mmmmmlmm— h[aricassios et 25l 6 704
cAcAcAMcmmmccrwcnAmwcmmwccmm ol Chioroolast tumen o SL2 e A T5Cso140 1 tidond s [ 7 1022 112577 12503
mmmm— ATiG016507 et o3 s son1a] s 3300 [ 1 pena] 2 somns | [iaseni]
T TG CAG MGG AMAASTCOATTT TGATTAGAAT ol TOM28 (AHRD VA St 2 d0ch ATecs0ss01 [ aioemi | o a7as01] o072 [ s a7as1] 115606 163208
mmmmnmmm G [zt 70 [ 130 691 ] a0 306 3700
ACCICTAMAIA T ICT T TACCh TITAA Col TcociToTccloomuasal Sansiiolmurolas] 6O coaf s 116001 [ Sioeus (| chraie] t036as] e 1t6ss] 11oars| 735504
— R S o o T Vo i {515 aehl s Dt ¢ ] chis 7asea wonsas Taanst
il comosilnannor] mmvccmvrmucmcmmcccmmmmmwc <on[G0 0000 N[ ol chgze]_242986 [ 120 200] arreo| araea] searas| srsses
[ omler ssesfcontostdcontosafmannou e AT TAToAT T T oA TG GTCraCT AT AcTAr R o | e vl s 7 s | sa¢7 10 Tram o7 v
CCCATACACTACTCAGARGET mmvmmmmmcmc ooniasa] Sovcosolpenidou] GO Goand s 4neh] 5 222100 205 36 t632 84| 470525 s36m a0 sesiss| 67725
TG ATACAGAAAT GAT T TTGTCANT T CAAATTGTATTATGIT ACGGT G [continse] SoiveDao| Peotie ] GO 0080 1 2 dneh] 7577450 1  IETEY
004 T T A GG CARG AT TG GCAAACGACC  TAACCACAAAGACE cani SoeeOioDee7oo 1 — e | S2eas| 20017 [ 37672 | s55007] ss.se2a Tzssez
I TTCTTACCATan T oaoT IO otCaGA AT CaCA oo EominsSae ol iene s e o751 +ane1a] 6 svana| nasnsl tncans| onssra| onenal
007 [ T e e T e ] fsancisolpan soesi soma) 7 S e T T d R A R 7 a7 Ry R
] U] TATATCTTACCT TG AT ACTAMAATATCT T T TTATTGAAAACCAGATC1] Eontadd] Sabucoao] Unknown Protein (6| S5 406h| 75710501 amio acl i o] 16 3125 | 15 4aue| o6 o] 10 7967 o0 10wl n s
uTEACuTuCCccAccAcchWAcch CIcTmorace mm T omioss] Somcris]F s e Pn{ SL240h[ 75 115] pscr AT| psce (] 2
T o (T ittt Pt 7 P TS e et 17 71 et Sase
c o AACVAuCTVTDTDTYCDAEAMYVCYVCYWCYVAC s TCCCA coniosi Saieotal Avsnre G0 004812 d0eh A 3 C iz i o sl o 3517 3a79] 21756,
e T e T KT BT e KT
[eecumetfSoovasizaafs rociiot so77s: 520038] 33358 166505
n TereeTaTTT Croracace: lcontinge] [ ia-hina 60 0008 S5 4beh] Aecioi7a0 1| oxdared] e o] 7 ori1| s a7aa] e[ 15 7ems] 14 7o | s6oum]
conioss: OGO GCATCAT CACT TGO T T AGAAT TTCATTAT CACAC canisd Socoio Unknown potsin 41512t el arsgsssl o P 26l 121680 139371 236 134] 100702
-mnmmmm— Sna [ suassie
[ ooso] £ACCTIAC IS0 ChnTCCCAT LG iAol santass Soveosal isoun rotn (Bl Stz oo ol aTiciri uBPis B dossa] ssasar| 12707] tieis| isssm
!ﬁlvnmn anehlarccon]vers | en 2
Avwvmumncmwm TTGATGAMATACTGOTT TAoA [contagsd soncoTolvioaal 600015 7T Papron Lo
mmnm G0 000s st2 dneh arac 1502
e A:vAuccvcc:mc:nmm:mcmmc:mcc va i Solvcoia0ssas0 11 — e
mml:mmm 101
Senelconsase] conioss] A mmcmcmm:mmcmmmmmm feonsoss[sanciiofpecm hase tamuf 2 oo Rechn T
[T e P e ey vt ot St apenf arucoof At
— A e e TACT T GATCTTCT AT TGAT S CARGTAGTTTGA] o nknoms T e S
LA T T T TTCTGAATITTETGTAMACGGATETTCTGTGTACCGARCT]

ARG Ao T CC G oA TTCC A CcTcr o] comtosilsoheizol NG nol o000 51 doe nrocsr
T o e T Ve e e oV 7 -7 e et 7 e
ARG A TG ARG AR TGACGAG TG TGOS T ARG CAd m— = e P
—mm L2 ancn|
ool orsonslcomosslcomosalnammaud cac i co T A G ARG TCATACACACGACTCTOMCTA oo fooniaged Soucosol henvil] G0 Groe]
mm ko] chrE 7
TG Sensl oniose contast Unannei A AR AT AT CAGACE TG CATCAT TGATCACGCTTAT G contaged Soeosol Camadal GO 0r0s] 03 s orsao] 5 sess| 15 3731] 2a77ss 107169] 05800
m———mﬂmm o 170l | ovioen] o a6l 1356 4| 10725 | o390 18] patne | omen sel a1
—sosslorsenslcomosecomossonannond o GoAGC T TAT T camACeCTTCACC TGO AGAA A TGOCT AT santagel Soheptal vmai] Go.00s 5 hiC o1 B s7ois] 707461 [ sssate] Trsarr| tsaier] 14
ool senecomoe consfumamon Gocassncos e oo TG oAtoo T AT mm—— " s nacl 2 m0a2 ‘7a] Gasonr
A GA G I AACA AT Cr oA TG AYAACA sz Avccm( Nm Reorosel chic: 06 o] 5 0s8ss| 10364 28 e2ss
i mmm e [Si5 anehl 7260 "o ansan [ 17 3p50] 16 816 [ 0600 16 none |
00ss e vccAccAcAcv vaAAAAcchTWcTAAc ST {contnan Saersof oS e Ga a2 doenf 2o 1| Te2220[ 11245 117815
ns[coninge] [rasorros rraTasTacoACTCTcommnAa A Craor oo commelsssenls e o] T
T sossfor TCrleansagal Soveocal et rual G0 0008 scpapenl - i oluanat 1 7| S65.475] 316 628
S| e[l ceeces [ socoses | nol fcontnel AGACT | ontioael Solvcoeal B 11a] 66 00071 anehl 710070 1767 0o [ o 71|
T SensSense | m— { Detecid | { Detecied | ozve EACTVCAEuADTVCMc:AYVchDMcMAcc::vccAA:MAﬂM a2 e 2ol apiczs i cha roe] 143233 ssmizi ] to5u 166449 164500
ferm . el contoa] mmm aTsGasez0 2ol 11 9n1 |9 oman| 1a rans
[Sense[gastlc. {Detecia | { Detecia | {contios? [unannoi] GATCCTGTTTTCTGTG ccrAAWAcWAccnchY ofoursoo amissrofsLaoenl s o o
Y [ 208 e et Yrrrrrr-ArAYrrrArrrrrAMYYrrrArrrrrr o e e 0]
Gr20 ErumE
Gas270 wp k[ chea 1] 7 7azma| 33575 2 o1ssal 5 ap007 | 12 amoa
umzm s ssss6] 3 43158 [ 021541] 116sss 11asmo]
croAsca: 2 1700 w0z T 7ot s onent]
— AVCAEWVCYVCAVCA:VA:VAcch:Amc:YcAYAYWcWVchA slsz o laricoize T ESTRSHN M) M 7)) e ) e ey
mmmummn (o130 chra ool 5 ot0an] 5 sersal 11 495 6 spona| 12 anta | 15 oemi |
T SenLsanae— [T S8R oeecnd |0 558 [ommeed | 0000 {Detecis | {Detecia | AT GACTCTTTGATY AT TGAT CAAAG TTTAAGT GTATCGG1 Tl ol SoeeOeo aosios G 00 1 ekl A7 73000 ir2i0s |4t | 2io0i| Sesaial” 5626617




[ 158 [ om0 188 Gomoron o ono
[Sense | foseses [—somconaon]— o000}
Sens[Sense | 0588 [Deected | 0258 [Deiected |
T o]

[ o532 [cons
Sens[Sense | 0240  eected | 048 [Deiected |
T Sere[Sonse ] [oeiced]

T [ Comoron| 0831 Comorom] 0000}
P o e o e
T 0050 etecind | 0060 etecin

4
P o e e e
SenefSense -m!mmm
wm
7 SensSense | 0303 Detected | 03031
P R o e e
7 Sens[Sense | 0135 [Detected | 0135 [Detecied | 0000
Sens{Sense | 013 Commom| 0 133 Common| o 000
[Sense | 0001 [oeectea | 0091 [Deteced |

T Sens -!lmm nm
wm
[Sense |08 Cetced o8]

™

nse [ = R

S e 3o e s
oo

T ol —Go0sTC

S| e[ —osel et [ el ceetes |—oomal

o mmm-mm
onse N oo R o]

Sers[Sense | 0264 Comorom| 0284 Comorom| 0000

P e 1 e e e

1 SensiSense [—ooo}
—-m-m-m

7 Sens{Sense | 0327 [Detected | 0327 [Detected | 0000

[Sense | icind ctea

4 220 20
wm
Senefsense mmﬂm 000!

Serefsense |0t ommcnd |11 o
7 SensSense | Tociios]

200
T DT L
7 SensSense | [ Detecied [ 0772 peteced | o000

e e
000 cr Soneconias conios ] o TAGAC T T AATAT T TG TTTACMAGEAGAAAAAGAT] A contostl Seivedzo ol s meracns ol sLzsoen - <o
— oos.]

sonl o fconio Chnannor [ATTACAAARTAAGES Mmmwmm.\m.\»»rrmmm [St2 nen ATsGo1390 1

svoieis ] chra 77 717ass] 77 6ars| anosti] vasose] an 7o | s eras]
LochTel chus 26| o2 106] 86 164 112425] oa.s206] 205 10| 210 447

siler sensfconuos L conuos Lonamnoud T CTACCEATO AT AT AT TCcCammACTAC M cACCe ol nkoun potin (15,2 doc T [SE T —

s et 7ome
s zie] 71380 doo7es | 1aagse] aszsal tsesmo] 25170

e DT
caom 15 005 feomsossanciool asoin {0 ootz T et e

acic VTEAMCuCTVAEEWVTEEACACADTYTEA mcc F Er) A

T saans [ 10 om0
SuicT | cns el sozote] o7s0%6  tasios| t1673] 28asas| 22301
mmmm {Si5anehlariciss]iAG1s [ 1Ac

et s6al 5 ga17s| o avson | o mont | o1 5501 [ o7 o6er | s 71ar|
{57 1905 [_s smsse] 5 doasi [ 11.sds] to2sss| 200302

-m T EAAGAMATTGCGTGCTCAMGTAGCTCATS

17,1905 |3 005
o e T G G e T 190097
CHGTTTATGAL] a1Go. daaiacas] Er ey zinc fino

753
362724 [ 143505
T 7a soms [ toa] 7 esro |

cEAYEVcEVcuAVc:vrvcvrvAc:AAW:AccAcWArW mm LeonsasocttalUnnown{ oot S o col cvel
TeomaanTconzan GoACTG: fSommaan Soncr o]

3 s
To6ar[ 957036] 117104 102043
T 4003 [ 140 300|162 082 |

ATR

sm eEnD

A

osurs] zszse i auss] o oss
5240
<t

361

O AT CeCACTTACTCACCATTACACAGAAAGA rmm oo fami e L2 ekl

EEEIRVEITS is7ess | easra]
193601

EXETE)
m.mw Stz anenfAracsx FTRLE] 2303
mmvmmmrmrmcmmmmmcmn feonsosm{sancosofcuen 2l 0 one [s oo~ oo izcain ] 2

b o Sena contoiil contoshlUnammat A AT AT AT CAC AT AAATTATATTCTTTY CCARACAT | sontad] Soeiscfucaascl GG 0015 e riciso20—1 o
[ oors [ senslcontoand conoanlnamnordl FETGeAGTTCTTEAT anc foomna]
[ —soooorsonsfconsosscomo s nannond O Ton TG T CTTGA CAMTIGSGOAR T TSoCACAnCT T ARG fcantagal Soet ol Caloun-] 60,0008 S atenl o 1o

o

TCTGOTGRTGAGTCGT AAGTTTETATACETT foommalsissnls 1c o Cutiie]

62648 3 49651
[ 13pas [ aso1 | 131005 17 mseo] 10 1906
Exmvy 1

mmm hfataciz0i
-m uCTVAEAAVAACDAACAAAAYAWATAccccAYcAcAcWWcA e B

T

T1771[ a7 s |

f e som 5 saz8 [ 057308 1475 27681
[ 177as [ 7116a] 5 oanoo | 7 0vemo| 11071 | 1as7an]

295671 [ 114103 [ 67013] Zazsaa| 100422

— T A AR AR AT AT AT et |l Sobeme sl ooueet szels oo

202l 2 ssao6] 230215 13saar| s3sese] 132237] 12213

—mmmlﬂm— hAracoiza0
T TACCh o cocama oM IGACC T CoAG TAGGA ToCCTat sanunsol SovesialuoPaaslGoors]
m AT timerisaion ] 1 5 sbch{ 74 1025 oro
— TVCuTAAEuAWATVCCAEEWcmAvAAccAYAA::VAchAcVA feonsosssancorof sauamodl 0 o [s e W Arociad] AT
JoT Sens[cantnas] avehAT2G 18a] ATIREGT
Aicoomsicc Seneme nmmm S 2 does[Aric e
517 soet

T [ potassiu Go 016l St anc
[solvcitoluns knnwanwn!AH oyt | Crkoun poiein (1S, 40eh{ATSC 12000

sfstzamen] oo are o

sl on 107 o 125 an pwmn| 875151 [ nasoos| 12117]
202l 105071 ] S1s7 [ ezsa07] s0a3s] 11se6r] s1sas
Loal 5 st | s 101 o072 | t0a1m [ 110014] 18 5713
o1l sa0250] s1s607| 3ssms| 3022 sz otei] 7aeses
1ol oa7are| 17 sna an 1704] 70 9085
T V¥ R T B TS Y
it o 51470510017 [ 37 67| s sare

+] s 06525 | 507601 352021 | 30,0383 [ 12.7758]

[ anoas [ 1107571 8 o06as |17 7261 200206

ko] chis 7o s Tases] 240403 45o1ss| 12 dsss| 15 oess | 14743s]

TGcreatcen mmmmmmm— sraciose[pieaics | pipsca | chia aoal 1ot e | o15.0na] 106 10a | 1901 | 47 asnl a7 o]
Nps T 1] 241068 9

dfeonosalinamaile ASSCrTTTAGC nucmncc:mc:mmmmr feonsosfsanchsol soussonl o ausssaoen» i [ 1)
CEEEEAAVTAAATWACmchc::cchnA:Mc:Mm nw o o e il (A1 5L 40k AT 110G
mm oun
e CarTsTeroTcce mvcvrccmmuccccmmmwc [zl o

Lol
Denf Avscanses1—— [oinc
A oo

&3
m— ripn | viarn 00 ches 527l 3161 | o1 asrs | snneal

TGIAGTGAGGTGE) MaCACToGTATTCTIT oA oTor)
coniaao UnannofCoAC AAJAAEDAVAEATYCAAAYCY AcCTic s mceoCclcomotalsoncosol usehioms basoulsis doch

T sencfcomntocomosonamnnul CEcETT T TiGATET CoAT T AT G asTcocecscaCe T e smm

AcmmmcAAmcvcccmmmcvcrmwcwnm
T o o o ot ¥t 10 1) e 2
o TGAGTGAATCAL cmcmcmmmmmm:mcm [contiodo] Solvc0t] Nuclola] G0-000:

iis774 s 20785] 130614 1as716]
151 [ 142159 15 557 [ 16.060a] 276100

52 I |
29q 03551 [ 4267a5] T22082] 18302] 11776)
[in 1om1 | o

on cr [ Soivenzof oA noiv] 50 anoa]
002 ~cMMcAccwmcm:cAccm Coacricecicd mm——

iid 7] sees] 219652 | 260674

—

15 e 014] > s24as|
2

e TCoACETAT A AT AR r AATGCTATGO Lot donsn i SRl icir
[ nknown pratein ]

236000 s41065] 113633 [ Ja1643

]St anen Avsc:s1 150 1| uniomn] o707 a avea] 5 4o | 10751

47220

mm
0 i6s ot senslconiado] consooUnannor] :mmucmAcvAmmmcccmmAmmmmcm mknwm Pioien (IS0 i 3720050 T
et

T CTTT GAAACCT ATGT AT CTATGTARCTCCTATTGT AACCTAT GAAA] 0889500 oot St dnen A73c.4500 1| ET

[GT Sens[contodol] cammaaxc:AcvAvcuvcATvcA:ATATATVmcccnnmmncncAMT Ascmmn..c SL240h[ ATu1Go0s 0.1

23006 2 768356 516667

IStz a0ch]
[Cootler s consotadcomtndomannou T AT s AAT A TECTsCCAMACHTATaCTACT Ao RIS B v o s~ o 5
TG TG coniod: [SaietialStv ol box i v (420 U1 ot Tsahe o] o .....m stenlsLadochls < ul ST Ao ] sesal 125sts 205966] 33048 [ 267272
oo er senafcomos i comntifranmoulcacsascsaacasstecasrTacToooToractercacTacast SR R v ko] ehr a3, 117 a0 [ 110 0] 145216 1naomi]
G i

{0004 [GTens] cantodi [coniad [ box far]
o001 mcmccmrmmmcMcMc:AcMcmcmcmm foomtoail el sonoacel S0 00| nlATsGzsseo s
nslconiodt contoar ]

[Sotvconnl Geno R

5 1 Saivco]
£ Unamot] GCTTTA Tccrva:AchchcMncrcAc Amcmmm feonuoss soneosolraans o0 oo suzumen] - oo

sovcon|
s
2T ot Soetzal Malom: ok i 13 4

mrrrmrnmmmmmmn suAmh

7521

priEe)

i 1
T

928621 ] 15067

[seonos [ a5
el oss s i sasaee]_siaoa
7|4 poeal 3 opan]

| TR et |
[ s0s

S [ 17 6s2] 18 3045 [ 270078 78 0042

s 7nis
e 09501 31090 | 431035 30,072 | T1577] 135037

a 75650 226 788

m x

P h P
foarsa]

2oz o]

_ o
Z ccAYucAYAAAAvcvcYchcvYccncYAY:VchWcAWVACCWA
aaTTT T TeonioisSoncoa]

T YT
==

e T ACAGTGEANGAAMGETGATTG o penfar

oic uuuAuMcmmcmmmm CICATIT v 7 AT conidpl Soheosalatiobissicoca sm T ISy

oleaminan]soveralsaveons mmmmm [

[r7cceclconindal sosteol st bmalinssolaed o ool st ibmalipsenld L2 o mcmm
S P P T AT SO TSNS e vAvAum:mrmmrmcmmwcccmcmm Tooniads] A T—shiA [ iNAT—sNA ||
l‘l‘rrrAr-YrAr-YArrAArYrYr-nArY AAAATTACGCCAAATTACACA[continas] —snin—| —snun—| || —onin | onn
oz mm T AMACCTAAG TG T TACAGCTACTAGTGT TG T T contadalAT—shiA T A~T4hA | —siuA | —x
mmmu AT eocEaser A Sa T CaAAGAT AT T00] I TS
Sene]conio4 coni o4 Nicola s AAACARAAGAAAACTART GAAG TG CCGAT TTTACCTAGTATTYTT AT [conind S #hA—T#hUA~T#hA~T—#hiA x| —x
AT AnasATa camtno T T oascaT Ao Acacox AT fSonintu e i ovia | oo
JGT_Sens[coniods] contodsnicota a] CAACAATGCATAACAGTTTTCTIAT |contatsl #A | s | sna | awa | ous | sun

ens] contng3conoas nristsel mmrmrm\rmmmmmmmmmmmn Ty
[ B

—

crosoneniesoen S contoss oozl erossherusarod L2 d0ch AT o0tt —[col o]

Jensaid

o

ez

557
112308 [ 112505 Z1689.6] 140003
sommia] 63> 107606] oasose |

Sstsnl sl ozl o] o1 ses
o o [ 77 1650|130 401|150 7771 200 928 00 348

ET3T5L WP 25T RS 1T ] RS
P T £
Chei 170] saesir| 28 174 oss i) orsers| 11303

o e e e arote n-mwu wwm wwm T LT T e e
o] rmm R e S m—

ol

rm
for senclcomots Teoniossroumn [ AAACC s , wwm <m mn i s ) e o o e

cmcu {50 Gosolsantoss Someosaleoude /GO 0080l el < s o oroiond

oo ooe
[ oour] mm— Tricer — G0 0005 contiods Soiveool Upros wsm blATaca1100

e cotonco o co mmmm ATaG1ze[a arciafons

1303
2 38| o osnal 5 1p3n [ o som0al 5o gaos |

i 2] 235 056 231505 saa 675 st zai se0se7] a7
s 624l 1704pn] 15,0035 [ o0 sen| e 0| a7 a0 5107 |
enveanl s seres] 31say[ 1aazea] 1isar| 17azes
ECGnET

Secoe] A s ancoyie o conia] Sucoua Amin s nsaal S dneh 31
— ccvm mmm oot sis e e
105 canina7] Saivento]aiue cool GO 00002 40eh] 7>cozn  acon.

— Unkeos o uncnoun proon s 2aoen s oo cecis

] e
T R 7] MY KR T 2 BT

BT e 2075 2uis78]_aosa0| saea| ssreas| sizas|

u weou
w mmm 517 soet

S B B Eeven e en ey
T

oonz ChiAG Goooie co it coniadal Sove0so0T3Ti0 11
ol o mmw wmv ico oo Leo o) T
Cnunonproen (450 i1 fonioss [sohcbsolcncnoun proen o Fvr netety
on ] m wwm St ateh[AT2c37260
i coms‘ ko, T o S
e h[ar2Gaas0.
crccm smrm u mwnp,mm feonsoe [sancusofnunoun prten el s = ioi
—ooas] w mmz\lm

66.176] 970628 [ 1716.11] leeas)
05 17| 300 834 | 576 00s |

7] To3sss] te2e 12115
4| 76| 07 nas | 109 764]
50,4005 [ 105017

72 301 [ a1 ipa 570 32

Torei] 20016] s66106)

Sihcrre —m— s

-mn Solvcno[ Unknown Praten (31D V11 continss| Salvensal

0% oT sensconuceal coniosel ubttanl casCcalconiase ol mmmﬂz

-um— nknnant A conioss solucnl Sacoio] nknown o D v |

ATl — T R e e

mmmmm aTacos]
Acw 051200 mm orotein !sznm ol eszacses o woifsizaoen s o

1ol F1saal samal 7 e
Zeal 6 5403] Bwra[ 45201 ] 310726] F06a9] 20167
[1or a1 [ 171 3961 osaanl omastal
Sozsml sl sios sl seires

[Tin01 0 1549081 3900 [ omaro] sopa
P TRt M A Ry
[ saaate [ 17 766a]

mmmm ATaGo150

2] 2e5316] 190.0142] T13001] 55420 6aaras] 08951
[ on 7o [ 5 oona 44 7ane [ 1198501 113009

mm i bnd ccmc £ ] 00001 G 0008 anise saue7al FAD i G 0001 sm nlATsGatt00

176|125 936 600136 | 261 646 536744 602696 374000
[ asts |

60 0008 G0 0008 | cantasr] Sawenso] Gentrom| G0 0008 St 2 40eh] AT2G 15300
[—oozelor sonsfconios?conto fexosoni Seraig ——m— slsczioals s

35 0057 [ 22.0217] 386012 30,363 [ 81471
o a6 276707 50 457 [ an0 s1a] a1 10

i ool sl Jco onon
cm( cao 560 0005 contaso Sowveoto] peroidal Go-000s] sLunch ATsas0601
— {connrod m mmm hfATacamsn 1
S o0 fcomsoresoncopolses 5o ausslsLzioen s oo o0
—mm lcon

AVCAJA‘ [Seroin €] G0-0004 CO-000 alontor oo

5 s 25215 2 1507s] 15 1620 130087

Asossir
25 o0 oo comors] Sancasofaot ] G0 v doh] 101 1
nf GACTTA] smmzn mnoun broen (D UL e onior3]Soeods|Treaos] 00008 e~ 1031717

-mu oo oo [conie oo ool o G oo o] Soeooe e ] S coe

Eamm i i Go-0015 10 01 anto7sl saeebial i it GG 00 o] SUTRL
en e
00as os1z002 msnmm » Sraon|sanuodo] soneosalosizo0zssosvera| g el s v
mmmm oo
ool cccm Fconio7i Sancitof ancoto] arvomul G oos] oo [contorallSoTol Carbonul G 0008 SL2 40l 720157

[ ases] 1200
2] 70 3005 605030 | 172,392 200232 2a.481]
ot ano | 181 15| smeas]
) ) R R
7
I6.4246 [ 6555 554045 T14.009[ 727755

for seoe] mmw. conin m www aTsGauzao Tprrs| chE el 1o 1a5a] 12 7004 75054 ] g0 555

CCAAuA S5 oo oonsssm hlATic0s250.

erouiia] chet 152] 255 085 755 261 100 407 249055 75626

Stz apen[AT1G 70170
ccA vc sm <07 foo susl

[ sosconsosa sancorol seuamad o oss s aoen s =01 o

B STt i) ey

{51 100> [ 16 7mpa] 63 nest | o7 ons | mns1sa sanrral
PR TETY T

sois ccvm nm, anmmrAHRDvn nknoun m».mu 7T et

alconion] conuns ‘Gaca contnt] wmun o oo o secods] e o amon i3 o1

T Y i N T e Ry
a0

Ean —— Stz aoch] AecsTass |
m w foncotof e sl o ooeco oo o ono:
s wnvvmmrmwn [eonase [socoialLnnoun Proon ]

oo S Stz s0eh] oo ]

97,7533 16,8300 | 14,4088

B | e e M T ey

Toal s 11| a1 ats | san o7a| aa3397[ a0 0]

2aa]_s5a001 | s5771 | 360681 ] 10,7673 145925 13 3605
X

cantar] oY T 3T e e e e P
[GT Sens] mmmw
ccreconoss [soncotosoncoiol ncaoun proen (1D v {santoss {Sowepsalnusown sraten oSt tenl s ool
—mmmmmn oo
m— i i

T e ol o
mmmm A e
[—oomior

s Tci TACA\ sl aohabe otd i coniose Solvcoel ol st olse donan blATacoaiiol [ nvirola
o _mml

Zin ion hinding orore m et suAm ATsGan0 ke

i Soicsal o roe D V) m— T ISt

conl e
sensfcomosicomoni]s —

ouoens e oroon 3 550 sonsoohl o0zl Drpens e sroienf 2 o M Arsciorior et

rkcoun poien (LEDVII | o nknoun Pigen T IS —
oot ool contamn [omonsT mmmmm 01— Theen

Cninonn proon (0 v olunincun proen o 1) AeA IS D

] s
o cchcc Souie] ca oms Imm— SEm s
— i mmm

cmcc Eam Chmmnxnml sz doen rriciois
mmm Lnown protein A]S1 2 e[ ATec37430 1 e

7 525526 ds 4038|7653 | 85 7311
103 sas]

3 [“e1.0081 [ 40.3976] 16495 70,4940

0002 imoun Eoen (150 i) coniago] Sovetol nknowr,roiin A[sL2 40 T [SErE— e
om0 00| [ peotiae o[G0 000

[earn s [ 19001 7077 7n 7amn o sanon 3| tarmn ]
TR

53 897 300 2ass25 | 262633
o ants [ 16ntat | 1198 [ 1o5eral on oesr|

— o u ST T
chrh s nauces A wmenmu lAricaoio unknou]
T o o o 1M 2 1) e ) st 753

irercs Goooisiis

s20699] 250123 2s2663] 10.777] 1155
%

-nmm

[0 ouicato|conioiolSotecoia] smummm.m Er ey unow] e

0052 o Suwrea] o wislSo uuis ool /0 000 su2 oo Anczlam

3617 7]
o an'5aa7]
161974 [ 125.068] 107273]

Secron
ool oot contiof i st foantsie st e v v, RS i v
mm 10{ Solvcotolos
e

mcn smmn co oms« oSz ariciiss
Co ool oo anonl [ snee G0 006 St anch]
m Amm smmzn Emm Gooniz[Go om.
0 tis]co oo
Gt TSoco0slsiz ioe
[0 anal

=
e e et e s
cammzx e o et ESErcEn o

Mm»wnw«wmmuwnv\ Cont mx s.,mmmmu
[oomsecel coooalcocoonfcomas sobsntaptizsn |

A
Sens] mmmvnlmknwm r- o o s ol e oo o vr)_JS [ unknown Protein (] SU7 snch]

[ on s[5 onee | 55 1933 [ 1pa 11| 100 m0a |
500 7 57274

2tes] 13 oo |

1| ss19a 2e1.426

| 167 07| e ons

5[ e4206

5

RhcATeonioisfsoncilsohetol Ut soisase i o santoislsaheiic Mnimmnﬁ-ﬁmlh B
Al conna [sovennsf e —mmm

S5 3i50] 576136
Tt oaas [ 106 020

feoneii
oo blATaczs2701

knnwnP [ Unkinown Protein (AHED V1) _conia14(Solve0do] Unknown

oo o unknou]
m [T Pe T ) AT ()
= P

T50:0008G0:0008 [ cantin1] Solve0sal Suturan] Go-00e0] sm hlATsGas070.1

Saiveno[ Salvcs mmmm— ATaGa7ia01
Eam [Ssicots] Cuncheol G0 0010 SL2d0ehl T3, ] FoTT
[ituintor 1[G ooon]

S dnch rr>cam160 |

mm— alpLiz
o [Solue 0ol oo suAmh ATscEomn
ois _ hlATiGrs050.
m
S socoiofsa 160 Soivco] o s

000
197
et 6osl 077127 5 17105 170502] 28274 36206] 352003
{10 1708 32 0psa]

003 [Guarea]Go.0:
] T T TSI ) 7 Pt
[GO-0051[ L2 40eh] »ecas500.

e o] 250005 252 084 [ 2es57] 704067 Ta1203]

070]
o —

——— 5 Stz doeh] AT1c20350
7]

{SC2 aneh] s roco1 TP

IS hase | o Gooe s, ekl 71 sl it ST S0 &
— o

e
2 fsonciiol Asonuoe] GO il sLZ e[ a0 A]
5012 cl
Eseaconsols rioun poien (LEDVT consois o uncncun o sm T st e
T Senslconuntconsot nkoounf o1 conset 8 obcotaf acotafnknon e rmnvnw o Pt ] 507 1 2 T (T
e suas u snm:mnmszsnl 3c02000
mmm S
— i ] GG Gos0] GO onsm Gassio

— T
23605 [ 151267
9.507] sa3.401]
)
0 70
16 320326 354125 | 100377
{0 503 [ 7n1 sna] 7o a7 | 7o 36| tean ot | 17s
s10165[ 125775] T1rass| Tavra1

—— sz

A conorafontors rmmm-m <4Hw|un wmm conio oo Pt e

S e W T B e
0 )

oo forsensfconozulconozalovcne | cm, [cevne l o.cool co.coo8lcontastl ool sccel ool s o]
—

[ ar0an]
Sossui] 1020mi] 21s717| 205me] 272004

2
el 15037] tosnes| teis 16l tors 17 anosnal pesnerl

[inknown protein nED V11|
vccwx s Prosin AHEOVAT sm

e Sacoso[ oo s i 1

Leoniazol [Solvcotol Sotvoto]

ol Sl
T senslconiazol onosol Gumes CTTCAT S8 s s e Leontozo sl Gunasea] G0 S SL 2 doen[ 27730517

S0,
e
ise

TR MRS R Y M A R R T




ens{Sense | —a0m1 [ oerecied | —a0m1 [oeiced | o000}

Sers[Sense | [ESt0is] conoron]—oc00]

Sena [0 122 [oewctea | o122

sersfsense [ oo o010
27 [Deiected |

SenafSense |0 17] beecea [ —a101]
T Sers mmmm-m:m
seafsense | aalconmonl o | conmon o ono
Sera Sense | 04891 Comoron]—089] onoron| o000}
SenafSense |0 120] Conorom] 0125  conoron]
m-mmmmm
SenafSense | 01071 comaron] 0 17| conoron] oo}
T SerefSense g sss]compmnl g

T Sens .2 oza7)
seofsanse SN cocnfRROBER] coneon] — o
Sens] —ooo}

Sere s s RS i | R

T Sens o
SensSer -m
Sens] o3 [oa]
S| e[ sl [ dre]
Sens]

SensfSense |0 348 comorom| 0 ads c
7 SensSense | <

| o402 Comerom| o402
Sorefene—[—osiofcomnenl—G e corarel—o o)
7 Sens| m-!m—
fomeaes [}

T Sens 0205 o5
Sens[Ser -mm
soefo o173] 073 [—oooo]

Sanftanss S | g e
Ioeicced 10061 [oeteced|

T T T T e B T T I T R e T
oits oA TTccomozalsoncoiolsocoil Swaread 06015150 G015 santezl SonepialSumea SO 0os]

001 [67 Sens]contos il conioot - amnoc cccAT [continzt ] Soivenanl T e s it o Pt

-aml—— O -

oot malcarcan] n mmm {Solve120] e85 o o] ST A0eh | A7-coorn
Jculin 1.1 cmAc Culin 1] G0-0030 150 009 cantesoueoial Cll {1 GGG 1 A0hl o702 ST
2l 5o el 0 [ contin> 1 Salvet o] Set orate] 60 o005 S theh o720 >

ccn —Eam [Saicods| Cuared G0 000 i2 doe] freclsod

mmmn

G ois oT senconsasiconioril br siuc] AT

o oo [ Senslcontoz oo ——mm—mm 1o a7 e

]Sz aveh] sr2co17[ TiiApi]

o ] e o] g oser | o7 tmaeri] toamor| oess] o)
19297 [ 12.2235] 300674 s15613 ] 66707
anl et 164 ] 1001 4| 1a00a] twmso| 1aomsl
Ss576 [ s7a154] 90720 [ 1a1206] Tadaur] Tazas
28793 [ 21 aa0a] o0 sona |4 nape| 67 2051 | G082
02535 42,4642 | s 6762] 506549 126 695 | 130435
| T M 2 o716 [ 1o as11]1s ot
Saores] spasi| zazerr] 2azara| Zeaur
T [ 6711 1n0wa] 11 5osn 1aomas]

05 o] w0

0025 [GT sens] contz2 ] conia2z [Unknoun| GAAAAT Cninonn proen 50V e e —
-mn— i oo Soe1on] ecpane]

Se2622 [ sapoo] Tyssril~ lssral 2411zl 1aioie
T T

sscicalcomozzlsoncosolsovcoo So0isiss
e e e o e

005 [oT senacontaza onioss Saine| ATAT 1 conia7] SovcoolSouc s Sexnoiesoineacusohcsl a2 o Sedoepveonae el SL2 A0l A 12 51 TEr v [ ATEPrT

-m—mmmmn ATsGasse0 1

= o367 s6.050] 11586 | 97 2266] 251326 | 22at6r
[ 205t 2] sosz ool Tosziel sz
29 0126 [ 7 1on7] o snse |

Fsansueo nsendl 0 coe 0 ouecomuozplsoncosol Tanscrul o sussl sz ool s ucssl o s
o o e 0 oo ]G0 000s st 2 e A 756 10

oo ottt Lnknoun e D VS Unknoun Pmmm talst2aoen|ATsc105202

FTr¥ 0] WPk T Ty
u

200371

e e
ToNA S m{ATATGT —m——m ariGazes 1
— con m:wm\ koo i e TG

! o
Crr16T | conto2s] Soivc0Tal Sotvet7a] Cutacheo] ca osial S0 om aracsoe|cvposail cvposn
o for e o

ens]cantnz2 [ conto7]Endanuc] contozs] :..mm :..mm o Gurt
ool 765651t G0 0016 antozsd sahetia| N Go-O01E1SL2 d0ch[A s 117 U
G0 onosGo mmmm—mn aTicoss] s

66 [ 103.939] 195372 | 135324

2isl 17604 ] a7 at| pan ol gsen o1| aszasl w07 o]

] RS BT T T T )

160l 5 entoal 7 ontes | aorsal 1astasl ssnisal ssiron|
1603

-m chA nmwn Proten (AWRD v2)_|conbo23] Saieb3al or-sult| GO-0008 [ SLZ 4Deh] T1C012405
{67 Senslconuno] contoz 3l Unknownl GET6AT connna] wmm funcsous proen sy v | _

s oos [t ot izt sowser| sovses

Amc Leons 4 solucoral socoral cvomod o000 o000 contaz sl e shel o

T 569961 ] 676952 | 461.309] 335576
1onl n noans |3 7amr | t096an| 17.7m1o | 14 075s] 16 7osa |

[ e e wmn <.. o
[ rm lzm [Sosoeul 5065 mm—m cou
— —
o [ e (s I oo m»wnwnwmmuwnvn T
mm feocy [sohcor] m—
for senclconiar feomiors [uuon il et comiors s o mmmmmn ATsGarss01
om mccm <0 cuzolcomozssoncotol usehrl So ool arscuie] cvpraa]
m oo 5 o o comose St Vinnpei o anom 7l 31
cm i aci pansnorer 0] m—m ATsG1as01
———m
o e e mm
-mm—mm——mmm o
o262 AYCACT\ Ar2cslzre
67 Sens|contozr | mm—mm ATiG26803
Mumwn anssosase IF feonszr ot ol umert{Cotooal ot = [ 1T

—Em m
Teutin s G0 000610 0006 soniof ] ssheDrol raisin s[GO umz arscisilw

mmmm T 7 e S ST

-ﬂm
ww TEoniazilSa box tami oroten (RO VI ol bos anicroenl s o dneh A2l G O]
o 5o b i | oot St o] i rtaac tumb| 5 4chl <1< |
rmmmcao e
a 7senefcontusnfcomoon Lnknown] G contoze v 20 s sl ink e o 0 vt oo o
Amme a1
Tcontasa] contosnliiess ot 6 2e Her?.04 1 (AHRD V1 0461 41 D

166 505 contozs Sauetof eanen | G0 g a2 doenf 2o T o0 207

2ol sos1s2] sssi 2| sozass] 122628 111750

S3i] 105248
1o 10367

503 56

[ a0 168 an 090 a7 8703 [ 170100 18723

204|106 067 | 258 216] 213376
] 155671
aevaion] chrt 273
oz e e
inase i chea 13s]
SPiCiS chey sl s sl 7sges]

| T

72| erveaar] 7aos0c)
il < seal anorr | 5o apon |
E 166

izl

[umnornlco el
Gicrig i T TS5 S T o e P
) el o )t o e e e i B e e s e
—mmm ATicssi30
iconiaza ool ool i ke nanancaseeize B o o
ouz vmc 000t 60 oot Tcaniso Scheogol ol sluol 600008 5L doc]
oo oo s 1o e [contosa e 5o Coagheol o ania 7l =

[ rsers| s

ool Amw o ioun proien wn feonsesasoncoioluncnoun pron a2 s arscas
i mmm

o mvw o] contin30 Solvc02a] Ovateorotein (AHRI L2 40ch] £Tecoriz |
M [continoi w o onie[Go anie] m Chamoun D 4] LS 4ea{ 1251
o0 Unpour] AR co Jeonos noun praien (D Vi mknmmmmmms cu
A nmm aTsGast
004 3 U Munwumuvmmsasmn Aracise[ oL
oot [ Sens]conton connad rm.u w <o 5 oo ] Soeoas] raine ] aoo | e
oois mm——m
o m o
vccvn wanwMAHRDvn [contiossi Soive0600008102 1 Aucso oLcan|
mﬂ:lmm 0
mccn 0 00t ]ontosl sl scenor 0.0
<.. oo [unknown protein a] 2 snch]

[t o10s[ 3 7504l onsal oa arms
o020 st soal oav oo o] Tzt auson
{107 sa5 [ omap01 | ows 77 54 ssal s anr|
Sessza] 1405 Taz079] 12064, 3

209607 ] 330864
[ oms 275 | o> p5a]

s 776 a1 [ nar 100}
5 6683 | 60.7019] 91901 | 113743 zas6ar| 211775
[iotnan[ snoal raoe e[ taonssl anmoial awe7]

Er7 1] chus 2] 6 sssao] dsots [ 131075 4 sasa| 15 oam| 25 6127
P chs oor| 1061 [ 6 o105 77754 | toomne] 17nass| on 713¢]
el 65 a1s6]_es 6035 [ o6 oomo| 9a27a] 176508 | 157002

s A TAGAT T TGATAT GATAGTTATTGARTTGSTT TiATAsaT mm— stz doch]
ACTCAAGCAACTAC Saiven:

21950,

255026 [ 959762 657113 | 43,1308

1065 G0 045 [contndt]
Sl soncosol Mmp,mmuawn siou
m n Canni mmmm

m
) e 105 01 6 236 | 6on an1 | pona ap | 5ar o0
oroeni] s
Iy

Tuars vl chrs:y

it i
0008 mm(
— cona] Soivcosn mm—mmm
— o case sesroen

5332 3 10632]

7 T

oo ] e atser] 359774]

Gl Foporr] 102 s [ 1500 16] 11508
So7357

ifconioss] Soncotol

-nm —— G0 000
cicca feonsoes [sancisofsoncisoluatr 1 0 suosl o auosconsossSoveoltr 00008l L2 sl -]t

ot seaefconior- o o[ ool coniots St ol St e o a0 £ o amsan o
-m—mm—ﬂ:m n
[ oorslor send s omarolomorof e sown actmancomir sohe 1l et o ko s e 1 {saniornf o i roi s ol

S SeT T conseruf sonchiosancio]uat mmmmsmw L contore ez tutor s sarsedf oLz doen 75 az rwvzq
n.mm
Joicrn] ——mmm oo of
Consarod mmml:m

e [T CAlconiai] smnnen ca o 50,001 oniost] Saic el mece]

— n ol Tomato ] G0 000 [t 2 e A7 150]

e cmm Feonsopesancosolsoncosolss somal o suos o Guosontose] soeosafss doma S0 00085t e Asciadlvim el

{Go-0008i{t2apen A 1G557101
mmll [0 ovon Emmmmn T Gse bl ]
— o] ooiase amiv C e st soigase mblsZaoen s sl 1]
& Fre —mm 00 51 nchl 471040

o o contas el e
SR T A A T T 7 277 o [ 3005 0 s s

SEESY 202015
5ot 3715 psasea e i ane s
ioara] 56,5640 76,4306
7 GET
60 ]
¢] o 67565 120083 ss528
[ 6115 [ 1 10w 55 190310 76a] 16 1700
[ 1a0a04 [ omtas] ts 2007 133661] S 0eis| sessar

S727a3]

I reo[ 1nsesr] a1a07e[ on1oar]

a2 [ 52s510] 7 6201 191959 T7.4385)

A ol et 106 [ 674 193] 1079 84| 1014 an| 14427 t6aa7s]
fosionenes 1o Tiro10] 105 00| Ta es] Taoss| Setom [ Sosss




Ao
6 b

9 posense | 0ol newced |

6 pof

98 posense |0 p1eloowced |

6 pof 0503 Detcea

9 pofsense |8l noiced |

6 pof [ a4 0etceo

6 posense |0 ms [ nowced |

6 pol

9 posense |0 pm[newced

A 96 polsense | 0270 [Detcen

9 polsense | 0100 netced | —o100]
A 96 polsense | —0ue[oetcea

9 posense | 0an{nowced

6 pol

6 b

o

6 pof

6 pof

o

6 pof

o6

6 pa

o6

o6 b

o
96 paf
P e e e
& o6 b 7ot |
6 p1sense | el oewced |
o6 b1 [0 toiToetcea
6 p15ense [ v0m0]nevced |
o6 b1 on

6 p1{sense |07 {nowced |
A 96 p[sense | 0201 Detceo
9 psense | 0saslnetced [ —oses]
A 96 palsense | —06sal0etceo

o
6 pa
o [—osmlo
o
56

o
6 paf
o
96 pafsense | [oeteciea | —0za2]

Ao
Ao e
A
A

0307
ol Sense—|—ors ot —aar]
P2

P fSense | 0077 neteciea | 00771
A 9% pafSemse |31 Do o0 siil
7 Sens[Sense |0 118]eicted | 01151
T sens[Sense | 0120 [Detectea | o 120[0

Ser 0609 o
7 SensfSense | 0 aazlbewcrea | 0441 oes
GT Sens|
T Sens[Sense | 0330 [ Deectea |0 330 [oes
Sens[Sense | 0663 Detected |

7 Sens[Sense |0 408 [Deiected |
GT Sens|

7 Sens[Sense | 014 Deictea | 01251
[ Sense | 0085 Detectd |

7 Sens[Sense | 0124 [Deiected |
1 Sens)

G1 Sen
7 Sens[Sense [T 8| eected |
e fSanse | otsafoaece]

7 Sens[Sense | 0100 Deiected |
T Sens| m

G1 Sen
7 Sens[Sense | 0781 [Deiected |
[Sense | ogssloetced]

4

o
7 SensSense _|_—gzalneecres | —00zal
T SensSense |
7 SensfSense | 013 [Deiectea |

. [Detectd |

GT Sens|
7 Sens[Sense |0 2ae| eicted | 0582
T sens[Sense | 0818 Doected |0

o

o Sonfsonse | —osralomcrer oz

6T Sens| m-mzmm

7 Sen[Sense | 0476 [Deected | 0478 [ et
o Sense | —otgaloetced | otea]

e {Sense |08zl cetced [ 08g8l ecnd

1AG + TPRP vs.ah AZ Con

z 1 o
rroves[Grenairod T o o Emn e m E N (. T TR [ SO P S SN A iaiaet ]
pofSense | a8t neiecied | a6nt] o e G e =
o o oo

e

Gano

0000
2000
0000|5000 Deteced |
2000
0000

o e

m

....--
oot

[ Detecid |
00[1202 Deteced |
0000 [0 38! neiecied |
0000 [Detecia |
2000
0000
0000

soool i

0000|0068 netected |1 298] detected |1 0o
oo —gsst] m

0000 [0 800 netected |1 3881 Detected |
0000 mmmm

00000899 Deteced |
0000 |1 005] Deteciea

sood]
i e o e
o000 [ss04]

0000 (101 netecied |
0000506/ Deteced |

0000
2000
0000

s foseaes
nmn [t st Comoro

Go0 [sssaoeeaes |_sasonced ]
2000

s -xm—

....-- [t 048] cetected |1 s8] Deeciea |1 3031

oo 7| e G Seny dfeomoialona

....-- [ il ceecio |07l ceecia [—roma 027 [er Sensfcontoio]conmodo] 2o tnafccereal]
m 5] e | —oolc

....-- -um——

0000
2000
G e ey

fr
0000

T ser
e e [T seozfconintnfconinlasct s TrcACT) 2 o o0 oo amupi Soneors] 3 4] cooe e

fr
0000

—
fr Bz cononnBat] 0010/ Sensfconto 1fconse 1 Unkoons]
0000
0000 -!E‘l__-mﬂ_ soveninf el
fossses [ Siatloeces ]
i
— i3
fr oonr| -m—
o0 mmﬂm

0000

0000

....-- -m-mﬂ———

0000
000 [t 098 neiecied |
0000

2000
000! foseaes ]

....-- ™t t08] cetected |1 1001 Derected |
—

[ooees |t cepcns [l —ozaslcr seasfconors[conior [ oo
e 76 ooecco

o B¥T
T e e e
nmn —m-xmm

0ot ssoloeiced]
i e e
0000
0000
0000

oo
0000 [t 1681 netected |1 010] Detected |

s

o e

Comoron]

oonlor e
s mm—mm Arcrer Eamm
——

pr [ Detctea |

o
0000

fry B nml
600|568 Docees [ 101 oeees | 088!

T [ponvaniado
[Detected | 0068 Detected |_429] o 023| Locrcccomorssoncopolsoncopo anesail o wonlSo auos Tooniaisi Soucozolatheos o Go0a 5.2 k[ 1050
I c Saei

oot
frr m-m
5 e e

0000
0000 (048] neiecied |

00 U
o Y e BN oo I coun]o s foncomofimsoanil o onnafco onc) mm— [0 00a
00 fomeces |t foneces [ sital 00 Lo e L 0ike [0 001610 oot TcaniotsSohvozol Oike o uisls.z el Arictiolu o Aoral
o] [eonisialSonc 1ol amace] co onear s doc 11 o

-!n I

{ Detecied [1108] Detected |

....-- |t 061 oetected | 1088 eected | 108810230/ GT_Sens/conio ]
o0 5] Doces (5808 o

frr  EE B 2 Emmmmemmenn
o0 -mmmm

000,

0000
Goo0] 3450 Docces [ 010l e | 08a]

0000
0000 [+ 016] netected |1 298] detected |1 1201
0000

000,
oo e
00|

[Conora]
] 7 e e e e et

0000
0000 [0 34 neiecied |
0001267 Detectea |
000 [t 035 neiecied |
G e ey
o Y e

frr -ﬂz!-mﬂ——
o0 mmm-nﬂ

0000 [oeiced]
0000[ 085 neiecied |
0000

2000
000! [ Detecied |
2000
0000 [ Detecid |
2000
sood]

Comoron]

P

T i
0000 -m-m conio
mmmm [arcricy

P

G000 0909l etcced |

sood]

==

10 | —01086 netected |1 488 Derected |1 1601

5 Doces [—ic02]

o e e R oot [

) e e e ) et

2000
0000

o SR o SN 0o
) e T e
) w1 ] e e

0000
0000 [t 368 netected |0 1a] Detected |

5| Do | m
mm-m

B
2000 -ma
{oocas [=g800] Commoc]

oot
fr R o e e B ol
3061 Do | focec

foceied | antaf e [EStmael 0 s [T sl sono s bl A consota o
0000 {oueces [—iarel—o1c7[c

0000 [t 2991 netected | 0121 Detected |1 o8]

0000|0928 Deteced | [ Deteciea |3

I e R S T B T P
5 i

Smbon[ AR Do AR G aProces ]

71755 D874 o oo b50500
e e e

FECTS ) M ) WO WY BTy ey

B¥TH

zszs zszs EsT261)

m

HE
d

068 (o

!E

) o a7 5|+
ESER RV ey 4i5i6d ot oo iz 558

BE o ]

d

s Asm Ty

ga!!g!gag!gaggalgagagagagglgl— ga

mss — mss o)

Comorm[ 1

5

PR R TR WLk [ zscea)

o o[ araza]
5o a5t essors]_azsoe st suaol g znn

5073 07048 207
o5

A

T < "Sszosi["Soss oo Jass el 276620
ool oo ot [1sane] o0 oent |

s s05id BT e R

A
EE
5 i

ccTami
CoctiseTu oo [TGGGAGACTT,

T 0o [ sen anal eoasai
s 5] 377075103 s San 72 soo]"SpE0i2

Gess370]mess370)

200 o0 s aes EENE &
o e oo s o s |6 “snwes]

ThaEe
04 0012 Solanum |

sssioe s ] Ty 1021 7ecapi| s biso] 4azice

o ——-m:n—
385,410 Zreaml ploce]

a0c s 0032
=

|6 ot e anaa | easarr|
505709 ssizas] ss0sas] zoseal sitssal sou o

[SED ENSEDY

T
Sessss 00 [ isases] FEn

R T
e e

sl o sl 14ser]
2 112380 u u

uu 102 165 56 7654
FT g mmm

PO IETEEN T W] R TV W

u1 [ oosal solanum [T
Taan

eTorses]aT01558] Luconers]

3

TAtz313 | TAt2315

s
sslasss s isseas] zorooo] Soss il sosass
T io0a1 5[ anro 6a] seznan|

1canl el cul
s e

7o 94 punes| einr
Fv e it o[ Tovons | eorers
ELE P BT e T e

Tcpe

sl sl ocnl 1ol eseetal 2]

o G

!gag!g!!gggg!I!g!g!a!!ag!g!gggag!gag!gag

[l casTor ol mmwm msx SSToR DV (s oo
m < | ---j =0
cmm
oo for o AT

o Unknnwn Pvmzm D v o[ Unknown, Pmmm s zenl i
—mm Rrerive

o — 2701
i ! Zzsoas]_ssss] Foenl
FEEToE Ry MY mlﬁm
e e Toor 420614
21l s mal e sl el
F T T FAEY| RS R Ty

S0l 22 iies [l ssessel ool oz

conu matc] GO-00191 CO: sois Tooniaiod Sovcosol omate G0 Gooal s 4neh] 12201501

col — slco mmmm— aTacas0r 1

T2 como1osoncoso soncosol nc Iner ans SCA daman {onto10]SoeogelZne tnaer ang scalSL2genl - oo

o] conto 10 [Sacoeof ot e et s e}
—— 600055 [contiot Soive 10o[cviocho]

G sons] mmmv'n conorn focaccalcomorndsoctanfsocta] i Protein (AHED Vi mmm—mﬂ aTsGateon 1

I ooan 6T sens]contotorfconoio]men1 2 foomio 1 oo ucoro[ e 34 0 Gl o G| copio1o] S| e ] 6 oS el 111>

19 owece | s 11500008 Co o Tconiaio] Sove 2o Savtahf G- 0r0e] raczerol
Iecoealinosiot of a0 apsn [co oo TG0 onso st anchl avscses i

1] —m—m Ar2czse[kcsir

{515 anchlsr
iz aneh] s olcyPTIEA e i
s knnwanwMAHRDv:M o[ Unknown Protein (A] L2 ateh A7 154 i KUK | pirazt. | of

1ol maston e o708 [ a7500] Raus s 113[ a7
1l sl assoeol s sesool 707 st
104l 705 265 | Famsarel o] o]
8 T T e e R e
el iocrel sl oo
ool rissenl el ool Sxmo: [ imnra]
YT TN Ts2d R R T T T e iad
22l ont 153l 7anar| o0 on| 10 o7l 101 o6
3l oo e s ol o006 ool sooses_sazze
EEr T MR WL R e TR
m—mlﬁm—m

Acvmmm
e
ATCrTA]conioii] mm

s ) TS ST v 455,90
Toos
Y asssol ool 2roen | Ssousl 2issn [iuseor

mmm soventsfininoun evien su L mmn

o 5

mmm G0-00061[ 6000061 contia1 1 Solve02o] Givceroa GO-0006 SL2 dveh[ ATC 11050 2

ot Sen] o Teonio b ol e contais]Sotecon] s 0o o s e A1 conia ] Sohc 68T o e o] ATacotsio 1

m i ccvm coniot Mm— 50,0016 canid 1 SoecOSol AT ] GO GHE S Ah[ 7171 Ao
o oo o anse

AT
[Go oorarl st anchf racamcverind]

[ a1a7[ 111 000]
FOr RS YT T sl el pen ke
Lial vran [ s10n 7o towman] 15| o1l monor|
il smslenon] s Tooain E7vm mwz
ol 77 77a] 11 7aar] Tomort | sastaz] 2esiio] 6 zisw]

-ﬁm—— anscnson cir (460 i consat Soweapol Transepson s 2] arscosea1
Contio1contnt ooz nknnun roi [lunknown protein 4] SU7 dbeh A 260240 1

| G001 | 5 oo1ao]
SEE e R s R R e

mm
rrcar] Eamm [rsticed e o oansean ot conto 11 Saveiof P s e e E
[ afco mmmmm .

SuET eI

CCC T onioii saeode] Soveosol Chconh] G 0047 004 canid i SoeeOsol hioaohl GO 00671 L A0h[ AT 101115
Jconunidfconto11d m e T S aduistie el S dneh] i o

TS locus F oo sroein | contotif Sovcoia] Siocus Esoxtmeslsizienl s ol
G0 000} co anan mm ATicos701

) O 5 EFES E e e cotozolcotonlconatalsohetsalcusevalcototalsts il ric :]c17aicy

mmmm EEETE s [oa amoalapdnehl i

P16 o mm wmnn m—m ISET

mw X

Unknnwn

2 12A09 et B Tre R e
oaoan oo 137707 10 oons |
Sl asssl siseic Zissoal s sssaol_soaoonl 2o
I T 05 [ 25 0570

5 1 75 0 T M3 52] TS £ ST i
226l sn naas | tn917n 14 nsns | 3 oetan! 11 oeos| 10san]
307] s2.1062] 110.306 | 33.7339] 305604 ] 147142 s

mmm
Ee
ST Senslcont 5] conn12 Aaculow] 66T AT contin 2] Sotcoan] Soiveonol Raculovi] o nmr. co mm

o a7
oun Proien (VRO Vi1 ol ko otin (415, d0ek 4 3. 71
o 000 mm i

o
oo 13 505 247515,
e Eren Er ey
—nm—m

m seriarirssasl orssseliossof Sesisol sus s
7w
m zodsei]_Liasel soores Toms

corred S co0ul o couulcomoizlsoncosolsecumas S0 oo

—

G0 o0

m» mmm aTicss0l L ox

=T | [ Avro/ct: v el

[ Exocvst complex component |conia12]Solve07a] Exoevst complex o SL2 dveh| ATiG 1
[t —0155[or Sonf oot canieis oooToss FACATA] cansets | Soheote

-nm—mmm i oo ATscass|Tav To]

fooniaiz]
o1 I icanol [ oo TAnlconini? Sovedoolsoueica mm [0:0008:{Go-000s [contintad Soive10a]
for Sensfconotz feonors coniniz] :..wun
G 000
— mcm
G0 000 ATsciEns
m oonz Eamm 0240539 oo Eraamentconiol2sohvcosol A0 aroin S8 docl s i<l
cons elcrcerc] [Hnervadca ame s o
m desorc ——m AT2c288402
B v ol St abchl 375607400 1
mm [ nknown protein (] Si dvehl 2625007
I SSicods]outiaoéss b e Fusorcontaia Soveodl Lxmnmsﬂnn orotlst2 aoch] recs7i[ciaz
e
g —oe o senlconmons conmoss [osne 17T consars { Soucosal Soneosofvsne ] 60.046] G0 ouse fcomsotssoncizof il el o suomsLZ oo 10
mn arsosforrs i
ool =
fosezes

—
o oo ol Toa aniaf = dnc] mmm
Giod coom cao coniols| acialsdena o oal Lol 1]
TATe st contais :..mm Qwrl\ﬁn Tasoarsor]
m Lo s conot i sotial soctial e m s e
o e e mmm Cnknoun
— 0072 e o o e v eonagefoocorolUnaoun roamn afarsdenf 12 o0
[ o002 er Sentfcantots fcantots PaasalTCrcuA] cantots] St Socotol Poasa &0 anos o oo TG0 onos st  anch] A7acsonsn |
—— anzy, feancrfconotsostsol sostsol i s v = Carons oot ool s 2 ol o e s 7111
[ACT donlaTceTA] e oot S 30 Act e coa a3 4neh] 1171

e i
110 o050 0ot Tconio#] SolvotolGivcosui] GO QOLETSLS doohl rc 0 TC T
o contio1 [ conton 41 box do [ GATGET] sontind ] Soivcdto] Satvcntof U box da [0 0000 0 00on | sania#] Soivedtol Utox do] [5i soen]
m-!n 0028 £l comora]soncosolsoncoso ssoaric [ S0 auosl 0 duosconsol el Sovosal soars S0 00
o m o ool co ono) o 52 sneh]
— YT mm————

—

oA

1152

ez

Funcid
T_oa |

S e e
FSTEE i v e M 1 e W T a4
unknow

25 1793 [ e 5112] 179400

Dol isusal sl ioetol_soms 1l 1)
s 279902 et usx
——
5z Azzn 142056 [ 637 64] 367707
g e Frey Sizeselsons
i i e et e
7 56511467 G [ ooa|"aa s a5 oo "S51507
o ——
127001] ossssol s siodl 4
s ) qw'\ [ansis] eizara
Sl 550071 e

Fore e e

o wsies] ool sison [amos ] saosa
i e e e v e
TR e e zsszu zm
T e T i v e A
PR W e T Sa2061 tes se2]
TR T mw \ [ o1ms]
o Loz s s setos] et
s o5l a0 717a] 4700 [ s romal 5307 [ s asna] 11103

ehisoe]

o m o oo s 0 penice o gt [
cmvc
TR o e s st e e mm
oiss —mm
Foeces | ol — e [or—seoelcon v conorul e tafacencn conso il o o o
[ociios] [—o272]Gr SenslconuotifconvoLifUnknown] CATACK Unkenos wanmmLAHRDvn Jcanto14] Soveioo]Unknown roiin (4150 d0c] Avscnsnm
67 Senslconin i o incus 0 onoss G0 ooos | 207
G i SoicpgelCuspris] [cuzmafcoo i foo 00t feomotsdsoncosolcusarssico s sz oo i

i
[co 0016 1G0 000 Ancas T A
[acriohusateco

Thvas of
Lol
T
ko]
v

unknoud o

FEEI0 7 T WP R WP P R
e el soion ol ssioel oore sl e 0] b

chca 7iol 73112 5706 15 oo 136 169778 [ 504 43 oe2 esd |

112870 3293 esng G0
s lmmm

_Iim
b ool 70 20T a3~ ads ool Gss ] e m,

n oo ol cecarale [ootconfen
Jcent arfAcoTTA Cens 1o scelco uee | o000
omnatdarcalcont .w cot0] Betn lucl 66 00051 G0 noe fcontints] s
prin 3 o Poniao] —mm Pors o] G0.0005] Lz Abehl A T5CO6500 1
e aTacsss)
ACTCTT coniois] Sacsse]Soveosol anaion] G0 00041 G 0004 aniodi Soeseal enoioal GO 0000 L A0hl AT 5000 1

) (3 T T S a8 oA EFae) e e o2 e

RZE]

2z 0301 Sasoss — mss
T Tl 7 T P e
G 31 7773 RS v i T
ol 1 7on7] [ 31715 2 esana]

ST e o ey

eouga:]

il contts]
1] —mm

ttaa]

"

DT o i

o T x
{conto35] Sancbzal Unknown Protein (A[SLZ4Dch] A 20101401

——
nslconto1s]contntsd Jeonio 1 soeoanf o
o

o

3
| 1o e sl an |

i 507529 2z FraTH e
P R s e )
T _mmlzﬂm—

el 177705 10,4523  Tsoies s aots1
o px

o

e

mm irece] m Soouslszenl oo

TR o ¥ ) ) e ) e et Oty T

octelor sonelcomntecomntelcuane orcpiccomntelsobetsal sohetzolcusonesot iy mnv [ooniaisd Soveizol Cusisine o arual s d0eh[ AT 1C

[orsen] m o cottaslsonoed :..w," :..w wao oo fco oo oo mmmmmmn z
CoTATA su»wum

——

155 sona |
sl el ) ETm
B Wt e o e o e
s usgn Lrorss s soeas| tasens[orosse
] [t son o s [ sl 7t oot [t o]
e e e e e e

oo [comnel [0 00aa]
- B e e e fooe el mcv ] conto36] Soici0ol Soic10o] ADP-ribo 000521 CO.0032 | contil6 Soie100] ADP-ibo [GO-0052] SL2 e »72C5 7] K57
—mmmmmn

JIE BT EET R
arosm o el s ra s o]t arn]
i R e ey
o e ot o e saror| s ssaes

o]
o [oasces eonsote Soivcoza[ Dol ine (GO 0b4saas ATacoiniot
-m— fsosttof st

] Noduin ] cmcc [naduinl o el o raconat sousttal eduodl ool s e s e sl i

S

o[ eoL516 | 433 062] 354230 497 90| zasore] 3670

E¥

sa
AT conioir] Seie e Solveil unmwnvm in ) eonioir]

o e e e el sl
[ 10n.0 [ 30 a016] a7 3na

o0rz ] ]
m
005 GO:

Araod

[ Detecied [ 84710008 [GT Sens[conto1 7] conto171[265 orou ArACG —mm
T Sens[conta17] B

Uboxs

1 260798 Gosa52 [ 206428 211301] Hoee]

——mm—
I e o2 st Csosen sosns

Trunsnelccicac [Solvcotol Saivcoto| Twsinef ‘o0 fconto17]
Accmxm

71 szzAzA 1452 305553 [ 1 o010 s ok
sl et ol e s s inars [ Seinns]
B ey 2as.is] o055 t6s sas] tsaesi|
2 a0 s | umu Fis0a1] mm
Sl sl ool s omoal ozsieal sl oo

7o
T o WP e e e
lmmmm-mn—

1o 01| cAnGEATcontn1 7] Sotve110f Sale o] Giate binding ororein (A {contin1 7 Salvet ol
| Conoron] G r vcm Eamm u

BED e R e e ey

knnwanwMAHRDle feonso1Hfsoncosofune

Mmmvn Eonto m
— Eam 650030/ 60635 coniai ] Sove0so Chanera] GO 00081 2 4deh o7

mmm o Tt ] GO o 0 oot

e e pane [ oo e oo oo rnene
T Sissssl izers mm 115 100
= e B T e M) Fori

saf o]

en —
L ooces [l —o20:[or Sensfcomioit comtoiT CameaulCTOTOT feonse1 1 Sancozof sancozolCamadal G0 ous o auusfcomios T sovctzl camosul OG0
— Sens[conia1r conta1r wmn reps ,mnw - wnm e

foesses | saaa] ooz«nm: m—
mmm——
e e e e oo e earucia Soncbol Che ol Stadoel -2
[ oo ucoro Soucoro oxcoat 55208 e o] o] Soweott]oepsassori s ATocasn

il ssso0s oras s 0]
M WX 577551 e il taninal =

B ) R e e sun
116l 1m0 a7 [ om0 g7 108 133 128 10e]

o] 2saron] maw Soiz 65 Gods 0] vises]
1ol on 77| 177055 [ azn tna] 573 ana —m

o1 —mmmm [ATicossro.
i

s e mm [ 103 701 [ 253 t66] 105415 tss 501
Sz n»—. ]

L 0] 46618 Si3is3 [ | Tazere

onos

fociios] mm o .o030] co .00 ofonuoisl soneosslpecines] mnmm [ATiG320%0

-nm ] e Pt G TR ) o o I o oo o oo ATsGatomo

ourios 17 €T contoi5] SieotolSouco1ol PSS dama menrane o et s Soueia] DUFGLSdamain mel 12 4ch Frsczens
mﬂm B ORI x-cout
[ Detecied | |6 [CT sensconsais conioie] e ] CCACT Al coniais] Soveosl Sauea K] G 0004 G000 oo Seie ol Ko 5l G0 0008 SL2 400 A 25170
] —mmmmn ATsGatarz 1

GeAGAT ain.like (AHED V1 ‘] contio1s] Solvebio] Homeode 60-0003 L2 dveh AT1C 16570 1

:..mm doman contanin orotein S Somincomam [ aeal 11 i

— 15 0000 contoasaueora] siboue G001 L2 doch Srsslues

] contara] m

s o] Tncocomoislsoncozolsovczol senain 00005160 6005 sanuoisi somesdalSennomn| G0 005
mmem

[ Soicogs| Racomar e inase mnv feonso1aSanshso ecemor e nass oo s e[ o=

B

167 mm [on 177s]
ool s0s 622 15790 430,424 so1 104 [ 202001
T Wrimte BT e e e B
T 771 R W T Fesmor sl
I T T T T W

[osseal sl sl orvasal il 1o ie)
15 mm el oo iomoiz s dop | Srsis

el e o] o]
o ot s | s ] mm
e e R Sisiel i o0l sosses]

sl mmisal s sorsl s il s |

T
fe e e o
0=03001| TACATA] contaia Sote10a ososm0is:

contniall accase sove11of St 10 asace |G 00T o et
[Detecia | 0150

AT4G20830.1

hvarol o

ol 1 esa] 11 s

£ 50 157 6o 408 | _aza 55 71622
mm—-mm s
Tl ol esoriel " pnses | 2aiay| 71 easal 17 7i07

[eProcesdaProcessedsianal 4h 40 AZ



sers[Sense | 077 Detecied | 0437 Deecr
[Sense | 0575] Detected |

03

Ser
SensfSense | 0168 [Deciea | 01581
Sens| [ o232 [peectea
SensfSense | 0380 Deecied | 0350

7 SensSense | 0638 Detectea |

o0z5
=l mr
1 Doicod | 0214

SensfSense | 0067 Detected |
mmﬂm

T Sens

sorfsanse [t ol onncn
Sens{Sense | —to17]

Sens[Ser
soefe

T Sens

Sens[Ser
Sens] FEn
Sencfsanca R Onct
Sens]

e e
mmmm

T Sens [ooss[o:
Sens[Sense |0 17| ewcted | 01731
[Sense—|—ozts oeced I —ozeal

Sens] 256 o266
Sora Senae ot oo MY
Sens] o e
Sens[Sense | 0514 Dected | o ate]

7 Sens| [gssi peced

1 Sens) o6
Sons
Sens[Sense | 0175 Detected |

soefo

T Sens

s
Sens[Ser -m-m
Sens|

T Sens

SensfSense | 0964 Detected |
mmﬂm
SensfSense | 0004 Detected |
[SenseT—0i7oloetced]

SerafSenze | —awalomeced
Sens[Sense | 0654 Detected |

T Sens

o,
om0l cetes | ono]
mmmm

T Sens

Sorf Sense e e JR
Sens]

Sons

Sens]

SensfSense |0 169  detected |
7 Sens{Sense | 0143 [Detectea |

5 ecces [—osas]
SensfSense | 0750  detected |
m-mm

T Sens [ —ooiolo:
Sens{Sense | 0457 neected | 04071
Fooree | —ussfoaeces ]

35 Detecied | 04351
ool

SensfSense |0 11a]Dected | 0 11e]
o

Sens]

SensfSense | 0998 Detected |
7 SensSense | 0083 [Detectea |

e e
m-ﬂmmm

T Sens

SensfSense | 08| eecied | 0258
[Sense|—ossslootced]

Sens]

Sens{Sense |0 176] Deected | —a 1761
o

[osss]
gm e
T Sens -!Emmm

Detecies

i I
¥

nmn
o

Gano

00004981 netected |1 2911 Commom| 1 0o
0000 [—0872] Detecied | s8]

0000

2000 -m-m!

0000 foseses |

sorn
i oo |

oot

oot

00
0000 [—0990] netected | 1098 Derected |1 006
000l Sl conmonl 8] conmonl 8]0 TG Sensfconiorilconsazical ]

) s e e e
[ Detecid | m

0000
0000

0000 [ 098] Deteciea |1 17a] Derectea |
T ) S ) S ) o T T e e P23 TS TS T < 5295160.600s [antoza Soneson|Emviene| mn
2000 foeiecied | feonsaro]

0000
0000

0000

0000

0000

0000

2000 -ﬂz—-ma—mm
0000 [5014] Detecied |_s280]
{eiecied |

0000

0000
oot

[r2s2] [ ooss]
fr -nz!—

0000
2000 ——
0000 B¥y s2lG e

000,
000,

000,

....-- R e e e

0000 e
a00l_—aa20] e [EStata omcrn |Sta] 021 o1 S0 contos ] contos ] col s TG sonins ) sovcoof sahcoo] ol s 0 s 0 oo
0000

000,

0000 {Detecid | {Detecied |
o et S e oo rv o]
0000 ot [GT sens]

0000
0000
0000

oot

0000 [oolc

sorm _-!!E__
oot [ Deteciea [—a70]

fry i contazalomeade]
0000|004t Detected [ 4.348] Derected |

0000 Conoron|
o e
0000 [_£073] Detecied |t 288]

0000

000,

....-- e =]

00
e e JRN oo I s s coninzfconinza ko] o
e e

0000
sood]

00005146 Comoror] Conaton]
0000 [ 9881 hetecied |1 191 Dotected [ 3871 0 101 |67 Senslconinot {conns [ Turosine] AGATGT.[contnot | Solvcen! Solventol Tvosine | o nos]

oosc
....... P T e T e T o _mmmh_mmm._rm ik _rrrrrr,_n.mm_mm_wm_cm oo ostoo o mmm:lmm—— w7001
21
00 mmmm
0000[ 0081 neiecied |
[ Detecid |

[ Detecid | m
0000 o033 —

2000 Teoniass] CaoaaulATCT o] caminsp] Soecne] Saepaa
00000013/ Deteced | [ociios]

[t oslccced | —ouralooiced]
{07 derectea |

0000 —
0000 [t 2671 netected |1 1881 Detected |1 208] 0 054 [G7_Senslconinod connod
m

0000
2000
0000 [t 117] Detecied |__s151]

00004188/ Detecied |

2000 m-m!
[ Detecied | fosezes ool

mmm

0000 {08601 netected |1 471 Detected | 1090 001 [GT_Sens|conioo]

0000 0502]

0000 [0 964 neiecied |

B¥Ty

0000 [i20s]
e = IR oo o s coniosfconios oot
0000 | Comororf oo

Comoron]

00
0000 [0 18] neiecied |

{Detecid |
{ Comorom| 0 8081 Derected |

e
| Comorom| 1 1301 Detected |
0000
0000[ 0881 neiecied |
0000 ozanfcr s
2000 —mmmem

| Comoron} e Jeantnsi o
T e e R 5 S e SR ) Ers Ese e smsr R 2 cswm olsilss oy - S ke sricstsios
[ Deiecia | Sen ) [sosomleiiere]

oo e

{ netected |0 08 Detected |
mmm

|68 oeecea | _oo2a]
] ] s e o e et - o e Y= e

[ Detecid |

Comoron]

-m——

omoa]
[t ona] netectea

[canoro]
000|088 Detected [t 4811 Detected |
0000 (0051 Deteced | [ociios]
000 {00301 netected |1 116] Detected |
0000
0000 [t 171 netected |1 0881 Detected |
0000 foseces m

i
m
[oeiced]

i e e
0000

0000
0000

[Detecid |

[ocicced | o09lociced |

ZIT e T T Co (Y e B R e A e o D
s oo foT-sensfconuossconuoss Somnos 1T consassd Soncosal Soueseal sonnaos{ 60 000010 000 fconsote sancoso sonnaoel 0 ot [ oo ol oo
-um—m [adinonee[Go on0al Stz soeh] s rac on[ 112
sz —osss o senlcomossconossben s o [T Tceconats] soucssol onciiof oot exussase (s V' o1 Saiepiel Boat vpsiaselSL7d0enl A TSCL7 /0

52 ateh[ AT acoz650 1
— oo co TCGC T contoio] Soveozo Slve0za] ot lol G- 000 G0 oo contoo olvcozal DN clol GO 0ode] = e P
wmm xm e 1 S T
— Proteind ol Unknoun Proten 4 sm T IS S

Unknoun, ARD VAT

7l wrata] wairor] paeror] e impren| ioamoe)
2ol sl ool ssoil o[ smoal suerr)

ET T
i R T R e e

e et oo o0 (o eonupefoocstofacnsuefco asosfors tenf e - AT
|t 098 cetected 10081 o 0oc ey mm
3 <s Tcriieh 0 orsof G0 orzof cantolo] Soveotol i eh G0 G0t L doehlr<c T rcci T Arc:
[ oomor sensfcom o cono s sluncinl coAcAclsomiotsd st o] Sahetnf Buncia 0 anaaf 0 oo mmmnmmmm St atenf aracosa] sz o)
mmm U0k cata] ca 5205150.6005santoio]Soneseal 0P aaal GO 0008l g el sl T
o] Emu Gatiin
—swlorsenslconoiscomoisle sns dTachc Coo0solco onsm Fer netozy
oo for sansfeoniotn]conts e oo fconinta] wwm <4| m M inesi[ G0 00| G0 00 — mvnmy St anen[ 71 Cooann
mmm <o uisl 5 0516 coniai Soveoso aminoc] S0 Codp s 2 dgeh ] ics [
m 0 000416 ano contin19i Satvcnzol Praine o] mvnma St aten[Arscrarin
mm:l CCACA coniois] saheia]Soveosolsoizon] cao 5160.6005|sonto10] Sonegsa] 0301007 60,0008 s oeh{ 1o i

IR T T R R e
51 75 0 R T T zozs2s e
ST e Mg M o e e

1o —lm—lm:ﬂ—m
T L W] e M o

oz 77 [iamo0s a2 135575 155 [ soros7| sassss
[ 5 ["an 0spa | 136 346 [ 10721 | 70 957

T oo oo Pt G ) ) e

T

—
[ss0s] ouscmmsm ol aracssza0
s 0 o0 |

B T -cocol i

o
00121 GT Sens]conuoi0( canvo 9] Crclin & | VAACAC ] conto1a Somvezol ot 2o]Crelin & | C0-0005] GO-0005{ conto10d Soive12o] e & 1 G0:0004 L2 dbeh| ATiG rca[cvCo [ oz o
mmm— o "

— - oroten (] 517 oct
meﬂm ss3007] G0 G00E1 56,000 s‘
G0 onss[ G0 anas ] —— T
[conto20] s inof 0 008 0 c0econsopsoncosol s ol 0 ot 2 mmm vcu ]
o ooaf 5 doenfs oo i
crcred mm o nknane P alsL 2 doen| AT 051700
T e e mmmm aTacizs]aTeREA] AT
— T ATp ol A | mm 7P b cassetie ABCIT T S ] T S St
o i7[Gr sens] ol s oo oo oo G0 oma] St anehf sacoralnio0
{5 00sl 0 oo fconsopesoncosol sosom{ o aoss [ 2 Arscei a7
Co oo oo anont ] 729150 1 T

.7 \»—.sw
1ol sz ars Tougiel iz oes] soel s
=ames tsisel ioeer oz 2uzus
e Eseen 147237
0 e e T e e
WIS W7 T e S o1s60

[ e[ rana] 1 m
2 292359 ST S ) ) T e

oo AT m —mm Proen D Ui mknwmhm-mm sm blATsGaiiior
mmm

o] e
-!mmm Jcu sine [Go 0005 [St7 dveh A ac 154 ATT [ ATnwr
0067 mcm sm S e—

el 2215 FPon ETRTT RN MY [oam)
Fe o iz

1ol spon o7 vami o1

e
m ca ous] ca Goie oot Somcosl A7 vl G 006] sm MACcotater
st soucoml bt i sspansun i} Censiemin e tami e £ ac1911

0008 TTGGA

conioril oo

o1 ["a7m0 10]
el Sicgss 20741 56036 ouds s |"ss0s o]

oo i Gion] croa
o700t [rCCT Tcanios i Solvdzol Solvedzol 020706175100 rsie frraon] contod ] Soive120]Osbrots [GO-00ss] sm hlATsG 120101
—

L] o5 07 21039
.

—— co ke hfaT1c615] i o5 7]

TG Sensloniori consazi 1ol T6AAGC] coniorisaueiia]SoveoslPorsinad] S0 000l G 0004 canigid SoucOsol ol GO Gocal 1t T IS
conozifSol 5160 Gosolsantezif Soneosal imasiol | 60,0008t o Avscen I e
I P R e e e e e e e G

26e]

i fcontoz1]
i Senescel cvcm —m— G Go15] antogi Sohcore] Seedsel GO 00181 i3 doen{ oo 1T
foomiosif aucrsa]

cr 2
o] Co oAl s4neh] 000
rvcccvsm nlATiceiseo
003 {67 Sens] contos 1l onioo i[5 oxosc [ TEATCATcontina ] Soiveofol Satvcomnl 30xoacv 6o oon [0 anon | oo monfsrp e s colcac

o
[ oses] A:m o] Ssic el Cuse ] G0 0061 G0 Go16lconiopil Soeotol Cluaie ] GO 0016 SLZd0o o760
—mmmm h[ATiG11510 1
IS0 sess G005 Jcantos ] Solveosol Eniens [G0 000STSLS doehl o0 (21T Er7
[ oote]er senafcontastdcomins i conomi [T ronios e sloebof soentof cannmie Gk oo osme = SRR SR -cooans
i oniop i saesre]SoveoTol el dnis]G0-0008] G oecaniaa SoecoTol ol e GO-GoGE L ekl 12

ool rr osfconton fconton acse [oanTA1comton saveos Sacooe] L sease oo be] S o ] 00058 St 2 atenf A sGoeo] s 17

FITy

T a7 03]

I ETE e Er

sl sl sl i)
oo oo s o [t 1 [ 17|

T B TS W i ezsu FEmin

{50 anss | G0
R - ) P e e Foarcc [Solvcosol Caimodu] 6000051 G 0005 contio22(] Soive03l Caimadu] GO-000si| L2 doc mcmmz
Jor senclconiarsconiors L amnaclcrcaChlsonios s saluiol socoiolf aminec G0 avi 0 cote 517 soet

)
el ous ——

ool coninzs <m T wwm o Protein (8] St 2 0] 771550 1
m mc:m 1G0-0005 | contio221] Soive0zal Zie finad] GO-0003i[ L2 e 73252 1z
w ool oo e o anoal o cooe Emmn— 52 ateh[AT1Garian 1
[race] accl — Coonsico soislontozs] soweoaal uoeuel S sotol 2 sl <] T
mm— rAcr e conngasoctrol st i b oo cznznﬂner »..m..gm.m P et
wmm [eacnc] e analcn coio Lo

i fsisanlsr 1o
| osselor senelconszeconsze o onlC 1A connge st st o ol 000 o000 contage st o anl o000 o o T A EaT
Jconnzs | m—

n2 e e e v Lazee)

I T e T T T
o ssss ol usisael sl o sl isecsl Goarae
e o isesoe o st o i
= itss ETmE e

i i Fooee v
|\7

-mn (o1 Sens[contnz2] conunz2] — nl
[ Tectfconio] Gost es] —— sm T ISt
unknoue] [ Solvcosol Solvcon] Unknown] G

it i5e[orrane s sia o ot aee| 7155
[sst ol coesol s ool st il ass ol sner)

mccA i i eucias tnd m e
Cantioo> cantn2? ] Unknown] ——mmm
{Detecied |_t270] o 176! irert feonsoz2{sancoiofsancoso[pecunes G0 ool o uis w
Detncind m o
cvccc sm mczx
Phasona wwm wwm erammacha M. corn o

me CATA

e e U 1397 el o]
B ir men e R
on TR R AR 12025 e

EETTE o] T M T
o BT ) T privn

ool sm W Arscioiss
_mm

161 mn So5ids [0 seoo] Erosic [iesesl i
ot m [ sovsas [ 05 [ e

el e o7 el ool conunsal on donf TG contnsa St oo 8 doman famis ot m TP 7 PR

[oceced [l 10 S0 ool 0 o feomuozssomcitol Camosul o e se2 ol i

Dot for seoe] mmm, ancaca] mmuﬂ i ucono s e s i ] o
[itea oosofc: ms Eccinlcoms Unknow un cien D Vs Sz sl o

mmm

1136 TGiosic]

[ ams a1 51 087 275 083 02 175 st a5 511035

—
m \llnmmkpnmmnAYWEAH/H unknour] chrs
o127 Tacaia] meﬂm o0 0ailGo oce] cao 5 Fconiazs] Soveosol U ol Go-Gos6i[s 7 4neh] - o0 [ 27
| wnm ih o = mmm a7

Sens]
[—sossl oors! ATAGT G0 00s] cao = {contozs soncoia]Chunase Go
<m ] 50 onos o

oosf

5 [ Ausin /G0 000

o5 CAccTc] onsosa saeetec ——— sm mcm WIS Eererey
hfarscasiso. [YETENT TS

o

[iapa15 [ 1600w ] ansoma [ 1o0406] sssasa |
7] ass s o salwsas Do sl s Lo
£ M 7 T T T e
S sosss o o o Dus s [ueser
20l oonnor| esanan poresl ainsesl 95| o1noie]
S T ) e e e
sl e an | teer 1| 10020 o sl

1] zzzue 17739 157 483 168 158] 004076 11524

0043 TGTATC Eamm o
Eontoe o contose | auciool e 0o e Pt a3 iy [copiag| Sl o] Ui Pt (o[ bl -7

—mm Tazsulseailase 5171
BT TR

Scviiacy
I metarior

s
 netected [t 1681 o 07 |67 Senslcontnosd connpad Sivciosid Gacs
st [66-0068] o Gocecontapdl Sovetiol box .....m soied EFis Papraten
Unknown Protein (4]S15
fEao0ae]

foceced BB oosefr sensfconiozt coniesiemovifoTc Geac —ﬂmmm SL240eh[A71G 13500
oo for ] i Tt Eraomenn (] St soeh] A aci 150
Comaron] onuszifconsord crac fsansusof nunoun roen e umm o unknoun proen s 2aoen s oo o
e el Socoeol e o ] Gl o ot ] Soweoes]Sercnomaical o neh] 1+
— cvm ol Camodtiindingpetein 1 mm— sm T ettty
o] contozs —mmm T o 7 T
cMozm; mm 2150:sroten D lconuaztl onsbiol Cucaic 2501 rol S o 20,
[Transme] ianane] o cooal 5 ool amishTsakegso ianam] Too e EeFT Pt
mm e <[co o005 Co 00 3 S ) TS gt e e

ohs

i e gzuz mz Li7us: "sasis s sos]
S0l _1779] 129me] T2 on [ e |
2l ool ssve mss i T Soaas Feanss

s w7 s rssis s aac

St anen[ATac 16790
m — AAGAG] coniosi Seicsie]Soeeosll

—mm— sl stz aochf a71c760[ s
[osmmonio .

o iy A70213 uexu 107472 47261 ] Torosa]
i o i)

EAC\ cono2 e
sl sonios o] coacuo] CAGEA contns e inf sbcbtnl sl 0 ataf o 1)

56 nmm — o000 mm— sm T etz s
Jor sen i (7 T 7 e S E  E) - ai [Weic 1ol GO 00| St tnchf 7o ¢1 [vimcvan
0073 T i vesmmcua 2xc eofcomsozulsoheizol e esponsne ] CfSi el eceitlGii ¢ O]

7] crccclcontinad Solvenzol Salvenzol 0sntonn 60 ontel 66 oot connsat
—mm_

1] 14640 512000 uss:e 75502 [ 6 3ms01
el 20673 sss o1 s sazas] Fasans

70376] 23 584, —mm— [osa)
| ase51 [ errnsa) i
sl o Tosnsl g
i e -lim—

T e MR o I G e Bt P e amm" unksoun o T e T ) P et
 Detctea | — Jossaurlcorcac 0102030673105 roiin o contopusauste mmnm&lnﬁnnm St2aoen|ATics 17702
S e o ——mm 005 St2 aveh AT1G22290
o0 CAGACA] oo sacsre] Soveozo Unkno oun poen w0 vl | o[ Unknown, m».mu SL240en[ <r2c0i23s
Detncied I!m— T 7 A
foesses |—Sioal 010 [ < ssohfc A conndssocttal soctta s ]G0 0006 G0 cooeTconiaze Soveoiol2 Sbison] GO CouGI 2 4neh AT 1c221 1
Em——mmmm St aten[Arac 1910
[oeiced] 055 s 2001650 0o cantazs Soepialmomvael G0 008 e el 1ol
—

1056 51 o7 565 302 888

R i 11770

] s 6010 m; Siaz64[ 17 1687

sl s v ] 117~zw\ oo
11261 [oseae] Sia12)

10al 38 474 [ ot 1as 10 720]

3ol soe o snaves i

G0 0016 stz dneh] aacs 7m0
etiolu

TAAAA contozs] —mm— e By

o531

Saiveneol \nkm»m [0 onosi{Go anos | [0 anosist > anchl 7G0T
:slese aohabess ot o cansazs et o croids donanafi 2 doen| AT cosl70° 7o
—— i o ) P [ty 1 Pt e
coo <150 Gooulsontozs soweotalsoeirasl SO SosslSczpenl- ol
ns[con — [Ficoncontost ucosol soucoeo Putatu] oo anoal o cooe] o e T
o1 cclcomozslsoncososoncoiol snc il 0.600s] 60 Gooslsantezsl SomesialSnczha SO s sm T IS
————— o

;

Decomo ] GAGARA] cantio ecaro
foCsensfconsozedconsorsuninounl 1Al consozslsovciol sl i n roten AHED VI
ool rv < G0 006 o onos] Gros[uces
mm. Caco mm Celunscl o0 0016 TG0 006 {cantozsi Socbsol CeluiselGO-003s sm T ST e
o [ Pt e e s ) T e et e e o T T
1008 donf A 1G5 son G0 o0 G ot fcomtozssamcbsol 08 don] GO GiSISLZ e 2770 5575
e om0 oo oo G0 000 Sr5dpenT A5 s
Eamm Csosanzzinis woien o conios Tsahueoia S e T S
0 ooss| ATzG131003
Soiucos: 50 0008 o0 oo Vooniazel Solvevsol Caimadu] GO Go0sTs  4neh{ AT LCcsio
ot aecoe] el o oo co JcnsnolGo aooo stz oeh arscozse0 1
oo —mm— slsczioals s

0200 1CCaaTconiose saucsea]Sovsol Caimad]

Sens[coniade [ contzs]
sensfcomiost foom

1207
ool San 0t | sar 124 a90.12] EE
Tsal_257.007] 780,024 | 723436 22436 104486 | 145767
[ioenal are sl s ool et s s
sl dessi sl e il s il oseso_ssisol i)
) ——
es 18 75] 148,05 2s7ss 175559 zmsg
= RoE e G m 61015
G M ) L R e e
Loss 00l irespe [ sdo7a] i 6ot 210
1nal 3 pee eroa s
= Simsei| o0ssisl Beoer| irasis orin
e oores ol rraves el T
2 [etssel ereotsl seon [oenenil ool 0]
e | Dol oot eionl”_sont)
m 277294 FETTET) M R

] mos ot emr o]
[orion o] 1sn)
] Gagere| o ses| Sosc a5 szl i)

—
[ icohal o[G0 onte] aricr
" mm—— = e P
— 60 onosi[co aoos] carcat
oz Eamm ninous proen 2250 vi) fcomtozslsohcoiolcncnoun proen o sm nlATsGors00.
mmm— hfATsGssa] aGoE

—
o TR R e
G o T e e
0 o R R W e
B R T 57 7081 mm
FES] RETW T} FUrATT R W re k)

n feommelatcar frarrc
0043 ICCAATT cantosell sauesie] Sovool Undecand] G0-0045] G 045 conibl Soucoeo Undscan] GO-0MEISL Aeh{ A7 577>

AT comtosa] SoebialSovc el osncun P AL VI Stz s0eh] aoconrio
,,

1as.
Zrisasl souin Lass sl s sl s0020s]

— criccr fsansbio[pusus aoses oien s o L contoza vl o smoese ol L2 doen| AT 05055
[T Sens/contooe] contoze Unknownl T7CATE connze Satveozo] Sotvenzol tnknoun protein tavep viy | [ Unknown protein (] St7 soeh] 50570
S357{GT senelconuazodconsoza esuciee] rch conic mmm— Coo0s m\m— SEwo s
mmmm aTicaziso
| R o T 5 RT3 o e o) o5 E L 2 B o e om 2 doenl i
o I e oz [ m <4nw|un wmun e ot
sccacc —m
ied | 30781 0113 [67 Sens] contnzarlconoe Fai acy{ AGATTGlcontinoti]Soiveool Satvcosal Fai acv[ G0 onnoi 6o anand i
) RS 5 E) e e Griack mm 55 0000/ o0 cooalconiazel SoveosolKuniz ] GO-Go0al A 4neh| AT 1C2co1
—mmmm
7a{beeces [S369] o ssefo sensfconsozefconsore[CnunonslCTarchlconozesoctsolsovcso

Tunknow]
e inal

o[ Unkno Pmumuuﬂbvncwnmﬁ

aenf i
i 15067 Senecontedtconted s | CARCCA mawmzse R0 vnm Tooniazn( SovcoTol iuxalpidase UL 40eh] 121170
o 0o {67 Sens]contozrl conosrl <o M\wm [Shart me]Go 00 ] 0 anoz | [Short int 6o 0003 St anch]

mm

B ST v Tasi el ireir oo s
e 1] 57 mmm
S dsiseal vioos s 2l Ss000p] 230740 1129

R
oo e T e T T 39

=

r nch 71 G758  srsr
e ) 5 e e e con cn Souizlco s umm SL2a0en| r2G583101
Consasr] it d oo sonensefsaveisafLokomn s i 1 o

[oor o] £
FT 7| YR RTETT Csizic Loz
et oat7a | s i ssea S anri|

i um v

I Detecied | 2701 —0077[GT Sens|conto2 ] contoz7 {Unknous] chcm P o[ Unknown Protein (A]SL2 e 75673500 1
—

|
Leonior7]oa feonsozrsancosof i val o oues oo ol 1
e e o cnf Arscatao0 2
m m Isoncoioltniagun proen 2 S doenlaioioos
e eSS G0 o R e 7] o2
m— ircrar S 00s G0 00 — D P
»mm conioz] —m h[ATGo7a]aia o
mm TG 6o contoz1] Socozol caimad[ G0 0051 iz aenlsrico1cio
ens contoz7 ] contnrd ivninn o oo Teoniags 515 anen[ ATacrasen 1
0] TCTCo Tconiag?] Soveoslsaue ] BN G 005 G600 oo Saled ol P el GG 0008 2 d0eh A =116 T
mnnm Eonios7] mwmrmmv
o172 ) T ) ) e ey e ol ko o s dso 7o |3 AL o
w o oo {nml Z

Lecsosl sosssal oseror] oo cual ses] T
i e —m—
m mm um Las086[ 157520

Sl sz ssonr| S5 edsl s3s001 | 21 rer [ ses7
227] n‘lm-m:m
[ Soma71] Tasesal zoso1 EvTE ey

T
2ol sesiosl sosselsesnasissson se] Tasoas]

g Ty 27101 s 0725 K T
11of s | Firiore]

51 X
o coniaz7] conio T Custiu] Achm ot st ptanoslconios ] Sahesiel
[ ootelor sendlconiar fconios frams sl ATt conios ) sovcoslsolucool Fa acu] oot o oo Saeoael s
577] Sama o] TN A contagt Sleeoio Saueie] Sare aio bining ot lconio? Seieoto
] ——mmm onos stz
ool ccccalconsoanl sovcgal soeosal el avsl it ool cansaz | Sowesaal o el Lzt o 1o ey
] ovoote st anen] raczm [arcsi ol
e O 5 Ev ) e e crecac abinselacian G Vi ] sLunch fraczso
[ ooner sendfcomosnlcomosnl niapanl sCCrec fcomord wmm <m ns [ s s v m P2
[omeces |t [coene] I sdenol Ao fconada st st s adenn 0008 .00 contadatl st s adensl o cs] 901
Detnciad oo aucono aucono s i a3 i1 [contaoal St
e faets il imon] 0 doial Co G015 entob]Soneote] rimon] GO
mm o oot
— S 00eG0 oo feomsoze]
o

hso < [iisssaloimal e 2]
T 200 s7s 63| o1 04| Tz dse| isasesl 53 st
0] m——
o soeseel ipoeanl wssrel sreame]_Loosa] Tonce
s 71076
FrEcar] T e T el _sss a1z

245007 1008s]
e e e 29533 24957

2] ool e sl
A [Fibosom, feonsoze el EET 5
rvccm Crkun poien (SEDVIY clszenlsricso
[Ca S a7 [comtoon] Sl co £ e GabalSr ichl i
160,001 [sL7doen . 1ci0] TFEET]

ATsGa7s00 1

ontoon]ce1 A Wl AACCAA contza] 2 e v
m G LcooeTco oo lconadasosthol ezoual o
‘G0 oo

ens]cant {co onanf e
e o e ool acont vt csnm a2 tenf 12T o

sonctanfsreennfco malcoome lvn o oo e
BB —o.c2 o sersloonsoedconiagel asomis [ TrcoM] Loonsazai SlucoTo Saeo7e] Asoeie 1 G000 G Gootlcontopal Seieotol Aspaie 60,0008 SL7doo 27350
—mmmmm ATaGoss0 1
= e iacccd mm 1o ausulco uwsalconsozslsoveosalpecneslSOsosol Lzl s
coninzall oo oo
| Comorom| 123810076 [GT Sens]cantoz | contozs [ Sasum GGAAT T [contods ] Eam 55 0016 G0 0 coniaza Soveodol sadiumhl GO
el eT senslconsn fconsanf atumel 5T contas sacosol souchsol sodumel o oo T8 T 1 ) o e St o
fosses I—tssal— oouslorsensfconozulconozslCnere mcn Sibecsi] G0 000G 0000 antepssaeetia] Gnberel [0 0008 S d0hl 756 AT
G oo mm ool ool oo ol St panen] s ocanzio
oo Avmm cao sl coalcomozsdsoncosoluniz nl o suoalsLzaoen s o |05
T (o s s mmm o Gosaeo.
ol o010l G0 GiT
o0 [ Sens] Eern m.m [co moalco woa)

ol 0ussl o aussconsozs Soveoso s o G000
m —

Comoro]

3 n
oo ol oo mﬂm—
caceac Camoduip o sroen o ol camssuts anane sm T Sereere

16e] 13379 Foeer) m 29 um
Fiveisal s ot o[ sions]

Aot sasas [ Tiaver]
EE ¥ Y Pk

I T T 06 917]
i Gossis]_zasoo 14793 so0s [ tanl 2 s

BT R T sss5es Asslze
I e e [ 26 06os |
e esisiasner [ losei [ 7eiui | 2 spiol ceones
s ises ot ireons Fesssnslson] sormes
ol o7ans | an soes [ o0 otno] [1a.0702]
=l emss — v
e eorne]
EnEe Ficsonl remno] oot _23135

]

rcoToftso I!mlm— (S doe ArScacrrot
Tt comoso ool Sovchsol Vet o coo mm e o

P e e e )
oo s30T [ s s s o s o

B Y R S e e

v

oo Cold shof GGcTAl c mm‘ 00003 C0.0003 contozo]
a[cantin? mﬂm—
A:AA:A( smm sm mczsz ioxs

Teonsazalchsose Jacocerfcontarad sochso ool Gcose co e lvn o h[ATiGoas0 1

8 otccnd [—4008T 1510 Senelconiozalconi ool acrdl 17T coniosasoucosol soucoslanseipionl e veo50nio38 Soots[ Tranerguonal St el 211

-nm—— co mmmm\m 0005517 aveh[ 1m0 7

Jcontozo]Recentor  AATAGG] mmzm Soouoelszenl nicos

s taccontoss ool oot an ol o ol <o G0 a1 e 215

[ eend] 20 Unknown] ACGGCT] contioz n Protein (AHRD V1) _|contnZ0] Solve6a048800 11 ATic2:

Jor senclconsareTconiosscamana 11T coniose soluiol sohcoiol om0 a0 0 oo s
b tisl i [or senelconiaso coniors] Smaioud CTAAAQ 1160 0005 contio20 Soive 120] Smal nud GO-00 i1
al mhm w ol o i 51 Copiapa| St U i 4chl 1%
sz oms o senlcomoofconazacoloun] cmrm caumner V!whmr 10 v mm sLunch ATsG184701
Gacrec cantnze it aricsarl

liccric] — G5 0ot S cuuecomozslsonciioluscnen] Socois sm
i ororen] - e
—m ool dossioun Aorard oso3008 onnrmam (F1aom]conia30] Solvei0o] 0s0300816700 oro sm blATsG12020 1
o I {contno —mmmm G0 o0on

G Corcecer| 1]

co o e A 1G50al XET SOE X1 <o
o] Gr
e 16T Sensconinan fcontozo

Comoro]

nmmmmw om0 ARG wan| TGATAT]

] \'N\‘ﬂ T30 6o
s oy znveas Zarsss

5| ugos Lessrul ostal s _soroe] s
sise] sixtsel st sus] masual ot oo

e e e e
—lﬁm——
8 ) T ey e e Ty

oo ] 50 4708 [ 57 3726
7 [eomon] PR e e ey
P ey e e e
2171 w06 357 oa7081 [ 1ap071 | 6o 110a] 90 10as | tas117]
B ) R | R e e e R
el 1a1 o | 75 101 o7

o ol ool s i, e (5 ] rem soen 0 vl ol ox amuy e S el
ectea [ A4TGGG conn [inksoun proten oy v | [ Unknown pratein (] St7 soeh 1150150
— o o lzmm—

m— B E

oo 00 rnn hfar2Gaose0:

mc i Solve1z0010240 1 — ATices7o

Detnciad r o] ot Toomean] wmun hlarscasrro Tecie

[ Deteciea |s28] cscocfcomosilsoncosolsoncosol op o] 5000051 50,6005 sontosol Sowesealop alef S0 03] sm nlATaci00]u Uces 1
— oo o= 5 doenf o AT5- o

[encacer]

e
o00n [0 oo mm
[tst] oetecied [ gsma] o 027] Tieuindlecrace] 1G5 coce Looniaso Soveosol TS iod| G- Go0sIs 7 4neh A Tecciso srcisin

ETEE

i oo eanon]
FE MY W T Ty ey — Py
tionis ETERETTR
w
ool 517479 Loseail icis |

s ot
e e e et 2]




sens{Sense | ooon oeecied | —aoa]
Sens[Sense | 0900] Detected |

o
Sens[Sense | 0816] eicied | 05161

Sens|
Sens[Sense | 0045 Deected | 00451
7 SensSense | 0288 [Dotecied | 02581

o
e e e e e
T Sens mmﬂm-m:!

Sers[Sense | 0460 ecied | 0 anal
ers[Sense | 0685 Deracted | _ogas]

SensfSense [Tt 811 Detected |

4 0000
SerafSense | —asia[oomcna [ azia]
7 SensSense | o388 Deecied | o 3as]
SensfSense |

1 Sens)

o
SenaSe a1
Sers

Detced

ser
Sens{Sense | 0434 eected | 0 43¢0

Sens]
Sera]
7 Sens[Sense | 0070

Sers o213
<4rm
Sers

4
SerafSense [ Totsr comcna

7 SensiSense | 0908] Dotcted | _0704]
SensfSense |

1 Sens)

SensfSense | 0149 Deected | 01451
sers[Sense | m-m

Detced

Detced

SensSense | 08| eectes | 0662 [ oes
Sers[Sense | _otes]

Sers
SensSer
Sens]

™o 70a] o
ISense |07 [escil 0027

4
SerafSense | aer [ommcn | —aoer]
Sens| “2109]becs

Sonefsanse {Eate] ownc
Sers

Sers
e e e e e
T Sens m-mmmm
Sens{Sense | 0376 Deected | 03781

Sero[Sonse |03 boeces 0345
Sers[Sense | 0099 Deected | 0 0aal

Sers
SoreSense |0 t07] Detncna |0 s071 Do
Sens|

Ceiios
Ceiios
Ceiios
Ceiios
Ceiios
Ceiios

GT Sens o
e e e e e
T Sens mmm

Sens[Sense | 0718 Devcted [ a718]
Sens] o525 becces [—osas]
g o e G |
6T sens 47337 osar
SerafSense | art[omecn| oo
T sersfsense ozl [ oz

Detcea
e

i ol
S| e[ oot | re]
T Sens mm-m o
Sens[Sense |0 10]Deected | 010
[Sense|—Geiploeeced [ 08I0

T Sens
SoreSonse | 0482 Detncins |48
m—m

Sens]

Ser o5
Sens[Ser

[—ogar]

[—ouss[o:
Sara enae e ind B

GT Sens
gmnm
T SersfSense o057 {beeces |

SensfSense |11 erected |

sers{sense |—ossslonsues | osse]

S m
o e e ) e
Sens]

i posciod | 0]

57
SensSense |0 567 Derectes | 0567 oes
Sero[Sonse |08l voec

5 eces [—oous]
S| e[t [ o re]
T Senfsanse 67 oecied [0

gm i
S mm

SerafSense [t taa[comcea
Ser

Fioree | oudr oewced] o107

Serafoe

o
e e e e
S mmmm-ﬂ:m

4 o
Sens[Sense | 0718 Deicted | 0715
mmm-m o

Sens]
sare onaa— RN oo [
ool
T Sens m—m—
Sens[Sense | 0390 ected | 03001
SerofSense |4 boc T—o1a1]

GT Sens
S sanee [ taotaced [t [oen
T Sens m-mm

SersfSense | 0166 Deecied | 01061
Sens[Sense | o567 m-m
Sonefsanse | gamaf omnc |—asmal

Sers o
SerafSense | —0ser[comcna | —azer]
T Sens mmﬂm-!m

Sens]
SensfSense | 1091 | etected |
S

SensfSense |1 190] Detected |
Sers

4
SerafSense [ amse oomcea
T SersfSense a5 Do |

sers[Sense | 0115 Deteced |_0115]

o
Sens{Sense | 054 eected | a3
mmﬂm o

Detecies

e e e contaconto ] U] AT conio ] ctecal el Uk, il (Vo o e e A S 1270

014 —— Stz aochf Ascssa [ wikvz ] weikva

....-- BT mm-m—mmm [0 anon AT2Ga0a101
ecor eomosesoncosolsoncosol Ebos am srsen oo il ol F-box familv orotein]SL2 d0eh 756 10060 1
] 7 e ) e 5 T e St e ) et 7 e e
0000 {Detecied | [Detecia | — ccmc G0t cao ! contio30 Soive0ol Undscani GO-0048! L2 e A T=Cs5770 1
o R cnt I IR oo (v sanafconiasofconsase] Emm mmmmm i SCa neh] A7 1Gooal AT TPST

‘on0ailGo ooos | oo T
[ ooss] For) o 160l G0 0017 o 0o JsonsosalSove0sl ATP onal SOGoi6lSc2 sl [ A1

000,
ool —roislcecid | 4ol cetes | asal—o ol T sooel oo ol conie a5t on 27l ool Sovote| Saeots] R st o e | ot S ot s anserisn {151 S4neh] 15

£
2]

23]
1]

So00f 5206l ceeces |-t oeses |00l 0127 [c1 sensfconso ol consosalL v s A sonos0]Soeosal somepsal L vsne 1] G0.0008] 60,000 fconuasd sl vsne 160 oo sm T S

501 T
0000 [t 1861 peiecied | [ ooTer sonaconiosaconintoumnrs]oadeTe romio sttt s tuf rumn o e s SRERETREREEEHE Y o v ]
o

0000 mm-!mmm—m Cicoa) mm ke kinsse 115 oniosi Sohe e Rceoior e inasd sm Aot
0000[ 019! neiecied | ——mmmﬁmmm e a9
soool gl s |1zt

107
1s]

m-:m accrca mm ko P (£ Ui [conioSt Soeotol Unkpamn Preein A SLZ d0oh A 5250
mmm Mm»wanmmANan\M s (e e P

2000
o0 mmﬂm un roien (40 V1 lconsasi] SowesZol nsnoun ron Sz igen] < o o0
S e en B Lo contos | ucosol e oo oo ] Gl o G o Sl Ko ] GG S achl -]+
[ Comoror] ¥ Jonanmaid s oA O CAACCAGCCTACAT AN TTGACT CTCTCAT AT G caniasi SoeOaonipian & o E— T BTy

IETRETE|

2]

[ im0 [ 1i001] tan e o osae] wnoioe]

Here 3525 Sicer

— Fissone wotao iosase]

10647 ETo T e e
ST e 02

Shisd| s ds| issiis et o1~ 537 15| sss ez

ool om0 on Sresis oo eaal sar o]

EETEE RN

s
[0z ors
[l stseorl ool sssasl ool s o4)
{5711 toarul” tismlsoses oin

16476 420 806] 108 0s6 1359 FETEE

[eommor] 132135
{03 [
FYEY e 43 Rt e o

oo
0000 mmrmrmmrmrmrmmmrmmmrm [ contin1/ Salvensol Calcinew [ G0 0051 ATaG201031
0000 — e e Y i e coniasi Solvcoso Tiamsme| G0 GoosTs 2 dnek[ s o] BT T

EcED

e

5]

2000 [ osmaler senafconiostcomiathfioanmou]CrercasfootcheTocerroomTrasTcA T Ti Trrc SR S S o aceind

0000 {Detecia | fosezes ADAVCDAYCAAEATEYAEAC::AMCWDCAY::ACYACYCAWVAVA fconuogi ool Lona-chal GO-00041 SL2 e[ < CLoal e

2000 TS T e |- =cux:[>ex1

o0 [t oo | m-xm — <1 feanuosa Sobeosalarolass aae] s oo o[ ATsG206101
Tcontnai] ca

LOATCTATCICTTCATCICIoACK CIMaASSTGATTTGTCSSeT eoniasil Sove10o1vB u2n] 5500051 slsz o ol AT2GOrE] ATRP L AT

oo ool senls 1

IS
Tunknow]
=

s

51|

P T i Zoarss| 20

o e
AATAAMATAGGEACAAA Acmmmmmcmm sm nfarsceoil T

e Av=csoal

) R e R R
= ——lmm sosal s omy
s ssosrslosal s uslansaes [t o

msnﬂn disirs| 1ol irsses [eimee] Sesiieisas]
T W e

—lm
= [ Diossiol el wsonnol s s s sss]
T s ol tnanie| sarans [ 14as7] s asanl

b 38701 553621 sl soses] 4o isal 200
[ 15495 1030n]

e

n

FETRITET s m gy

Goc
2000 = a c; e n
0000|1004 Deteced | [ eend] o Torccacun o ACATCCAACT /] onbo3a] Saivcsol Linase [ GO-0008 SL2 4Dch] A 2C39:10 7

sorm q CGCTCAACCTTGOCACATGM] S5 anen[ A7ac5 7740 1
000! | Conoron] s AT TG A GO CAATAA GO CCACAGARSTICGATaACAS {contoai Sovet1ofVacuola [GO-00081 S 2 0eh] 2. [ KDL V]
....... m-mmmm AT2Gas4i0 1

[s<o1 s

oz

1]

0115 [GTSens] contis2([conto32 Unannotd] GAACTACCCTTTTCGTGAT GATACACATATACT CCGTCTTTTGATATTT |soniad2 Sotve02ol ATP dend 60-0006 St2 dvehl ATsGe2 170 1

i

Comeron] |
fry mmmmm A2z 1
S ooa ol

oo [l ozeelor sensfcomosacomsosalonamnoud cAGC T CIACCAT TTGEACCTTTCACAT GATTCoAchCTC 1A oA1Cfeomasal sonsssolvomnul GO ocet s 2aoenl s ool sE o AL ooz Lo

oo (Y e R oo IR 5 s comn o o A A AT AT AL GAGECECAMAT AT e el Sure .50 e
JST SomsTconioz Tconioss Tunannoi] cDAATDYVCACCYYACT::ACAAAVA:AAVccAAAVcTAAVAVccTVcV Epis P
= | Comoron — nsnnor] rrrr-rrmnAmmmmmmunMmmnmmm c fcorn nisctns ol £ e Marscrriuns
o002 o TTee AT A G T A T GATCAcCTCC TG koo proen s s = T
{ Comoron} T AR A TACAAGEARCT TR TeAcAATET] knoun Braiei 3 doen] ATt i Vi
rccc:mm:AccAccAA:Accccrcccwccccmcmcw sm nlArsc114]arppacy
mmm ATacorsio 1
[oeiced] [Conora] —— CDYAYVCYAYADCAYACCCYADYWDTAAAC AATTCSTIGICTATTG) mm ey e
0|03 comoronf Lnannot | AAGTTCCAGCCAT GEAACAACTACT AT GE T TAGAT TAGAGCARAGT Al continp] Soivetoa] hAtscr7ii0 1
nmn [ oecces |—asbe booces [—tosil—cors 66060 TCCCTTACT CAATTACTCTATAATT AACATTTCAAACTGGCCA] m— sm T ST
-!mmmm Exi
P foseces [ Detecid | [ oooo] AITresescrcmmcccororceoooT = ocomoszlsoncotolmer sl o uonls orees
0000[ 0 a8n neiecied | mmmm
s mmmmm— crmcccnc CAYAYCAT:Vch:AMccA:WcMMYcAch [contins2 Soivc05o] Aloha am[ Go-0004]
10|+ 046 neiecied | { oetected (=51 989] o 05 [GT_Senslcontnis] connzz [pathoner] ccTANT {continao ] Satvcosn] Saivenen]
nmn —m—m-m CCAAEAADCAA:DA:VccAccAccAccccwccAcchAcAAcAYW [contos2 Saivedia[ n
10008721 netected |1 1881 Dotected | 10881 0037 [GT_Sens|conin1>] coninsa [ Unannot TTTGEANACCCTTECTTACTCTATCAGT AMGETGTGTTGTACCTCETT]

Tz

Te|
1
3se]

3T

s pol e

e

aus]

e WS Webr o e o R e

sl s o) T [esour
[ o4 0s83 [ 14 em8] 2 0o | [aarsaz]
FERTEH 3] W T RO WS W
{10 1001 e IoinioT e tani  iossas]
s see EE T Ty
_uu [ eosss 20 2] _2317 Fanaer] s ire]
[ 1008 oy e
TP WY RPEE seorz
—m
el ol osen| 4rene]
BT EET R T TispissT > sical
117508 TasT6t ssiss] o
P ] Trme
250156 as2116 [ 162388] 150100 mm
[isssoloisal 1assr [ vmas Lo ser 4 v
Lizcon] Sriissl s35s]
— Sisiss [~ i 00| sasiail da74rd]

TR Y
e g e o

nn fosses |—somfoeces [—iatel—oouslo senlconioszlconioszlinamned r:AcAvcvc:mcmcccr AIsAorcoCT T asceATA o] sLunch
{ Comorom| 1 1181 Comoron] AGamaaT 2 mmmﬁmm

o i ocr]

P mﬂumm T CAGCATTAGTCTGGTAT G T T GAATG mcmmc sm nl

0000 [0 880! peiecied | mmm [uneomn e a5 e
AT AT GGAT T AT GG GATCACMAGTTCT T TACAAACAM o nknom m».mu [oz o]

oroten o

Torotonal

152
=

1o

0000
0000 mmm smm

m—m-ﬁm cAAmvrcmwm:mcmcmmmmmcw o Urioun pioein [szam

T e

o

0000
0000 T o o S ottt et a7t T ) o] e smm
0000 [ —osa0]

[ocicced |1 1p0lcoiced | -'mzl AYAYADAYAEACYCATACAGCACMCACCAYYAYcArchcc [contis2(] Solvcoto] Binding £]GO-0008 [ SL2 4o
2000 AerTeantreceecant TrricraTeraoroscoTosonor S0 oo

22 e
0000 A TATAT TG A CCAT A ATAGATCATGTTCOATCT T GA Jsantada Soeozol el e GO 0rie sels s
0000 m-!zl-um BT e g e R mmm— hfarsc 0]
00| _osos] < coniaa Unanneid TAC S GATCACAMATICAT T o[ Unknown Proten 4 sm nlATsGass7o L
o o SaivenTal t-aminoe]
c;

GO TACC T CECOCASEaEAGTCACATCACKTC | oniosal Sole ol Ewlarasl GG 00081512 d0ehA s

1o
17
2u]

i i
[oeieces [t 298] e | o 1 {67 Sens] contoza] mmmmm— aTac1326s
SosslCT Semconiogs Tconiods TUnamoi] ADTVTcmcrchcAvA:AcrvcvccchAAM mcmmm fcomosssoncosol s snat | ososolsca sl i

....... T oYt g oV . TS T e e Pt
2] Conorc] omeron| —— T o TSsicots]Aev oAl G5-0008 STZAG ol .
[ oonorsenddcomors feomors [unamnou 1 Tas rasTACCCTATCoT IV s i o (T
m CAYEACDYDTEDCYADAYAACYATYTDYYchcYVccAccAc i< [coniass soicoool Cucin dal GO 00801 doch[Toc 111
Aocooaracanas CCAMACECAGCAGATARTATTAGTGTT)
o120 LT COATAGACG TG T TACAGT GG TATAGCCACAAGETCS | canisSousea eanened GO 000U L A0l AT<G17550 1

Sone]cominss|contarschannot | TATTATTCEAMAEAC
= T et ol oo cotootl s ol
e - o T =ensfconuntsconun mmm o e G
Avccw Custone cn receotor ke m sLunch ATicaseio.

o,
60 onoal[ S anehf soc 1 Tt ]

T GACTTTCTAGCTAMAGCCCAGGAGGACTC] 51 anehl 71 Geao] w1 v

151

7]

CTCCAACAAGGACATT CAATGGTC wmcmc — alsczsoals s

— CACTEVADTVMCYDCAMYAcmccAAWmeWVAcV i fconiasalSoeviodsEron i 1 Aricois

2

fry comona] mmmrvv T 7 ey
s o0 stz bocs [—30s8f bocees [—soaal 072 AT G TCATC TGO T AT AT TTCTCETCACATIATTGACT Clconiosal Soiei el laiate 166.0008 3 d0eh[A 770
-!mmmm St aten[Ar1G67120
P ) e e o e ST ComtA T CAGAC oA TG TTASTTod SL2a0en[AT1G75100
o R cnt I ccns I o1t [ sanafconiota] sonio s nannc I‘I‘YEYYAYI‘I‘YYAYWPYAHWrYrAYr-r.\rrArrn\YArrYYAA mmm el TR
o0 8] Comorc] cr AT T Ch e oo exce epats Sesseno e Goooei [tz 1c 100
o ar oot A TAAA | naa] Sl e ]G cooe i ne o,

01
cercoact|connaal
oo s m:mmcmc:mm:AA:::Wmcrmm [ooniasal Soucoiol Transonsase il L2 doc Avsms mmz

omeron| et
(G0 onasiSp aneh sracales anf
a

Srmaai

W7y

o
2]

i

[ior ssel 134 50|~ ap.ae angete s s 57 ]
{51 pan [ 1157101 71 15a | 11503 s spaan 7 o1oma]
Zzisosl seoisal s
v oot vt R
1771 o] sa0s 01 " 1aa055] osszl_1ios[zison]

a1 ool el i)
FET R o ey fasiss)
T T o

Lisr] Aszgs: o zsgen
P e e e zumg
= lﬁm——
P 5] I WP PR R WY )
oot [ a] e s0s o0

[iasens [ mioe
ssmsel asrel aisio 560705

—I:Em—
D oczel ds s Lo prer
[o] nms 207859 2682

Pt e} sl 2i0s
T e e e
FErT e S R & 306554 ool

s Lo 26780 265331
it it o iovase it onl s ion 6730
Sir sisa2 [ oorsso] 2osso0l s sool T e
152650 63715 a11e| 37 s Tos66s] 245753
mm 128 s19]
247681 sosnis| o st 7039
s nm 12 5013 [ 7 onsan]
LieioT 5 sond s> enzzA

sl o [ossses] 1 7o)

llm——— 6 5367
ol sl sl i sl s 57109
12 5700 | 6 s
ol i)

mv:::w::cvchMmAc mrmmmwcmmw {Sanis Soecteo vsne eisiuaa| SLo dh A 571100
[ooniage aucreol vtine faaaca] —
[oeeced |—sonl

T 5 Y T T o eS8 e P =3T3 1) [T (30 2 P
-m- mﬂnm-mu—mmmmm—

oA A A AT CATATACA AT ICT CTCCCACT 1CAC | ontosi Sovosolpualsoel SO.00ss L2 donf 11zl conco  co

oo il | o e e e (o e e Y e

0000 01— 11 o7 Sensfcontesi fcomiost namnacl TToCA MAcmcmmccvAcvrmcmmmcwmm
0000 Il seae oo o o o AT AT AR AALEARA ST il Soe e s s o

0000 {Detecia | 0035 TGACTC conto34] Soivcosa[ Soivcosa]

‘0000[—t 087/ comoron} nnnot AATCTTTACAGGGTCAACAAT GAAATCCCT

s iuaeor 117527 el

Pt [ iaons] CT
Y T e e )
sl 2o 207A5 e o]
1 2ooe | somis] ]
Sessicl ootan e

[ireins]
E EERErT e

soosl—sse]
] i e e e e e e TAc TerTre
ool m— Jachracact AVTATDCTYTYCCCDAEATYCEVADYWCYCACYCAWC [conio3it] SolvedtolMitachon| G0-0015:[ S 2 4oct

o o SN oo [ o s s coniofconio Ui TCCACMACT T Srasoorar oot oo et ool
00 | Comorom]_1034] Comoran] 00a1 ATATGTAATTTTACCATGTAY :AA:AYDYVcr:vcwncrvcvchA«
{0 onos St anch 70w
[GT Sens]coniosscontadal Unanneid TCAMGARCTIATC ArchcAcc:AcAccAccrcchcmAcv — e

Gl
mm:
fGo aoinlsiz doenls 100751

TEe) e v et
30138 EiETii sesssel_soses] et

R R R rr e

sl 1c
—— scrorarromncsons &7 mm
s o868l ocieces |82l eieced [_a86] 02701 Sens]contolcantossUnknon] 1C1AGAconto3s] Sovcbsa Slvcosa]Unknonn roten (455 vi)_lconiods] SolvcosolUnknown proten ] sLunch
m-m-mummmm 515 anct
Go0 [—sosolor sensfcomoss feomoss [onamaudc AtmcCcca T TCTCTATATGCTATCAIAGAMOTCA TATCACCC [Soncizo027570 11 o et

1

BT BT W e e
Poiseos ssoo0ssaoul” o 22l socomt [ 2ossce

{15 0505 [ 16 s1a] to7ass |
S ireres i [aousl ool s 233159

o 7ena] 11 som [ 17 139a] 7sina|
19123 T S e

ool —vonsl e | EET] mmmm— |
[ioslociced] m [ oiss] — VcEEEAYDTYCYCAAYCYCEWEchTYCYYCYTYCVYVchAccAc [contio3s] Salve0sa| R bind] GO-00031

B e R e ETTEETT
s [ 10 ai6s] 77 sads |
1755

[cviochial
canc Acmccncvmmmmmmmcmmm [contioss ] Saivcosa cviochal

s mmﬂm-xm-m:l ccmmc:vcmcvcmmucw CATTAMSATTCTOG S contose]Soettel e GO-0008] S el 7o

Conron] e T T T Ciaonar] [ATTscACTceTTATATA AT CosTGemonGCocoTaced S e Tl gV i (ot e o Pttt

VCAMCCAchccmcMmMcMcvnccmcvnccﬂucv o emen sl

unenour] o

5

174

o]
] - ) | T e T e et gttt e it e o oo 5.7 0c

o0 —m-mm— TYCYYDCEATYAYAYCDYGTGCWYYYCTCCcccA rcmr,sm

e

fuEer
Foe T R e v sx e

Go0oltiorooeced |t tul E¥T] T CAAAAATAAAAGATAGCG CCT CARCATART A sanidsd SoeeOsol Avmadil GO Gooe 1t

1201 oes]
0000 -!m— mmm.\ Sosinn
) e [ e e e TATrC) ACAACCACACCCCOACTTTGAAC TACTCAT o consoss Solviol conl o O gooal L2l 1=
0000 mm:lmumm I
0000 m— 7457 Al caniosl sahcita] Sovgol Unknow rsiin ALED AT ol Unknown Proten o[ SLZ 40cn] A C.137
0000|0888 netected |1 2801 cetected | 10881 0 20¢ [G7_Senslcontns] coninzeil Unannod] rrrrumrr-rmmmAmmmrmuwmrm mmm arscon]
a0 (0088l oo | m-m— sscacle o[ lne RAFL22 551 lsonsoss Solveool miclone BAFL2 IS8 donf ool <vs
mmmﬂm iocn] 73

oo [t 1aa]
Go0 —m m 5 o CVTYADMCYCTDCATDCAAYADCAYAEYCTYCTCACAY Leonasasoteal phozohalcotose]

0o i o o {50000 St 2 aten] A7 1Go70:¢
o (G0 0004 Stz avch] s2c2¢]

2000 m o n T Yo aase et Vst Vo o e

0000 omeron| | 0026 [GTsens] cantossconiase [Unannor] chYWVcAYWW:cvYVYVYvcvcccnYAcWVAWYWcGYchA« Seicore] o ool ol

2000 T T T T o T e e S B S Y e T

) ) [ e ) e ey T e e e e CATAAGTGAGCTACT: coniadt] Soeotol CORRAksovoisn|SL2 40eh] A3 [ AT
2000 T Ty e e Ty s e s ot

ooo[s1m7] 00— 0ooCT sensconsased coniose o C TG T T CT AT TACTCIAGT CACAGAT GGTATCTTGAGTCATT | coniose Saie el UoP olu] Sousls!
2000 mmm———mmmmmm s
G600 6 Commrar 3166 Commrare 881 ¢ [ 1 Sena contoso]contoso] Unsanei TGO ARG AT AT T AT T R T ST CAT ot conigan Smebiol xprssed sioten ] sm nlArscer]c

o7 2as o]
75906 zmsnz ey T
s

i isenra g oee]
i M T ey 53551 22 001

D o e e ato] {4 sane |
Acioal s o "ioes0s | i0aiol™ 206 15| ot el issses] Ta07es]
————

cveoa]

ehis

2a

S3.6109] 32278 | o 2630] 24,4008 | 16203 16672
Fissesal st sl i 1 10 10)
sassoel sl oz [zl ozeen]

2000 mm-mmmm BB ATiGIS710
{Detecied | focec o Tovenhend Go.00e] 66,0006 aniose Saue e reahend] GG-0008 L2 d0eh[ A i 1571

Sreohen

e

|

|xmm T v e e 379949

0000 Preonen oot Sancos]
0000 (0954 netected |1 100] Detected | o BT e o o TS
0000 =

oo

et

A A G TACECTCATTT AT CATCAGAACARA AT TCocleansass] Soweosal vl el G0 0000 s apenf - o

G050 CT senacontass] nioss T nannou| TT T ARG TTCOGTATCACGTTGCOCCTCARGETCATATITCGATTTG Toovcimpria it

ot

2]

oot Con:
fry —-!m-mﬂmmm@m T ey

0000 foseses It atoences | sl ooie (ST senloniose oo T omanne [ AcCC CAAGAG AR GAT T CCACAMGC A AR T AT o L] ofcorod sz

e

25

{150 158 [ o6 eoan] 7
szx sl stamnel sl soson] nu
e Eisis| oo T ss0ssT 125707
nmlmmlﬁmlm

[a0 203 [_sa0.7] 5704  saiser 223358

2000 mm
0000 G Sene] oo coniae Unannei AT T O TT AT TAT CITC T T GAMACCCTARSGC TAAMATCfconiagtl Sove 2ol nad GO

sorm foommon] - ttalconommfES 8 0072 [oT senlconotesono i tnamno [ FECATETCTAGCON TrTGEACGICT CTECTA
{Detecied | i AAATCTGAAMCAAGAS

carcTCTAl
....-- —
000! [—sesfoeces ]

Comoro]

....... i acoea asnens e[S dnc]

Goit A GG TTAT T CATT TTAGCAT GGG BCACTTCATAT T TG TCAT feonuasr sovessol mouin oo suzmenl oo
fry mmmm hl Ariscioo]
0000|5088 Detected |_1.454] Dotected |_si007] o 115 { [ Saicots|Exoovtsubanis ]S dc

i

rim

s.y.w.:nm».m sm Avscns I

sm Ancew mu T

2

oot [ ooss[or [oviotnnlco aris]
....... -mmmm 1A binding orotein [ 517 soeh]

m | e o e e et e E o s S vy
....... B EE Sy e [ e o T e o i e S ancr|

[ar t0u | arenal s tnero| 3 mon|
ssonlssarial oo s znsgs T | sreres
Fate zzaz T sacie iosoas |51 76k  Taor0
ool tsa)

Sea7 72576 0504
Fr

T TG M T e T
so 507 [ 23 2000 25 571 18 8008,

TG e |t
T senscontaal ontoss ot ACGAR AT GG T AR 1CT GAGAMMCTTCCTGETACTCTC TAAT|saniosa Sae o] i ol GG 0030 S e TE

5 Ac
fr mm‘l-ﬂn— e ar T LAt TABACTATCTARACBOATATTTATATEATICE T et a1 cx o<1
o) [ e ) e ey A AT TGO AATTCAGACT GARATGC T TTTGGAATARACATAS caniss Soeesol Peniale G 008 12 4hl A7CCoo s 2

Coroo,

ET

2000 Deicied YAI‘rAl‘Yl‘rrAArYrrrYYYArr-rrYrrArArrrnrYr-AAMrYYAYr ATmGo13501

0000085 Deteced | [ Comoror] Giis Jconiais] Unannei] AGAGGGAGGAN socecacamncericacnlconosslsoncosolsusonol SO 00islscp sl -icoz [ o

PN

e

1o

m—mmmm s T

0000 m-!ﬂzlm locceor o Tcas ioeec T et oo deomndssohetzolune el cotoos] EEF N
2000 on oo connosamannon | CCTGTCACTT TCTGCGMAMGACT TTGCTAACANTGOMCAGACT MATI] 52 ateh[ Arscoaron 1
T OO T TAGG TG CAACATGOSGT TACTITATACTATTTAGAACTTT] Soheoeosionois T Trclaien
z G sons] m mmmm—— ATiG066402
000! Conaton] 0025 [GT sens] cnccrm:muvAmcmmcm:mummcmmc« Stz a0ch AT1c0e510.2
....... [ a8 [Deiected | o TT A AT CTACTAKTAGCACARBTTCAs e Cateatlcamadsd Sokierto vl G a1t e 7050
G Sensloniosscontasal Seineihl AGT TGl ongessilSeus i SlveodolSeinet] 6600151 o-0o1Ioontagai Sovebdo Sainen] GO 001 s p e[ AT 151501
fry -nﬂ-mmmmmm— h[arccor[veris
0000|0884 Deteced | s zsoorsensfcono s como sl nannoud e T TACACAA CTCCACTG T ICC T T TAC TTCTCATCCT T lcantagad Soveszolsenemh{ GG 008 Suztienl 12 10e0
2000 { Comoron] 0141 Derected | mmm T SIS T
s [ Comoron — OO A G A AT TGGCTaT T CAGCACTACT CTTAT TT1GCAC T canigilSoeeizo Sinehhl GO 00l SLo A0l AT 11070
(omeces | 5 onind ] mannor] Anchsaat Gamc oo TaascoccaTocToncTTascca Toccad 515 anen[ A7 ac ] e
nmn 9815 Dcteced | [ Comoror] SoTCTecATceome et o AT O T TATACC IO T E )
mmm ATaGoma[PGRTT
[Detcrea |_o015] 25670,

soqun

enreizs

o s W e e s 5278] 62615
P ! _mmmmm—

m

o iess]_ssas S rase G 1110 ET
m oM MO T
Tooes Lol o ezl Toissy
ool 15 oomi  Saos] Lamal 2 a7om)

Fsseonel sasitalsoior]-sastel saser

E— 2nu sl swei s
TR
Slocus [ehed 2l oo 267e i [scsel oozl sl oo
Hunonel cnic 121 570 19] srst 37| z0a7 ] e e

T T uss 27 sisk e oots] s sossel 1o s00s| s s200a]
[ el an ot | tasaor| o ssono| s eoans| 3 4p67s [ 14 10ns]

el v sl rseel syl ozsor e sl sars

{Tioe107 [ opa 7a7] prssr|
Z8350] 102838 [ 12051 ] 46156 msmz Foamasn

Jmes]
PGP17 6] chra o] 6 2198|1959 | 5 ansas| @ aver | 6 notor | s isea]
tescines] chrssad ol el sl aserial dosenl s om)

m-'!m Crar CTEAMCTDAWYCAYCAADCADADCCCAEATYcYcAAcch
o sl s aco ST TTCC A AT oM eA A AT A kT oo SR
{ Detecied |_1262] Detected | TE 110[Rina inal

a2 Tar2 1 cnrore] 59071 70703 36 8501 ms

] Uncharac]G0:0042] GO, 6042 | conto3od Soivtaa]

PG

Sheaza] mm s issere | coeio] sossoe

— m|_t3se [GT_Sens| 3 G contn3o] 030 Uncharae|GO:
fry m——m@m Sl i
o000l Docees [0 Coeees |16l o2 Cr senscontoss]contoss] ammne] SaCITanccTIcAssomTSTecacsoon s TAGCT AT AC TG mmzmm L2 40cn[

e

] 3 - e e T T gt gl e 17 [ oot ) Pt

0000
0000 Sens! coniin3si contn1o] Unannote| AT GTTGTCARTC T TTT TG TTTTCTCCAAACARCTCCCTTTTGECTR Cero R

-xmmm m s broisin (a1 | m St240en] A7sc26s st | st s

=

2|

TisorsTt
i Doiss zm PO WP E TR W
7 T e o ie: [owre]

55 d00| Teea ot |"520 20| satsar| 217 o0o] Sitss

) SN 7 O (e T T T VCAVCAVTYTEYYDYVccAmWAAWVAcAAATVccAVA o e nknans Pmmm clszals o

0000 mmmﬂa G010 [CT sensconsasol coniosal o] TC T CAT TG T AAGC TG TTCAGCTACTGCCTATGOTCTCAM YWA(sLu Mrraciooros

oo -mnmm ATsGa36203
-mmmm O TACA o CA TG CTTChCTACA T AR T T T A TTCCCGoATaTCclcantagal Sobeosolveinicn{ G0 0008 L ptien] 20+
....... ™t o671 cetected |0 868 Deected |1 0811 JoTSens[conio

[ 6610055 [Cr- o] i8] st Coxua] CTGATE antasa Sobeoie] Sabecinl Genainl G0 0004160 000 contoatl oo Gona GO i0uSL2d0e 711010

....-- —mm— aTsGazaen 1

[ ottersenelcons ol oo 0 AL TR CCh Chcce T Croh A i oo st noun o B ST ]

....... 7| B B3t Rttt ok et [ 7 oo 7 ) P
500 | Comororf < onia st oA CACATTT G TG TAGT G GARTTOTTCT GSGART ITAGAT caniasl Sokeitl aiaoun mnmu sm T el
-mummmmm AT 130] Auoo1 T

nmn [ —t127] oeteced | | Comoron]__t310] o311 oo e e el m—— blATic 170002

211
|
]
asd

[ 7a1oms| sl o
Sisir| L3263 smzx a0 4114] s szes |
Fois o o o] o mw
i3se15 | Teiaos Sis2.47]
FEETET EY T YT AR e
:75519 s _ssoistsersnl masl_se e
e EECT pTy T

sl izun o sa3ton

o
I‘AMYYl‘rArAYYrAMrArAYrAYAYr-AArYrrrrvrrrvnr»\"‘" hfATacase0

ASTe s A TC T eCaAC AT CTICTG TS TGS TG o[ embrane bound C[StL2 adeh[ 7 Cs5000

-m- m-!m e e e faafoY ekt mmmmmm ATscascan.
000! TricTAC CYAADYYAYAYMAEAAYCAAATACATACTWWCWCWCVM {st2.0en]ATscr0s10.

uncnow]

e

2]

i (2R e e A Fir i o o744 ] e ] G 0ot 4nehf = o
Jcontot0unannoi] TAsAC ccchcA::AcAcVT:AAATVccAccAcAcccAchAnccr mum— sm T ST

sosers ot Tisvsol sasrre 6 avipl S sise
[ s o2 [ 7a saa] s 676 [ o0 001a] a0 3164] 36 7a2]
mm 314501 [ 407562] 782041 | 41605 26907

in aooo
sz2enl ozl zuoul sl sy

cr m
fconnen] mmmm\m hfaracnisso:

0000|5002 Detected | 11081 Detected | 053] 012! c cmc:cvMcmcvMc:cmccwn:cncmwcon nlAT3Ge2700.
Detnciad mmmm— Ee7T) Pt

o]

[ Detecied |—2057] 0206 [GT Sens]conuodo ] conton GrAC DCMCDTDADCYCACACAVcAAYcYVAcYchAcAAVAVY feonsosssoneizofsouamodl o osedsaoenl s o iaior L aound

e
e

51|
1]

o001 00> [CT sonsconsaio] conioic] nannou] COATGGAMKT CLAAAGCTCTCCAGGTAGH AccAAccvmccAcMcv m—— blATiG70700

e

Sl

] T CTAAT TGS TATGCT T T T CAMATGCCATACTARCTTT AT EFs Pt
mmm Co o
fEoor o]

sood] {sooosslsuzsousrsc s

m

o Taguus e Tivsos
— e
78508 ssasnz
Fotoos [t i e
PO el T R ey oo st
S12660] 202034 antenes)
okl W W et e e

SIS B B e

Looomnisssnls ococrs

G000 0001 Comero

T —mml
STl ovss| igoass 4 dsssol ssesse | G sapgel 3 rsas]




7 sorfsn

T Sens)

1 Sens)

4
SerafSense [ arie oomcea
nse mmm
[oziilbeced]

fsense [—otrsloeeces ]
Sens[Sense | 0478 Deected | 04781

Sonefsanse —|_—0a0n] owncr
T o

4 o5
s
SensSense mmﬂm

sare onan R et RS
4 o

1 SensiSense
Sons
Sens[Sense | _0615] Detected |

[ 558 [Deiected |
586

o

[oeiced [—ose!

[oaarlo:
[ ozl

oz o
SensfSense | 000 Deecied | 003zl
Sense o
SensfSense | 0758 Detected |
7 Sens{Sense | 0100 [Detecea |__0.100 [0
s [—osra]
oo s R
o

0321
|

8 e e o

5

G e
nmn mm—mm——— CrrcaGTCTTCCTAT MTDCAAYAWDTDCAVCA::AVAA et contoti sometifFowssn[Go Gioa L2 doen 27507
o ot [T Seocontntcontnd oo T T ACA AT oA T CATTGCT AT T caTTACECACCE
nmn el 81— 0o [CT sansconsao conioio o A GT AT COCAAMAGCTT AT TG TG TGO TAAGT T CARTCTC oniodo Soleptel o
—-m-m—
nmn
o o e e e

oufacan AAACCCTARACCTTCCTT|contiod0] Solvedol Hor
|l o2 o7 senslconsnsolconsnsal o YrMMAr-Yrr-Ar-rYAYrrrnrYYrAArArrArArnYAYEYr mmm

Go0 [ sssfonsces] fomeces [taal oo [oT sonelconodtlconodtl nsnnt oA A A ACACEAAACAATC A AT TACTCAATCTAACTC o contodt ool enan{ o 00a]

2000 oot comros MM noo o seo oo coni 40l Uoaano T CAARTACKCCTeAGT TANKT T AT A oA TEeAre]

glg!
lo 33
2I8[8
5|32

Sereat
[0 soa
Sor.008] 667.659]

g
&

0000 sl orsonslcomotudcomotalnannoid AT Commacarc e CTCTACTACTAT T CCTOA GO TTACAC TCOnclcanundol Sobesil munmumnnm Er
2000 [oeres |t el a4 15l — 110 Crseo con ool onoaal st [ 6o il Socora Sacore] s 0o o cominan ezl vl o
o0 -!_EI__-!EEI_ TuchcvccTATAmTmvcvcTAT”cr:vAcAvccrAccchcvcw st o [
I TCACTACTGOOANT CAMAAGGATTTGECTAN. O AT A IO AR CARRAOEAS 1T CECTARCTCAaaact SEncs o [savesoal 4-"\‘\\4 e Eer s et

o
SiScp aneh] s o ATEo7]

e
]

FryrmTy

o e e e ns AACAAAEEVTEVTACEVTVTDTATYADAYCAA:CACAACTAAYACAC [contodo Saive1oc[Gr

BREEE SRR
EEELEEEE R EERE

o] 373084

q
B

1 JE=tae comoro | t] comoron =S8} 005 T_seneconsndnfconseUnennon T AT ACCGATATCCTCAGEATEGTARGCACC T AT

He8 ‘§§§§§5§5§5
EREREEEEREEREE

s
0000 00a7 c:vAcAccccuAAvcvcchrchYcAr:WvAW AT coniai[Socteol eniasd <o
2000
0000|007 Deteced | Tociios]

|

I%g
B8

oo
foomiosr oo

-'!_m—— corct Mm— 0.00031G0.0005 ﬂmmm— Ee Pt ANAEGEE
0000 [t 005 peieced | T e e e o oacaTcr oo leaninansabent ATacazazo.
0000 [ Detectd | fosezes e e B ot e TP gt FATES AV PP [

O
2000 ot a4 o e seoaconios [conios [Unanon [AcA A CeadraTs e Erar T e ATt AT

[ neiecied | el L
0000 [Conoro] STGT sensconiod; | contod Iinannou] [T oo e Te e A ot ot

Gans
2000 fooen | antaoeeced IEtatl o 2 foT senlconiodtconot {inannnd] AT ARAAT TTGTGTTCAGT CARATATCGTCT COTGTTARTTATGATTT |

0000 — ot Unamnat T A T T T AT TATE AR T2 T o el Sone ool A Ao s g o500
o0 [ once: [ M8l opers [ g8l —ots T Soocontodt] cominiUommast TATTTTCTBAMAT T COATOT CCOTITCS T ST EACE T BC T
ey e e e

e
mﬂmmm
osfconsnansomaf mannon] ACAGE T TEACACTGoCA CAGGCEONCATO oCAGOATAG TGoTA
o001 coniodi Unannot]

e [tz nehfarsco00m0 i
ArCTACITTICAseCTTCoCTTeAST < feomosssancusofsen 1 o] G016 stz ioen il eEar Evbsor

EREBEEER @f EllEEEEEERR
EEEBEEEERREEEEEEEEERRE!

8

515 anen[ 71 oo 1
[orsl oo
o sns [ Sens]contoar]

S AAG A ARG AL G TCAT CCATY T AATGACCTC T CTATAT 111 coniodil Saie 6ol TGP GG 00031512 d0eh[ATi 57 A
rcricer ACAAARTGTT [l e o o [ 2 doenf o1

05D aai] GO 0o0s s dneh{ AT 1Ayt | s

H

B

ue

Bl
4HHE
BERSIE

2]

E
2

i

foa s = dnenf 1] o]
YTy

53]

16,4001

EEE

0000 Comoron] T
sorm mm
o foseses foseces ] — crvcvcw vy CAcTTTITCATC I cAcTeoAT CCCA [ continaii Soivc0so]
) o e mm_ ATaGaz7001
nnnn m = Gre AuCEAcVYAAEVYmmvAvAvcccAcvAccAAcMc“cAAcAccAAc [ conting1 Solve00o] Custeine [GO-0030 SL2 d0eh] £ecse200 1
[vustone-h[Go 0005 Si anchl » 50110 1
m-m CLCCACACACACDMADCDAWDAAcAcAcu mmmmmc Unknown Protein 4] SL2 40eh[AT1G 152507
fr nm [T Senslcontoo cont2ail Unsnnot | CCTT GGAT AGTGAGATCT GEGETTTCT AAAT TTCGEATTTTGATCAT 7| contindst]Solveofol Unknown Protein (o]t 5 aneh £755>4 coet
0000 mmm AVCTAYAYDYACDYVccAc:mvccAmmvcAccAMc:vA:cAcvn sancorof e ol o uuelsaoen s [0
2000 (G Sens]contnaz] continiz(Lnsnnols] CTTCCCAMAAAACACCAACAACAACATAT CTCACARAT GGGGTGT AR contiad2(] 52 abeh[AT1 2690 1
s cummm — ncumc::mcmcrccrArAA:vch:mA cc“w S E P
[ootes |t el coces |t —
G000 0080l etcced | [ oioo] rvcvm sm oo Siveogal A e 60,0006 G G s contosz ] soneosal A ]G0 000 st 2doehl s icovc
0000 -m-m S o Tt P St P T ) T I 1) e
G e ey [oeicced [ 4901 050 [oT sensconiodz | antoz | Unannor] CCATGAT COAT AT 1T GCGATTGCGCTAGT AGGT CAGAGACAACLTC cantita ] soue el ERGIDA (WD Vi Lo ADhI A 173072
sorn G sons] LCITToeCTACeaGcaMGGoMGETTGoaaMTICAC AT cT 1A fconadaf S ateh| ATsGans] pGoT
000! ST TIC I TCcoAsoACooc oniota] SoveosalUnnown ot o SLEeN o 2o

unknow]

2129

e

gg

25

UHHﬁH
BB}

S ms

oo
h[ATsG1E1I0 T

alarzczns

S sames s caare

A e
VMTVAVTWDTYCTAAYCTYCYAYAACVYWAAWCchAch Fconiodz Savcorol Chinasel G panoLZdoen -1 15037

1 Emn

B

0000
oo (Y e — !ﬁ‘vkmn mvnmﬂ
001 [ Detctea | z O TG AT TCAGACTACCAAAT GAAACA AEAMMCTCY b [coniada Sovcosal hasahl oo Grce] o P
fry -'lm-!m nnai] TEACTTIATTATCT T TEEAGTETCEAGATT o CCAT | conindai SaweDto Wutioro[G0 0003 Stz sveh] 26745 i I
o0 [t g o | o]

nknow]

P

i

[asso oos TocrT uAVcVTACAEATEVCAVCEAMAEATDCAEAACTAAYAC Zosfcomosalsoncosol Cuseol o0l Er e

unknow]

2651

Bl B EERE KRBl
R BB R R R B ER

BI3[REE F [R[E S

q

&

sous

EhREEEERR R
i S e E e S EE EEEH

e BEEEEREEREE LR

EEREEEEEELEERR

5[5 [5] 22235 5[5

slelslele s leksl: b 5o 35:55;;5 A
2L REREERERER HH ﬂ N 12|
EEEEEIERER S5 @) HeHEHEEEEEEEHEEEEE

Bzl
e 25
o
:
2
i
H

|21

:EHEEEEE
25 kIEE

&

1150, 14322

!!“E!Egag!g

Bl515(8 He 4
EEl E B[
S BRI R REE
EIEE

1as5.

8
ElE

ATiciioeos
ac Ty
-m {CACCCAGTCAGCTAT CCCTTAT TTTTACTGAATTTTCATATCTATTGA continaal_snia | svua | swa | swa | onua |
Iy
fr — contotsochonf e SCCACoTaRGAGCTCATC T Iy
oo —gsse] o
ITCAnsCe ARG TCE AT TACaToTT T Cabod I T
m o
66 [coniodi Seivebel Shan e[ G0- 0008 ST2 Aoeh e 71
fr
o0zl
....... | g eze] e [t et [t tt] o 11 o Senscontoerfconind a7 contna ] st oo e
o8 SLzi0ens 1
i | 2041 61 [T SenslconioeconiosolVinky | TCGTAT | conios Seiei ] Solee 0ol val .00
0000

i

sl b RbEEEEERR

el A A
12[3 = [ |3] HEEEEHEEEE
2]

o 1 { otz |
-ﬂmml ACAGAATTCTAATICATTTITGAGGITCTGG o v v v e e
o T N T T i B 7 7 T
P s e Ty
e B oo s T sonconinttcomind AT s A AT A T GAAMACEGETAMAT AT ECAST T T T
e e 0077 Criac AWA:mmmcmAwmmcmna CATGGAT contodzi | sia | A | A | oun ]
Ty
021 cEAYuAAYchvYAAEEATACEAAEACDTYCTEACYA”CATYCEYTYC Jeontnsa] sna | aa | sua | ana | o | s
0000 [t 084 peiecied | [ Ac mmmmm—
S0 508 e Ao AL GG AT GAT T ARG GG GAATAGTTTAACG oM canidad s T—shia 1A T—shia || a0
ot comTe i = . . | s
—— ] ool ol
I‘Yrrrrrrr-r i cloontioax] s | owa [ swa [ swa | o T on
-!m—m AWuAvAvccrAnnrAcAvnMc"cc:vmccAcvccAccc Aconioas] s | oua | awa | swa | o | on
e e .| oo conintaconio o i Jconunan] —swa | —sa | sun | _sua |
[oeics T ol omces | —m—mm 1o oo Leonit ool e[ oot o e s
s ] G0 00ai stz dneh] a7 G000
Fino 12 1 an consocs m——m
— Lo o e
0000 s440 [Sorve00[wimy 73] GO0045:/SL2
2000 m-!mmm
o] fomece | [ oous] 51 aroin ] oto] Harpin nduc
0000
0000

7
-mmm-mmm 1
[ Detecia | [ Detecid | —ooslor senelconusaeomusalcal dcicr i ol s1vis  60.0017] GO-0017 [contios SoiveozolCall vis  GO-00161 1.
Tausin rec] ARAAT ] contnsa] Soiveoal w <o i s oo
e e comosisoncosolsoncosol usoeu [ 0 auis [0 dui [sonsosa Sovosal Sucosu S0 001 L2 dc
y

00
00

o
!
i
d

B

o

0075 o far AAAVCA fconicsa] ol m £ o i roren rAHva: o[ F-box .....m sienfsuz o

[t na oerected |

[eectnes]
co a1 aoer
[ Deteciea |_3067] L2400t

1] FITRT

T T T e T T e e S om0

m S .0:s160 s fcomsossoncotol swaan [ S0 aois 2 Ancnx Sveiar
o = -ma Sl Sl cat o coo| oo osl

P o257 7 GAT 0] contos SoncO 7ol SanvcD ol Endauc G

m-'!m ccvccco TGS G006 st Somcoes] s GO 00035 e
Lo

— ATsGoaam0 1
55 ooceLcontosssacoTol ndamiucl G0 pds 2 doen 7252 1275
....... -m— o i Ao snconl socote]ons il co oo oo G0 o00u{Sr5dpenT AT Casien
001 Cons -!m Cons 0075 oAt soniot] ottt ottt Lnknown srten V1| ol ncnoun proen s aoen o T
fr w ool Smeal o ] oG o] nm ATiGAnIE0 2
0000 m-!mm-!zl A€ B ATAGC 2 i use [ 0o feomuosatlsocoiol A tami o000 SISz anehls icis o
0000 fcamos|asorcal wmn 52 abeh[ AT sca7aon ©
0000 cao s‘ wcoo coniasi{Sovcotol somate G0 Gooal T P
2000 m-m-m 2 aten] 1626501
0000 {Detecia | [ oouo] S22 3] AT ARG coniati{ SovodelSouc 4ol T3S ALV - 84V |caniosil ahedel T35 sn\sLu bl ATic 161] AT
sorm m—-mmmmmm oot6i[St 2 aten] raciaris 1
Conaton]—Lt]conaren] i conogsocotal socttal et 0008 o000 contagt st et o0 s e i it
....... sovepsnln 1o o oo oo [ Soivenan] aP07] GO an0st i 2 ben[ AT 10000 &
5T 65T Sene] contats{consans] icoc] conosssauetral crouc sonued esons L conos s Soveogeleron soones el L2 sl L] o0
fr -um—mmzmm sl SC2 dneh] o507 1
0000 m 0] ses T senslconuos fconuoe o s i fcomsoe sancozof soncopo vosel 0ot [0 0o [somsosT Sovcozol sl mnmu sz ATacsid]pET
o Y e wmm mmm e BT
m [oeiced] 00a7 rccm — sm afarscer
....... mm-m Eeried
-m LCraTd oSS R VL Cavzse G i Vi 2 doen ATt
....-- a7 [ otecied |4 108 Deiecied | 19861 0 041 [T Sens] 60 G5 dpenT AT ot
oo {oueccs |08 Dewces|—igaa o0 CATCT oot Saicste] Sleeosol nkwoien (i ofuninoun pron s zaoen 1< it
fr -m-nm—mmmm ATaGo1am0 1
0000|5153 Detected | 8.388] Dotected [_t268] 072! TCCAAA conto?0] Soiveool Sotvc06o] Giucosyl yansferase famiv & |
sorm { otected |1 1081 ootected |—450] 0 050 |67 Sens|controd connrod —— coonis
8] cororon} 905 Acaccal Soivc100[ Sove10a
] ) | e o st e e e
i 171 By

0000 (0945 neiecied |
0000 (1267 Deteced |

sizoalsriciol
1560006 Co oo Toonia?] Slveiool arboie| GO 0o0e Tt e ic 20 A TACA

ol nml  eonsar G0 oo {SrsdpenTArscomizo

Cantio 72 [Phosoho] TETGAA cantin>] Soivento <4nw|un Co ooe o anes] Tenasahof oo ool saoenf oo oo
srccrc ——m sl o 2[pLosET)

oo -!m-mum ol armcves
fsansusol amasal G0 s 0 cousfcomuoTasohctsol camosul oo 05

—————
{oueces [satl—oicalc

o6l il pansiasll un
e e (R T
oy

SV TR

A0uAl

— T monnos [ eh
s CATCS coniori saueiee] Sovesol Ausna] G0 0008 o oo cantsi Soueosol Aleraai| GO 0o0bl s 2 dteh[ 52 [0
T [enasona mmm

PLDgET

aimoay]

selalelllslel bl
SREEEREREREE
8|5 [2[3[R]3]2 |5 |28 [8[3]5]2]

8

Sir2)

543@ HANSHEES »iﬂ

18- [=[2[2] ai‘ HHENEHEEE

g
:
e

5[5 [R[5 [R5 |58 |= 5 [#] Eﬂﬂﬂi:és‘i’

813315 ]E[=[3[52)

A
H

BEELEERER EEEEEEEEEEERERRE e

BLELEEEER N 4HS 232 [E[E! £

EEREEERRR SRR E e R E B IR R e E 2 5 B[4
g

B
2

Ilag

i8[s

i

Lk lEREEELEEERRER
2R R [ B R E B E R

28|3[2 g5 Ble |8 8|3 [R 3 |2 [2 2 3|2 [8 3 1|8 [x |8 |5 2]

i

EREEREEREEER
SR ELEEREEE
RIS Bl E 2]

4

ot 13 [piir s

ERE[EEERREEEERE
Bk E B R R E R
ElEBEEEEREEEESEE

e

.

ﬂ%ﬁ%ﬁ
B[RS

H
:

Am 72

a5

o140 Tccars] contioral]
m =
) e Faicizof ecemorl G5 Gt oL doenf 1575

G676

SEEEReEE
3] ElNEE

Teontor o tfoaceclcontaresobeoo] el chconsfansanss Cire o

s (e o7 Thcamir TATTCo] antags] Sohetse]Soheize ecemar] G5 009810 003 fcontors o
T ——mnm— hfarschiseo
nmn [—t.160] oeteceed | {Detecia | o5 S 000e [0 0oue feomuoTs [socsol ool 2 SOGo0s g sl i
o0 (i e [t o [Stba] 007 senefcomta7fconta7 U lucl TG ] cono sale o] Saeo] o ahcl o0 ool 0 aoseansata G0 onani stz sneh] aocaonon
006 1CT SonsTconio7i]canio7iUnnoun| TFATT] conio7a] Soeeioe] Sleeioe] nknnwnvmmnrwﬂovn feonso i sancioofnunous proen s asenfs oo
....... -m-!m-n:lmm rrm Consara] www M\wl‘ﬁ" e[St anehf a7 cono [
oo { Comoronf Conaron |28l o0zolST senslconsorslconsorsl nsnoun] AT onto7sd soncsdalSocazal o mwnw i i U3 ] ko potin (1 SL2 Ah{A 00110
....... — T — e e 17 Eonorol S 5] Acent s et e 5
-'!.m-nm—

7ol contin 7o Ace: mw 12
o003 ceume caumm S ute 60 0ui feomsors Sovcoio
T 1 o e B ) ] o e e 60 onosco oo [Soivensolviaoue] arzGoia[ExGr.Ad
o0 —son] 200810076 [GTSens[comuoso fcanuoso ] Celuioze] TGTGGA c!umummme feCize | contoso SanepaolCeluosel 60.0051{ s atenl A <o 1 CoL
2000 o ] e RS o S R o G0 ov0sst2 s0eh] aocam00 1
0000 HE ACaA con — o e oo el st
o o B oo NN w2at] s ) saneanins mmm [tz aveharicizron 1
a0 I 108 o | 08 etecd |3 1891 136 oT senconiosconsoss rkosarl AT TTAC ISip il e issio
-!mm-mm e o s ] oo
TCChGAG oniose] Saieire]Soveozo necemar] GO-000 [sohstzol oo oo
—— o s N IR
oA 004160 cgaconsopidsoncosol Tehansl o ooul L2 alArscesdlATTon
Solve100[Flcttor resnansive rotein 3 0f contneil Salve1o| Elicor-resnansive [ St anchf 71054160 1
—mm Tco oo s‘ Stz aoch ATsc om0 1
oo co ooe ;4 515 anen[ A71co0e0 1
—

[oeiced] — [AGTCTA con
-!El-!m-m
[ v o [=t268]0010[Gr Sens|contons contasedTrehalos | ATTCTT contas Solvcosof [Stehos] o Go0e G0 000 s< SL2aoen|ATic 126501
oo —rots| e | om0l cetes | 0sa|— o 07l r—sooe] oo conion ol oA Comtons Soe16] S5 oo £ o003 £ oo mvnmr St ateh[AT1Gra070 7
T T -!El—— G TAGH coniai mm— 00005 G000 s< T ES e E
fooeses [l o e ot senscontosiconsos loaue AT [saniat] sohcotolsahcttol ol 0 ool 0 ol feo sl aTsGars|xrs
[ eiced |40 104 oT sensconias caniossine o] TGCACl conios Seiveoza smmm 50 0004 G0 Gooalconias Soveogolprsine 4] GO 0008t 2 d0ehl 3 3 € 7
St abeh[ AT 1950 2

saored]

8
%E%Eaalaalllgala

i3

3|=|5[]3[2]5[8]5[8)

i

8o [2[8|8 e33R 58]

i
8
8
8

BEEE
HEEE
Ll
= 5[5 (8]
!Il@
:

EEHEEHSEEeEHEEE EHEEE

A
i
A
H
H
g!!!;!!ﬁ

i

LB REEEEEREERE
B3RS R R EEEE EEEREER

g

5

EELEEEEERERE
SRR EREE

2)5]2]5]2]
M
3
2]
|21

o

mm
mﬂm— i aore s aroconisgo  Sovcopol A nducile roid szmel o
mm—— l!m— ATacasalpzs

|—tos2l —00s0GT Sens|contoot conuooi L sine o AucVAvw Stz aoch Aricsiaio
-nz-!m-m wmn <4w et mmmmm nmu s fae
Go0 Ewrs mmm-:ﬂ:l— [ Aisine dAGTGTG]coniaoilSouctTol Sicotel Akained So.00e cao = {consoo1 soweotel Akaine S0 soosl sz snl- [0
oo o for el con oo oo 5 2o ool Sove] Soveois] s o aooe £ coe | et
000! [GT Senslconiss2coniasa Do LIACKGT contos [ Ssicosal b6 o]0 0020] G0 Go2oconiaea Soeosol e & o] G0.0042 sLunch AT2462101

fry -!mmmmm G0 on0aGo anon] 60 000l St tnehf a1 70060 >
a0 [—0888] oo | {Detected [ 261 0136 [GT Sens|contoosconuoos]xvanasel CATTGT S 00e G0 oue feomuosssoncoio cumsel o oo i i T S T

-m-!m-m—— coan mmmm— azEr

Gano Eaisofoueced] [ Deteciea | T

[ATLG o

Sizdoenlarscrolror Al v ]

%iﬁ
23]
R
BlEERE =B3R5 2 B la |2 (813

H

EEEERE
e

!!
3
8

SERRRELERERE
2RI ERR
g

A

EEBEES
B2

570,01 2082 61] s73m0| 23328
i onar| 1305

63202] 7a.4003]
a7 16
7379 ses 065 | 101800
170043 1s0n]

T266.4 [ o7658] 120021
s anona
o705 assLr4]

Rl

&

T35

S BB e EE EER EE LR HeHA
BEEREIE sl R el B R 13 B BRIl S E ElE s B R

754303

1040.34
Tason1| z2103] asooe 130206

s614.68] 2140.26] 1610.33)

sss0ar] 1 15241

(oo

e
ot

: 2Bl
e e
Bl RlEEER

5
Tt oona [ ton1 | 5 avos
o667] 130008 | 71327
"o aton

conoss | Resisiand Go onos] [0 oos]
9015 [GT Sens] mmmmww Ry of o 1 w0 [sLzsoen - =it
....-- o
s {Detecia | sssl amnod crvcm 50 00 TcaninosSclveogol aminoc] G0 004s]
e e [ooniasa]
TSsiveosal Soveoslrs
£ TR T R T CAACCACAAGCCCCTAMCCTAGAATTAATATTGTATCICTTAGGTCA | T T T T
pATiGE22001
fr

aaATGCT
—mm B o= 1

¥ {0264 [GTens] cantass]conioos Endo el mcm S o011 ot feontosssomcotol nda bl o GOiS[SLZdoen 27015707
B e B e e et e ) =G0 ooas S09 dneh] aacoi0o0 1
Floiin 1 AVCVTU
 oetected | 4941 000 {67 Sens|contor cons? Short i GGEGGTlconinor Sotcnl Solvensal Short nternode related seaue] hfArscoas i
m —
— i [SaneomalEarimnel G0 oot dpen]AToCbi1
nmn |l bocei | 0sssleteced | 008106 oT sensconiaoal onsosaline 0 ] ATAT Al consasa] T 12 G0 oooe G0 oooeTcantooa Soveosol i 1 ]G0 0OBATSLE #ooh]T2C0s2 T TF
-!mmm-m (GT Sens[ 2012 ot Yr-rrrnr-rrrArrrrAYr-Yr-YAAYArrAYArrArJYYrArrYrJrJrJrAWnerrY«
o carH G
) e e e e [ Tosrun: | rmr,rmmnrnrnmummrnmmmmn.».»mrmmrc
0000|0935 Deteced | fosses [—tasol— oouelorsensfconsoiGconsoi3] cor ool 11111 ontos0] sovestufSones0e]uoP alc] G0 0008160 000 fcontat] Sowei ol DO aue 60 000 ST - 2e,0
e N oo N o] slcontn 0 2 [ oo e s i [copits m hArGa0] pGre
T 7 ET e e S o
hATicE2500 1
s
Go0 [oeiced]

o o]

Ioeicced |40l —o1s 0T sensconio ol canioiolliser elGTT ATCHconiodl Sohtsa] otstSol Maior sl 0,005 slco o5l onto10]somegealMao ] GO 0008 g el 1o
Dot s mmm St ateh[ Arscea000
Come -!zl-xm oo g [ soe o oce | nos feonso1asancisofuop aucl oo cne[s oo 01

....... [ a8 [Deiecte | mmm St aten[ A scos00
el 50107 Sensconteri{comterif s AT Auninsespansie 1 roduc]conto [ Souetia] i <esaansive Gl L A0hl 771451 1577
-m———mm—— AT2Gas180
m-'!_m [ Sotvcosof Solvc0sa Resistand GO-0006 ]

0000 | 0135 [GT ens|contoti]conuoit{Resisiand ATcCTT 106 G0 0008 [conta1 1 Sotveoso] Ce-nbs [ 60-0006]SL2 dvehf A5G 17620

0000 [0 18] neiecied | -m—mmm oo amafstpamen]nrac oo

0000 -'!.mm mm 125D sl acrC ol consois Sovszal Sovsaol FAD ndins doman contannlcansat o SoveiZol tonoons] 60,0008 Lo < oo

oo e -m:ﬂ mmn 5 ateh[ ATscoan]
r:mc Eam P ooten rmmmv m«m T EEr e

] 7 e | o e 4 ) e snnerf el onint 1 sl sobeorofUnknen s 31 [eantati =

0000 fosezes fosezes o231 oG] conioi?] Saicsae] Sleeosl

2000 P DT e o P e e (e e e e Lo

0000 foccceq | foccced |

—sosolorsensfconoiz [conots [ronsdad st cclconoizlsohcozolsovcozolpovala

B

43031

i —
56 oot 0 uaocomtolsSocbgol Cuoeo nm sz T e e
[ e [ o [comora] s oo e e o coo|

foceced [tien] onic
T 1 7 MR (o G 27 RO 9 o) ot s TR
CAcaTe fsansssolcusic oo oue 2o Aucm] I mcc
-nm————

[ ooso] [eecneslcr oA fconotfsohstrol sohetzal ecnescotosal oo

cao G0 000 445L24 T ISty
o ononfco
o

62928

7
1055 85 12071

) i o) e e+ e e
Gooal—osms] [t onecea |z o T biseas TS vt e e et ooy
oo S e ) e ) M o o o i e i wmun
I 110 o [ 081G oo [CT sensconsai ] omioi [cncol G TATAT] i[co ooir]co anir)

frr -ﬂnm-mmmmm
G e ey {Detecia | [ ozei] 084 Solvcoso] Decarbos]
oo e

m

[asssa 12as] oa09]
204633 755683

....-- e

000! —um [ ooszfc: a = ninou proen elsizsoenls i
fry e T ) T e T el s s i e e ST e
60050751 Doces [—izis] 200 caumm oo us lcoc0i2

= )
il 120 55| 780 ono | a0 50t 105 ane | 72 asw [ o7 567

i R
5-ac feonse1adsansosofsutouanl o conc S el T
Cataivic

52| s50.902] 346526 | 306201 az0s6] 101034 125,065
ol o o003 [0 979 a7 0012|121

s
o 2 {contos] Solvcozol Cattovi] 7 e
wmw e P e I B -~
m — fonsnonn roen e vi1_Jconsotesonciool ol ot bl SLZ A0 2 2ot
mm icnf Arsc10]ATGS T
Garcacle: ] Suioran]G0-000a]
Sl conto17 ] conta1 e —— anaair] 0n {515 nehl Ao 10650 1
[ Detecied | {Detecid | G055 [oT senaconiai 1 onioiTpecines AATG T coniai7] SoeopolSouctzol ecanesi Go-0iAbl G0 0030 i1 Sae 720803005 | laricossior
Jcontt coniot7] —m a1
0000 {Detecia | fosezes nio1s]Socoslsolvcoo
0000 [ 185 peieciea | fooeres [ttt o it sensconto i conio s ARGl ot sacotnl St
0000 [eascc] cY contosfSol P oroten Ersoment (4
sorn mmmw eoaia]c0 o0 o = Eanioia] oo 0055t 2 d0cn] Ao
oo mmm S 00e G oce fconio1a Savcrtolrdmea] oo o2 doen 21210537
i e v 00 [67 Sens] contotl conio 1] Sutorcan] AAGAG [contin 1] Sotvesol Satvcosa Suttorran! 60 000n | G0 anor | contin1l Satvensol Sultoiran o oo aTac
ooooltgre] concoe} -!l:lm Toa mmm 55.0000] 66060 coniai o Slvsol i ] G0 Go0o 17 40 st
2000 {Deiecia | ———
0000 [osasloT sonsTconioioTconioro] ashs S TATad g o 161 o ot fconat ot sl o G0 S ] Ancma Au‘mn
0000 = or oo mmmn, contais] <4nw|un <4nw|un o m
0000|0018/ Deteced | [ Detecid | c AVCr D o
oo a1 . 60 00056 000 conti19i Savczol Polvasiad

G0 onos stz nen]
— Sohciis io0un praien (D VI Cnunoun roten s ool o0
—m

{Detecid |

o]
E TG 000tz d0enl A T2C0:c[\i i

Gearre] SeieizalSoleeizolCousne ] G6-0008] 5 005 i o Soee 20l e

Rz el

7| 7asas] 13007
7]

6| 573 162 6o7 564 [ 206 163] 750706
15al 0> san | s 510 o1 omal 10 173 [ 17 ans]
Series [Csoits oo e izere| Tuiose
{moa as [ 1nmon 1| ante on [ sntatnl ainzns |
70002 [ 152 164|155 s 2s3sms| s le]

25.0646]_11159]
25685

37,3645 [ saz613] Ta2170]
7 BT R T 2
sl 715623 sas207[ 209837




e e R e R ot B e Sana] 0 0 ke 7 CC ] cone St stk e D | i T | PSR T K [ T il o s
Eﬂ-m 0230 5 o foseaeo [ ooss] dIsoncizosoncizo covene [ S0 aussl S oo consozol Toancizopoossoit ATicoss: e W e e R 1571 [sizer]
0t ] - e e e o e P e e sovenss mmmmmn i o[~ s 201 |37 oma
o038 0000 m:m— —-::;l G013 [CT Sensconsazol coniosol sun G CaRAconiazl Soveoslsaucdé] mwnp,mmmw Arsmumx Locarel ches o FYETT1] WERE Sl Tsss] ssm
oo | 0000 S48 e [t 010 et [ESHIM] 001 [ senefconto oo oot TrET T contast v o] wmnn racioe] pry sotaas
52 0000 e T T oniosil saeote]Soveosol Canieald G0-00511 G000t {anioa([soeeea Coreal e GO 00081 40hI AT 17150 1 s ezl 1] s s s
2000 ——— 7 s B P e ST [ | i oioee i [ et o3 or175e
0000 [ Detecied | focec o3 o s s ) L2 cAcomozisoncizofsoncizol nnpun proen 50 i {sontozi sovesaal unnoun o BISLEAEH - i1 sil_seseal s sl essial il oo
2000 fouces | rorafomeces [ otss o sansfeoniop fcontos fmsion TG oot Toanctas]Stecsal anm [conoz [ Saenano7aszo 1 1 — o o 296 3| ona 174] 1206 24 557 108 [ 710 590]
0000 [Comoronl 1 sl cetced | ofaroc cc wmmwawn feonsozssancosolncnoun Promin sz 0 rices; mrvz Bip] pips o TR T son[eaa 25795 aiis 2375
oo -m-m conio n‘ o[ Unknown, Protein (A]SL e 7216010 o2 1678 175064]
001 sss]0 s s-m m fcomca doosoelszuoenls oo o
1 Detncid v Sens[coniozi] [aicon] TOET I e R everied
0000 2] Unknous Em— 2 v
2000
0000 [ Detecid | [Uooluc] — I o s
Detncid -m— mm i ] ﬁmnm m q
[ oiod] oAl sesouse oene sunthase (AR contozt ]| s-m m o Sesauicrans e[S doen T3 1 e Si0se s 1524
[oeres | e |4 81— 171 [Cr—seoeconioo oo o o] S st S 75] S 7] o a1 [comase{atecor B e coer o oo ov a5 e ima i v s
m m 71— 52217 Senecontedcontezt{CueiualTCOAC contost Sancbso acoso]oaeheo i o3 o G contogh Sovodol Cutoeho] GA00I0 S denf 5.4 7]
-mﬂ—mm— i
nnnn mmmﬂzl <o sl co uielcomozalsoncoolsoune ml ocois ATscatt60.
e mm Leommass] mm [ et oo oS !nm:mummmu . Bm
-m cmmu ol Sabere o auss o uucslconsozsl Sovosol Sbeel[GOOO0SISLETER - 1ot 13 s [ezs] 1293 Tsss suzs
T o e P P i i i 1) <P ot 1) e s s Fiinisl oz siinaa| iineel 5751
{Detecied | o023 [GT sens]contozardconuoz]Lusine ke rccm Eamm!mmmm Ancisns Toooulonrs T R R R e e
....... [t 098] cetected |1 008 eected |t 008] 001167 Sensfconiooo | contnzod Resenior] umm [esconnrl o oo oo oo G0-0006 Stz neh] 4G50 R W T Sesa] on
—sosslorsonslcomorslconorsdoncanolarrrcal [Somislcocs| Tooniazsd Soucoso Decarbe] G005 dneh[ 435215 A | T o
oo Y e S0 [T ] conios ] connaf ansanf P fenminga e e oo cansaorir Cock e v i IStz vehfarsczen 1
nnnn m m T ok contazal ametiof e 1ol TP svl 50 G5 5 i fcomtogll ool ATP s G- GaS Sz dcn Encod:
mwm Scaraon nknou] o1t [ an o5 [ 1 nano]
m— i fcomorssoncosolsoncsol s [S0.00s0] 60,6056 santezsd somessalecarsml SO o] EUCE M ) e ) e mnz
....... -m:ﬂ—m 0] phioem 1[G [ zas 713
S2z5lGT senslconuezs consozsocarsol il comorssoncosolsoncosolpecaol o wis GO is m—m mcm Leniiorel o | mx zm v e
oo —arel e |t coies | 0l — 1 [cr—seoel oo e oA coni oA oo 17 Eomooel S| S 1] She sy cot .| contase] S 0] oo o nde 15 4 oz mmmm
a0 — one fcacrcrfcomorssoncoiolsonctiol Aohanul 00050160 Gosolsantezs] Somepial ona nu| G0 8ol Siorooi " ducoaul it o iz o] [asor] n s Lisnl e
S T G Yo e Er st wm..n nknown prote ] oW bind ez 154 m T e
G000 osaloeicced | [ Detecid | —oseclors GooilATpA_| Encodss chic 06 77889 sm pri
0000 -ummm ol 1 1 rec] G0 0n0al sz m« w s
0000 {Detecia | [ Deteciea | —sootforsensfconore conorelUnuneunl AT chlsonsozelsovcolSolvciol nnoun proten (D Ui feoniosa o] I
0000 mmmm—mn oioaind
Soosf—siseleeces | 4AGTG] conios6l saueoe] Slve00o i i et caniilSoee 101 A conl G- S SL ehl 71 5] cwr
Detncid & i contost aucoro st G 2400 | oo |'u|17~z oo | uww o]
focec [ Deteciea |-1.126] onio21] contoz1({ Reductas] CACTGAT coni nmummcsaqem 771 Soisssl 2049
....-- ot M en contoz ] Teomorn oo saneozol e e e F oy o 2
o255 — GGCAA] conto21 SoiveoTal Sowveo7o] Hsidine [ GO:0030] G0-0030 | contiaaT Solve08o] Decarbor]Go-0030] Stz dveh] i | _siin
sensfconios con ] Tuisiin i Jconuozr] :..mm T T s ey TETHM— T
56 o007 o ot fcomtor T somcoToscevan] o Gooe S dcn Arzezoq B
f o o o o0 e o sosof sl oo i - T
L — 610 000 i Soeceo Ereiose GO DN L2 dhI 5050
———mmm ATiG1390 1
m——mlﬂm o o00a] S cooalconsozesoncosoluntz il o uoalsLzaoen s o [-o5
mm Cr suninasa (ARl 517 aveh[ 71 10 cri
000 [cnimsd i T TS — Arscis oA G557 {1 o] 6sps 06| 7oss ol ises o] zadszr|
lm:m e T SR o mm—m mm
Tociies |—16a] — T ot TS A A o [ a8 [ a8 smunmnm — e T
JGT Sens[coninaa]cantnand osoe 0] wnun o[ 050600220000 ot [ SUZ A A acoeo] = B0
—mmm—m Aricsizoi
et ceAcT contn Soiveornl Sotvenn] Cutochrol G0 ontei 66 anttfsanias| Stucin] Cuiachrol 66 oot i nchl 75ce
o] Sohcire 1G5 051 60 i fcontost samcozolovamal GO ugsSL2 | 277145507
[Sense |0 398 detected | T B R R e e | e e e 1o [soarrr]|
o e et e 0000 mm—m-ﬂm 7 e Teanioss Soivotol ool sounin |60 0005160 000 TconidaSolcotol ounin G0 0006 rscsir o) T57e3o]eaizi s o0o] sesrsl ss00zel Ssr i
-m:nmmm 60 onosSr anch] Zimren
el cosr | conlonsoi conso koo MTACH onso sl sl Eioen A0 vis_{sontos sovesiol mnoun st oSz snl - o seass EETE R R zs:ms
Detncind n\'u [T sens] =mx o, .f..mmw ATaG2s730
e ouirloT senlcomosolcomosolmma nvlchchc o] G0 0o G0 o sanioso oiveoTol oh R GO GOBBI LS #0ehlT5c 1115 Ceile] e )
Detncind -nm [-anien]Soneoes] Soueoie] niae] S 0050 o comioas{ e anchel e o 2o 1A= m —Ilm
[Octocod | 108810001 [T SonsTconioss Tconioss TECAT oa] fTACTAS AAccvccrccAccAmccrcAccc AccAccmm feomosz s | sun |_sun [_sun [ oon | _ous
T o comintifntrnent At roninta sl sobettofimtoomn v e TSR oo i o]
—soelorsensfcomomlconosssssoul Sl ChGACA coniadsd Soucoro eicore sesnmmnmsvm (i coniods] SaicotelSesauiesosns sun 2 doe] unknou] 55 avss] 51 0005 [ 70.7817] 405005
Conine [Eaminn|Soneors]Soneore]sdme [E 201515 coe| mmmm—mm o 5 o] o]
00 G osiTCT senconsasioniosiTvnaiuel TeaA] 00005 CO-0005 ] contios Sove12ol visaiue | GO:0005] SL2 4beh| A5G 22 7501
0000 m-m—mm—mm— sl 215124
0000 | Detected |_0008] Detected |_4438] 0204 |G Sens[contosi contoeafUnknour| 145GCG] [innoun roron 3560 U5 _fconaeilsoluctrol Unnoun roon S5 e oot ool o el s e ue| 205
0000 -um— Unknownl TCTGCT/ continsed] Saivoso] wwm [Unknown pratein arEp v | rANann v [ cramy] 0725 0506 |
0000 1o mm AT coniosTSohveosol olvosol Subiisin]G0-00041 G0 000 conipgsTSolvogol Subtis] s ms: Zoisse[ sl so sl s es] Tovi
2000 conioss] ——mmmmm -m.,m.: TEREEr Ve v s e
Soool_gsseloeeces | fosezes 01501 G Senslcont 76 comvo [ protena] [rcins AT CAcona e st st osnm o 0004l co-cooafcomtatel st el o s T oo 55| s sss0as]"675e1]
sorn oot Senslcontont dconusrd S5 contori ucorol oucoto i uced s e [ copit Solol Aoinnuce ]S 4ch ko] B e e e st
oo a8/ ot | 0048 mmmmm > a5 570l sis sl sissrsl sisom smosal ssss]
....... —m-ﬂm— mnnm TR TS Exen
— 5] sancsie] Solveoiolc mrsmsrmsem« mm mme T ae337 nzs 15705 [ 072 021 108734
———mm 081 515 anehl 7 5c0] s ] S sis] a5 a0 131055
000! 00201 G Senelconopacomuossifpecncst] Amm R e zmu lsms L] [eioze]
oot [ comaon soucoro Soucor] o | e coto oot il Soedapedaes aT2G20340 1T iwrosine [ enz n77] on a4 [ o2 aezal .m v
00 {Detecid | {Detecid | -m [uzsoss | uz]osz Lzuzzns CAACACYTACCAGTCCA T AT ST ACT T TCASTGCOACARCARAT =i B— s206 mm Cr W
m frarcr. T R T ACCAATTGCCTATT AAARAGTTAG T T [z zar —mmm
CCTaoAMAGAA T T T st —sssns Comsars ueros Dasom oo
o L ot T P o T Ty e e v T T e el
{Detecid | {Detecid | I I

007 IGT senal oisi [Uroiss | TP O AAGAGCAAG AT ACAAAAT CTGACACT TAAGAT GG TTAGC TTCACAAGTACT CAGAATS P e et e o]




GO ID GO ACCESSION GO Term p-value Count in Selection % Count in Selection Count in Total % Count in Total

6201]G0:0008794 arsenate reductase (glutared| 0.00 6 1.8518518 20 0.0577584
13089|G0:0030614 oxidoreductase activity, actin| 0.00 6 1.851851 20 0.0577584
13088]|G0:0030613 oxidoreductase activity, actin 0.00 6 1.8518518 20 0.0577584
13086|G0:0030611 arsenate reductase activity 0.00 6 1.851851 20 0.0577584
28364]G0:0065007 bioloéical reéulation 0.00 72 222221 4376 12637537
25094 G0:0050789|G0:0050791 |requlation of biological proce] 0.00 71 1.9135: 4315 12.461374
25098|G0:0050794|G0:0051244 |regulation of cellular process| 0.00 64 19.753086 3987 11.514136
11224|G0:0019222 requlation of metabolic proc] 0.00 48 14.814815 3115 8.995871
5243]G0:0007218 neuropeptide signaling pathwj 0.00 2 0.61728394/ 5 0.0144396
21058]G0:0045454|G0:0030503|¢ cell redox homeostasis 0.00 8 2.4691358 211 0.6093511
7074]G0O:0009815 1-aminocyclopropane-1-carhj 0.00 4 1.2345679 49 0.14150807
4530)G0:0006355|G0:0032583| requlation of transcription, DI 0.00 40 12.345679 2591 7.4826
25544]1G0:0051252 regulation of RNA metabolic 0.00 40 12.345679 2593 7.488376
13756]G0:0031326 requlation of cellular biosyntt] 0.00 40 12.345679 2605 7.523031
7141]G0:0009889 regulation of biosynthetic pro 0.00 40 12.345679 2605 7.523031
32213|G0:2000112 requlation of cellular macron]| 0.00 40 12.345679 2605 7.523031
7772]G0:0010556 regulation of macromolecule 0.00 40 12.345679 2605 7.523031
31493|G0:0080118 brassinosteroid sulfotransferd 0.00 3 0.9259259 25 0.072197996
5702|G0:0008146 sulfotransferase activity 0.00 4 1.2345679 54 0.15594767
11695]G0:0019725 cellular homeostasis 0.00 8 2.4691358 234 0.67577326
7692]G0:0010468 regulation of gene expressiorl 0.00 40 12.345679 2635 7.6096687
18925|G0:0042592 homeostatic process 0.00 8 2.4691358 238 0.68732494
19393|G0:0043086 negative regulation of catalyt| 0.00 7 2.1604939 188 0.54292893
20342 G0:0044092 negative regulation of molecy 0.00 7 2.1604939 188 0.54292893
27228]G0:0060255 regulation of macromolecule 0.00 40 12.345679 2660 7.6818666
25468|G0:0051171 requlation of nitrogen compo 0.00 40 12.345679 2675 7.7251854
11221]G0:0019219 regulation of nucleobase, nug 0.00 40 12.345679 2675 7.7251854
31465 G0:0080090 regulation of primary metabol 0.00 40 12.345679 2710 7.826263
28365 G0:0065008 regulation of biological qualit 0.00 9 27777777 316 0.9125827
19255]|G0:0042938 dipeptide transport | 0.00 5 1.5432099 105 0.3032316
19253|G0:0042936 dipeptide transporter activit | 0.00 5 1.5432099 105 0.3032316
8517]G0:001510: inorganic anion transmembrel 0.00 6 1.851851 154 0.44473964
3464]G0:0004857 enzyme inhibitor activit 0.00 6 1.8518518 157 0.4534034
12946]|G0:0030414 peptidase inhibitor activity | 0.00 5 1.5432099 110 0.31767118
7690]G0:0010466 negative regulation of peptidd 0.00 5 1.5432099 110 0.31767118
25636]G0:0051346 negative reqgulation of hydrold 0.00 5 1.5432099 110 0.31767118
9722]G0:0016641 oxidoreductase activity, actin 0.00 4 1.2345679 69 0.19926646
28100|G0:0061134 peptidase regulator activity 0.00 5 1.5432099 112 0.32344702
26711]G0:0052547 regulation of peptidase activij 0.00 5 1.5432099 112 0.32344702
13753|G0:003132 requlation of cellular metabol| 0.00 40 12.345679 2770 7.999538
9832]|G0:0016782 transferase activity, transferr] 0.01 4 1.2345679 74 0.21370606
8967]G0:0015698 inorganic anion transport 0.01 6 1.851851 176 0.5082739
13082]|G0:0030599 pectinesterase activity 0.01 6 1.8518518 178 0.5140497
3307]G0:0004675 transmembrane receptor prof 0.01 9 2.7777777 367 1.0598665
31431]G0:0080054 low affinity nitrate transmemif 0.01 3 0.9259259 45 0.1299564
12608|G0:0030001 metal ion transport 0.01 9 27777777 374 1.080082
4910])G0:0006811 ion transport 0.01 17 5.2469134 959 2.769515
219]G0:0000287 magnesium ion binding 0.01 2 0.61728394 16 0.046206716
9719]G0:0016638 oxidoreductase activity, actin 0.01 4 1.2345679 89 0.25702485
8608]|G0:001519: oligopeptide transporter actiy 0.01 5 1.5432099 139 0.40142086
8607]G0:0015197|G0O:0015637 eptide transporter activit) 0.01 5 1.5432099 139 0.40142086
9099]G0:0015 Eegtide transgort 0.01 5 1.5432099 141 0.4071967
4944]G0:0006857 oligopeptide transport 0.01 5 1.5432099 141 0.4071967
2986]G0:0004252 serine-type endopeptidase aj 0.01 5 1.5432099 144 0.41586044
5792]G0:0008271 secondary active sulfate tranl 0.01 2 0.61728394 18 0.051982556
22917|G0:0047429 nucleoside-triphosphate diuhl 0.01 2 0.61728394 18 0.051982556
8736]G0:0015381 high affinity sulfate transmen 0.01 2 0.61728394 18 0.051982556
6023]G0:0008569 minus-end-directed microtub 0.02 1 0.30864197 2 0.00577584
8526]G0:0015112 nitrate transmembrane transj 0.02 3 0.9259259 61 0.1761631
8975]G0:0015706|G0O:0006872 |nitrate transport 0.02 3 0.9259259 61 0.1761631
5213]|G0:0007186 G-protein coupled receptor DI 0.02 3 0.9259259 62 0.17905103
8530|G0:0015116 sulfate transmembrane transl 0.02 2 0.61728394 26 0.075085916
8494]1G0:0015075 ion transmembrane transpor| 0.02 14 4.3209877 827 2.3883097
16603|G0O:0034220 ion transmembrane transpori| 0.03 14 4.3209877 833 2.4056373
5793]G0:0008272|GO:0006870 |sulfate transport 0.03 2 0.61728394/ 28 0.080861755
5981)G0:0008509 anion transmembrane transp 0.03 6 1.851851 245 0.70754033
4917]G0:0006820|G0O:0006822 |anion transport 0.03 6 1.8518518 247 0.7133162
26845 G0:0052689 carboxylic ester hydrolase ad 0.03 10 3.0864198 538 1.5537009
9600]G0:0016491 oxidoreductase activity 0.03 24 7.4074073 1724 4.9787736
4528|G0O:000635: transcription termination, DN. 0.04 1 0.30864197 4 0.011551679
9351]G0:0016119 carotene metabolic process 0.04 1 0.30864197 4 0.011551679
9352]G0:0016120 carotene biosynthetic proces| 0.04 1 0.30864197 4 0.011551679
9819]G0:0016767 geranylgeranyl-diphosphate !l 0.04 1 0.30864197 4 0.011551679
18575|G0:0042214 terpene metabolic process | 0.04 1 0.30864197 4 0.011551679
21791]G0:0046246 terpene biosynthetic grocessl 0.04 1 0.30864197 4 0.011551679
22408]|G0:0046905 phytoene synthase activity 0.04 1 0.30864197 4 0.011551679
5196|G0:0007166 cell surface receptor linked sl 0.04 3 0.9259259 78 0.22525774
25626]G0:0051336 regulation of hvdrolase activi\l 0.04 5 1.5432099 196 0.5660323
3490]G0:0004888|G0:0004926 |transmembrane receptor act 0.04 10 3.0864198 571 1.6490022
8739]G0:0015385|G0:0015502 | sodium:hydrogen antiporter ¢ 0.04 2 0.61728394 36 0.10396511
4911]G0:0006812|GO:0006819]|¢ cation transport 0.05 11 3.3950617 662 1.9118029
11202|G0:0019199 transmembrane receptor pro| 0.05 9 27777777 504 1.4555116
22376]G0:0046873 metal ion transmembrane tré| 0.05 5 1.5432099 213 0.6151269
5766]G0:0008236 serine-type peptidase activityl 0.05 5 1.5432099 214 0.6180149
3476]G0:0004872|G0O:0019041 |receptor activity 0.05 11 3.3950617 672 1.9406822
5810]G0:0008290 F-actin capping protein comy] 0.05 1 0.30864197 6 0.01732752
8505]G0:0015089 high affinity copper ion transv| 0.05 1 0.30864197 6 0.01732752
14264|G0:0031849 olfactory receptor binding 0.05 1 0.30864197 6 0.01732752
2713]G0:0003863 3-methyl-2-oxobutanoate dell 0.05 1 0.30864197 6 0.01732752
5704]G0O:00081501GO:0000004|¢| biological process 0.0 222 68.51852 22215 64.155136
10103|G0:0017171 serine hidrolase activity 0.0 5 1.5432099 220 0.63534236
4990)G0:0006915|G0O:0008632 |apoptosis 0.0 5 1.5432099 227 0.6555578
3021])G0:0004337 geranyltranstransferase activ| 0.0 1 0.30864197 7 0.020215439
27063]G0:0060089 molecular transducer activit 0.07 12 3.7037036 787 2.2727928
3475]G0:0004871|G0O:0005062|F signal transducer activit 0.07 12 3.7037036 787 2.2727928
5195]G0:0007165]GO:0023033 |signal transduction 0.07 14 4.3209877 961 2.775291
12602]G0:0023052|G0:0023046 |signaling 0.07 14 4.3209877 961 2.775291
25998|G0:0051716 cellular response to stimulus 0.07 16 4.9382715 1138 3.2864528
7843]G0:0010628 positive regulation of gene e)| 0.07 1 0.30864197 8 0.023103358
21461 G0:0045893|G0:0043193|qpositive regulation of transcril 0.07 1 0.30864197 8 0.023103358
3022]G0:0004338 glucan exo-1,3-beta-glucosid| 0.07 1 0.30864197 8 0.023103358
3402]G0:0004791 thioredoxin-disulfide reductasl 0.07 1 0.30864197 8 0.023103358
5756]G0:0008219 cell death 0.07 5 1.5432099 239 0.69021285
8209]G0:0012501]|G0:0016244 |programmed cell death 0.07 5 1.5432099 239 0.69021285
9462]G0:0016265 death 0.07 5 1.5432099 239 0.69021285
3844]G0:0005451 monovalent cation:hydrogen 0.0: 2 0.61728394 49 0.14150807
25195]G0:0050896|G0:0051869 |response to stimulus 0.0: 24 7.4074073 1881 5.432177
19342]|G0:0043027 caspase inhibitor activity 0.0: 1 0.30864197 9 0.025991278
19343]G0:0043028 caspase regulator activit 0.0 1 0.30864197 9 0.025991278
19458]|G0:0043154|G0:0001719 |negative regulation of caspag 0.0: 1 0.30864197 9 0.025991278
19579]G0:0043281|G0:0043026 _|regulation of caspase activity| 0.0: 1 0.30864197 9 0.025991278
2975]G0:0004175|G0O:0016809 |endopeptidase activit 0.0: 6 1.8518518 320 0.9241344
25095]G0:0050790 regulation of catalytic activit 0.0 8 2.4691358 480 1.3862015
12794|G0:0030234 enzyme regulator activity 0.0¢ 7 2.1604939 403 1.1638317
28366]G0:0065009 regulation of molecular functif 0.0 8 2.4691358 484 1.3977532




8673]G0:0015291|G0:0015290|¢ secondary active transmemb 0.0 7 2.1604939 407 1.1753833
5678]G0:0008113|GO:0033742 |peptide-methionine-(S)-S-oxi 0.0¢ 1 0.30864197 10 0.0288792
9741]G0:0016668]GO:0016654 |oxidoreductase activity, actin| 0.0¢ 1 0.30864197 10 0.0288792
983]G0:0001664 G-protein-coupled receptor b 0.0¢ 1 0.30864197 10 0.0288792
12574]1G0:0022892 substrate-specific transportel| 0.10 19 5.8641977 1463 4.2250266
4909]G0:0006810|G0O:0015457|transport 0.10 28 8.641975 2315 6.6855345
25529|G0:0051234 establishment of Iucaliza\ionl 0.10 28 8.641975 2315 6.6855345
24966 G0:0050660 flavin adenine dinucleotide bi] 0.10 3 0.9259259 118 0.34077454
25476|G0:0051179 localization 0.10 28 8.641975 2319 6.697086
4913]G0:0006814|G0:0006834|¢ sodium ion transport 0.10 2 0.61728394/ 58 0.16749935
8499|G0:0015081|G0O:0022816 |sodium ion transmembrane | 0.10 2 0.61728394 58 0.16749935
18086]G0:0035725 sodium ion transmembrane t 0.10 2 0.61728394 58 0.16749935
29800 G0:0071436 sodium ion export 0.10 2 0.61728394/ 58 0.16749935
4526)G0:0006351|G0:0006350|¢ transcription, DNA-depender] 0.10 20 6.1728396 1575 4.548474
15176]G0:0032774 RNA biosynthetic process 0.10 20 6.1728396 1575 4.548474
7526]G0:0010301|G0O:0033710 |xanthoxin dehydrogenase ac| 0.11 1 0.30864197 12 0.03465504
8748|G0:0015398 high affinity secondary activel 0.11 1 0.30864197 12 0.03465504
21503|G0:0045935 positive regulation of nucleutl 0.11 1 0.30864197 12 0.03465504
25470]G0:0051173 positive regulation of nitroger| 0.11 1 0.30864197 12 0.03465504
25546]G0:0051254 positive regulation of RNA m| 0.11 1 0.30864197 12 0.03465504
2843]G0:0004034 aldose 1-epimerase activit 0.1 1 0.30864197 12 0.03465504
8149]G0:0010941 regulation of cell death 0.1 1 0.30864197 13 0.037542958
19298|G0:0042981 regulation of apoptosis 0.1 1 0.30864197 13 0.037542958
19381|G0:0043067|G0:0043070 |regulation of programmed c 0.1 1 0.30864197 13 0.037542958
22416]G0:0046915 transition metal ion Iransmenl 0.1 2 0.61728394 64 0.18482687
4641]G0:0006508 roteolysis 0.1 13 4.012346 965 2.7868426
12516]G0:0022804 active transmembrane trans| 0.1 11 3.3950617 787 2.2727928
31408]G0:0080031 |melhvl salicylate esterase ac] 0.1 1 0.30864197 14 0.040430877
12573]G0:0022891 substrate-specific transmeml| 0.1 16 4.9382715 1241 3.5839086
3473]G0:0004867 serine-type endopeptidase in| 0.1 2 0.61728394/ 66 0.1906027
7520]G0:0010294 abscisic acid qlucosvllransfell 0.1 1 0.30864197 15 0.043318797
9340|G0:0016108 tetraterpenoid metabolic pro( 0.1 1 0.30864197 15 0.043318797
9341]G0:0016109 tetraterpenoid biosynthetic ml 0.1 1 0.30864197 15 0.043318797
9348|G0:0016116 carotenoid metabolic proces 0.1 1 0.30864197 15 0.043318797
9349]G0:0016117 carotenoid biosynthetic procg 0.1 1 0.30864197 15 0.043318797
26959|G0:0055114 oxidation-reduction process 0.1 29 8.950617 2490 7.1909204
4954]G0:0006869 lipid transport 0.1 4 1.2345679 208 0.6006873
8085]G0:0010876 Iisid localization 0.1 4 1.2345679 208 0.6006873
32]|G0:0000041 transition metal ion transport 0.1 2 0.61728394 68 0.19637854
5840]G0:0008324 cation transmembrane transy| 0.1 8 2.4691358 538 1.5537009
3829)G0:0005381|G0:0005382|Ciron ion transmembrane trang 0.14 1 0.30864197 16 0.046206716
17134]G0:0034755 iron ion transmembrane trang 0.14 1 0.30864197 16 0.046206716
22412]1G0:0046910 pectinesterase inhibitor activi 0.14 1 0.30864197 16 0.046206716
31396]G0:0080019 fatty-acyl-CoA reductase (ald 0.14 1 0.30864197 16 0.046206716
2667]G0:0003777 microtubule motor activit 0.14 1 0.30864197 16 0.046206716
3742]G0:0005242 inward rectifier potassium chi 0.14 1 0.30864197 16 0.046206716
9740]G0:0016667 oxidoreductase activity, actin 0.15 2 0.61728394 72 0.20793022
18738]G0:0042389 omega-3 fatty acid desaturag 0.15 1 0.30864197 17 0.049094636
31498|G0:0080123 ijasmonate-amino svnlhelasel 0.15 1 0.30864197 17 0.049094636
5019]G0O:0006952|G0:0002217|¢ defense response 0.1! 4 1.2345679 221 0.63823026
7773]G0:0010557 positive regulation of macron| 0.1 1 0.30864197 18 0.051982556
12887]G0:0030332 cyclin binding 0.1 1 0.30864197 18 0.051982556
8810])G0:0015491 cation:cation antiporter activil 0.1 2 0.61728394 75 0.21659398
12547]G0:0022857]G0:0005386|¢ transmembrane transporter § 0.1 18 5.5555553 1483 4.282785
11776]G0:0019825 oxygen binding 0.1 6 1.8518518 389 1.1234008
5791]G0:0008270 zinc ion binding 0.17 22 6.7901235 1880 5.4292893
4921]G0:0006826|G0O:0015681 Jiron ion transport 0.17 1 0.30864197 20 0.0577584
5991]G0:0008519 ammonium transmembrane | 0.17 1 0.30864197 20 0.0577584
8965]G0:0015696 ammonium transport 0.17 1 0.30864197 20 0.0577584
9707]G0:0016624 oxidoreductase activity, actin 0.17 1 0.30864197 20 0.0577584
30844]G0:0072488 ammonium transmembrane | 0.17 1 0.30864197 20 0.0577584
716]G0:0001071 nucleic acid binding transcrip 0.1 17 5.2469134 1417 4.0921826
2643]G0:0003700|G0O:0000130 _|sequence-specific DNA bind\| 0.1 17 5.2469134 1417 4.0921826
3474]G0O:0004869|G0O:0004870 |cysteine-type endopeptidase)| 0.1 1 0.30864197 21 0.060646318
17024]1G0:0034645|G0:0034961 |cellular macromolecule biosy| 0.1 23 7.0987654 1999 5.7729516
6428]|G0:0009059|G0:0043284 |macromolecule biosynthetic 0.1 23 7.0987654 2003 5.7845035
22415|G0:0046914 transition metal ion binding 0.1 29 8.950617 2599 7.5057034
3828)G0:0005375|G0:0005378|C copper ion transmembrane t 0.1 1 0.30864197 22 0.06353424
4920])G0:0006825 copper ion transport 0.1 1 0.30864197 22 0.06353424
7143]G0:0009891 positive regulation of biosyntl} 0.1 1 0.30864197 22 0.06353424
13038]|G0:0030551 cyclic nucleotide binding 0.1 1 0.30864197 22 0.06353424
13758]|G0:0031328 positive regulation of cellular 0.1 1 0.30864197 22 0.06353424
17800]G0:0035434 copper ion transmembrane t 0.1 1 0.30864197 22 0.06353424
3955]G0:0005634 nucleus 0.1 17 5.2469134 1433 4.138389
7527]G0:0010302 2-oxoglutarate-dependent did 0. 1 0.30864197 23 0.06642216
12572]|G0:0022890|G0:0015082 _|inorganic cation Iransmembr‘l 0.20 5 1.5432099 332 0.9587894
31407]G0:0080030 methyl indole-3-acetate esle|| 0.20 1 0.30864197 24 0.06931008
26931]G0:0055085 transmembrane transport 0.20 18 5.5555553 1548 4.4705
4476|G0:0006278 RNA-dependent DNA replicg] 0.20 3 0.9259259 166 0.4793947
3723]G0:0005215|G0O:0005478 |transporter activit; 0.21 21 6.4814816 1844 5.325324
31895]G0:0090304 nucleic acid metabolic proce] 0.21 26 8.024692 2340 6.7577324
19125]|G0:0042802 identical protein binding 0.21 9 27777777 697 2.01288
18747]G0:0042398 cellular modified amino acid 0.21 1 0.30864197 25 0.072197996
9308|G0:0016070 RNA metabolic process 0. 21 6.4814816 1855 5.3570914
8516]/G0:0015101 organic cation transmembrar| 0. 1 0.30864197 26 0.075085916
8964]G0:0015695 organic cation transport 0. 1 0.30864197 26 0.075085916
9744]G0:0016671 oxidoreductase activity, actin 0. 1 0.30864197 26 0.075085916
8159]G0:0010951 negative regulation of endop| 0. 2 0.61728394 95 0.27435237
26712]G0:0052548 regulation of endopeptidase | 0. 2 0.61728394 95 0.27435237
28101]G0:0061135 endopeptidase regulator actil 0. 2 0.61728394 95 0.27435237
3472]G0:0004866 endopeptidase inhibitor aclivwl 0. 2 0.61728394 95 0.27435237
9346]G0:0016114 terpenoid biosynthetic proce 0. 1 0.30864197 27 0.077973835
3631)G0:0005089 Rho guanyl-nucleotide exchal 0. 1 0.30864197 27 0.077973835
6940|G0O:0009672 auxin:hydrogen symporter aj 0. 1 0.30864197 28 0.080861755
7145]G0:0009893 iti i 0. 1 0.30864197 28 0.080861755
7819]G0:0010604 0. 1 0.30864197 28 0.080861755
13755]|G0:0031325 0. 1 0.30864197 28 0.080861755
8681]G0:0015299 0. 2 0.61728394/ 98 0.28301615
22375|G0:0046872 0. 32 9.876543 2985 8.6204405
19126]G0:0042803 protein homodimerization ac] 0.24 4 1.2345679 265 0.7652988
4704]G0O:0006575 cellular modified amino acid 0.24 1 0.30864197 29 0.083749674.
4841]G0:0006721 terpenoid metabolic process 0.24 1 0.30864197 29 0.083749674.
19470|G0:0043167 ion binding 0.24 32 9.876543 2997 8.655096
19472]|G0:0043169 cation binding 0.24 32 9.876543 2997 8.655096
5916]G0O:0008422|GO:0016983 |beta-glucosidase activit 0.25 1 0.30864197 30 0.086637594
6216]G0:0008810 cellulase activity 0.25 1 0.30864197 30 0.086637594
2666]G0:0003774 motor activity 0.25 1 0.30864197 30 0.086637594
2870]G0:0004064 arylesterase activity 0.25 1 0.30864197 30 0.086637594
3518)G0:0004930|G0O:0001622|¢ G-protein coupled receptor | 0.25 1 0.30864197 30 0.086637594
22049|G0:0046527 glucosyltransferase activit 0. 4 1.2345679 270 0.77973837
11931]G0:0020037 heme binding 0. 7 2.1604939 550 1.5883559
3785]G0:0005315|G0:0005317 _|inorganic phosphate transme| 0. 1 0.30864197 32 0.09241343
4481]1G0:0006284 base-excision repair 0. 1 0.30864197 32 0.09241343
12833|G0:0030275 LRR domain binding 0. 1 0.30864197 32 0.09241343
23914|G0:0048522|G0:0051242 |positive regulation of cellular 0. 1 0.30864197 32 0.09241343
3717]G0:0005199 structural constituent of cell v| 0. 1 0.30864197 32 0.09241343
24968 G0:0050662 coenzyme binding 0.27 3 0.9259259 191 0.5515927
3749]G0:0005249 voltage-gated potassium cha| 0.27 1 0.30864197 34 0.09818927
3872]G0:0005506 iron ion binding 0. 7 2.1604939 563 1.6258988
6355]|G0:0008970 phospholipase Al activity 0. 1 0.30864197 35 0.10107719
23199|G0:0047714 galactolipase activity 0. 1 0.30864197 35 0.10107719
8680]G0:0015298 solute:cation antiporter activi 0. 2 0.61728394 112 0.32344702




29918|G0:0071554 cell wall organization or bioq‘l 0. 2 0.61728394 112 0.32344702
9933]|G0:0016903 oxidoreductase activity, aclinl 0. 2 0.61728394 113 0.32633495
12626]G0:0030029 actin filament-based process| 0. 1 0.30864197 36 0.10396511
12633]G0:0030036 actin cytoskeleton organizatid 0. 1 0.30864197 36 0.10396511
22478]|G0:0046982 i 0. 2 0.61728394/ 114 0.329: 6
3758]G0:0005267 potassium channel activity 0. 1 0.30864197 37 0.10685303
5066]G0:0007010 cytoskeleton organization | 0.30 1 0.30864197 38 0.10974095
12538]G0:0022843 voltage-gated cation channel| 0.30 1 0.30864197 38 0.10974095
8584]G0:0015171|G0O:0015359 |amino acid transmembrane {| 0.30 2 0.61728394 118 0.34077454
2521]G0:0003333 amino acid transmembrane {| 0.30 2 0.61728394 118 0.34077454
7691]G0:0010467 gene expression 0.30 21 6.4814816 1974 5.7007537
23910|G0:0048518|G0:0043119 |positive regulation of biologic] 0. 1 0.30864197 40 0.1155168
6884]G0:0009607 response to biotic stimulus 0. 2 0.61728394 122 0.3523262
4951]G0:0006865|G0O:0006866 |amino acid transport 0. 2 0.61728394/ 123 0.35521415
22409 G0:0046906 tetrapyrrole binding 0. 7 2.1604939 596 1.7212002
8461]G0:0015020]G0:0003981 |glucuronosyltransferase actiy 0. 1 0.30864197 42 0.121292636
13884]G0:0031461 cullin-RING ubiquitin ligase c} 0. 1 0.30864197 42 0.121292636
13656]G0:0031224 intrinsic to membrane 0. 13 4.012346 1193 3.4452884
3761]G0:0005275|G0O:0005279 |amine transmembrane transj| 0. 2 0.61728394 126 0.3638779
17617]G0:0035251 UDP-glucosyltransferase actl 0. 3 0.9259259 218 0.62956655
9186]|G0:0015926 glucosidase activit | 0.34 1 0.30864197 44 0.12706847
8666]G0:0015276 ligand-gated ion channel aclil 0.35 1 0.30864197 45 0.1299564
9893|G0:0016857 racemase and epimerase ac 0.35 1 0.30864197 45 0.1299564
12530]|G0:0022834 ligand-gated channel activit | 0.35 1 0.30864197 45 0.1299564
3630]G0:0005088 Ras guanyl-nucleotide exchal 0.35 1 0.30864197 45 0.1299564
4460]G0:0006260]|G0:0055133 |DNA replication 0. 3 0.9259259 224 0.64689404
22479|G0:0046983 protein dimerization activit 0. 6 1.8518518 517 1.4930545
5732]G0:0008194 UDP-glycosyltransferase act 0. 4 1.2345679 322 0.9299102
9103]G0:0015837 amine transport 0. 2 0.61728394/ 135 0.38986918
14591]G0:0032183 SUMO binding 0. 1 0.30864197 48 0.13862015
28930]G0:0070566 adenylyltransferase activit 0. 1 0.30864197 48 0.13862015
3801)G0:0005342 organic acid transmembrane 0. 2 0.61728394 136 0.3927571
224441G0:0046943 carboxylic acid lransmembral 0. 2 0.61728394 136 0.3927571
3756]G0:0005261|G0:0015281|¢ cation channel activity | 0.37 1 0.30864197 49 0.14150807
6483]G0:0009116 nucleoside metabolic proces]| 0.37 1 0.30864197 49 0.14150807
31421]G0:0080044 quercetin 7-O-glucosyltransfd 0.37 1 0.30864197 49 0.14150807
30066]G0:0071702 organic substance transport 0. 6 1.8518518 529 1.5277096
5096 G0:0007047 cellular cell wall organization 0. 1 0.30864197 50 0.14439599
6932]G0:0009664 plant-type cell wall organizati 0. 1 0.30864197 50 0.14439599
7166]G0:0009914 hormone transport | 0. 1 0.30864197 50 0.14439599
20857]G0:0045229 external encapsulating slrucul 0. 1 0.30864197 50 0.14439599
27891|G0:0060918 auxin transport 0. 1 0.30864197 50 0.14439599
30033]G0:0071669 plant-type cell wall organizati] 0. 1 0.30864197 50 0.14439599
31536]G0:0080161 auxin transmembrane transp 0. 1 0.30864197 50 0.14439599
3877]G0:0005516 calmodulin binding 0. 3 0.9259259 236 0.6815491
8908]G0:0015629 actin cytoskeleton 0. 1 0.30864197 51 0.14728391
9975]G0:0016998 cell wall macromolecule cataj 0. 1 0.30864197 51 0.14728391
3293]G0:0004659 renyltransferase activit 0. 1 0.30864197 51 0.14728391
4915]G0:0006817 0. 1 0.30864197 52 0.15017183
8528]|G0:0015114 phosphate transmembrane t 0. 1 0.30864197 52 0.15017183
17801]G0:0035435 phosphate transmembrane t 0. 1 0.30864197 52 0.15017183
20287]G0:0044036 cell wall macromolecule met{ 0. 1 0.30864197 52 0.15017183
28378|G0:0070011 peptidase activity, acting on | 0. 6 1.8518518 537 1.550813
29246]G0:0070882 cellular cell wall organization 0. 1 0.30864197 53 0.15305975
4478]G0:0006281 DNA repair 0.41 2 0.61728394/ 149 0.43030006
5037]G0:0006974|G0:0034984 |response to DNA damage st| 0.41 2 0.61728394 149 0.43030006
3306]G0:0004674]G0:0004695|qprotein serine/threonine kinasl 0.4 11 3.3950617 1062 3.0669708
5715]G0:0008171 O-methyltransferase activit 0.4. 1 0.30864197 57 0.16461143
9813]G0:0016759 cellulose synthase activit 0.4. 1 0.30864197 57 0.16461143
8679]G0:0015297 antiporter activit 0.4 2 0.61728394/ 152 0.4389638
8682]|G0:0015300 solute:solute antiporter activil 0.4: 2 0.61728394 152 0.4389638
5819]G0:0008299|GO:0009241 |isoprenoid biosynthetic proce| 0.4 1 0.30864197 58 0.16749935
8028]G0:0010817 regulation of hormone levels 0.4: 1 0.30864197 58 0.16749935
29919]G0:0071555 cell wall organization 0.4: 1 0.30864197 58 0.16749935
6424]G0O:0009055|G0O:0009053|d electron carrier activit 0.4: 2 0.61728394 154 0.44473964
9801]G0:0016747 transferase activity, transferr] 0.4: 5 1.5432099 456 1.3168914
2831]G0:0004022 alcohol dehydrogenase (NAL) 0.4 1 0.30864197 59 0.17038727
9114]G0:0015849 organic acid transport 0.4 2 0.61728394 156 0.45051548
22443]G0:0046942 carboxylic acid transport 0.4 2 0.61728394 156 0.45051548
4840]G0:0006720]G0O:0016096 |isoprenoid metabolic procesy 0.4: 1 0.30864197 60 0.17327519
4357]G0:0006139|G0O:0055134 |nucleobase, nucleoside, nucl 0.4 32 9.876543 3285 9.486816
5763]G0:0008233 eptidase activity 0.4 6 1.8518518 565 1.6316746
5809]G0:0008289 lipid binding 0.4 3 0.9259259 258 0.74508333
2818|G0:0004003 ATP-dependent DNA helicas| 0.44 1 0.30864197 61 0.1761631
6018 GO:0008559|GO:0005226|Cf xenobiotic-transporting ATPé| 0.44 1 0.30864197 62 0.17905103
19225]G0:0042908 xenobiotic transport 0.44 1 0.30864197 62 0.17905103
19227]G0:0042910 xenobiotic transporter activity| 0.44 1 0.30864197 62 0.17905103
8496]G0:0015078 hydrogen ion transmembrang 0.44 2 0.61728394 160 0.4620672
9266]G0:0016020 membrane 0.4 36 11.111111 3741 10.803708
9267]G0:0016021 integral to membrane 0.4¢ 11 3.3950617 1103 3.1853757
9422]G0:0016209 antioxidant activity 0.4 2 0.61728394/ 165 0.47650677
9765]G0:0016702 oxidoreductase activity, actin 0.4 1 0.30864197 66 0.1906027
9890|G0:0016854 racemase and epimerase ac 0.4¢ 1 0.30864197 66 0.1906027
2629]G0:0003678]GO:0003679 |DNA helicase activity 0.47 1 0.30864197 67 0.19349062
21710]G0:0046148 pigment biosynthetic process| 0.4 1 0.30864197 69 0.19926646
31420]G0O:0080043 quercetin 3-O-glucosyltransfd 0.4 1 0.30864197 69 0.19926646
15949]G0:0033554 cellular response to stress 0.4 2 0.61728394 173 0.49961013
8943]G0:0015672 monovalent inorganic cation 0.4 4 1.2345679 383 1.1060733
9768]G0:0016706 oxidoreductase activity, actin 0.4 2 0.61728394 175 0.505386
4459]G0:0006259|G0O:0055132 |DNA metabolic process 0.4 5 1.5432099 493 1.4237444
9764]G0:0016701 oxidoreductase activity, actin 0.4 1 0.30864197 72 0.20793022
12528 G0:0022832 voltage-gated channel activit| 0.4 1 0.30864197 72 0.20793022
15280]G0:0032879 regulation of localization 0.4 1 0.30864197 72 0.20793022
17141]G0:0034762 regulation of transmembrane 0.4¢ 1 0.30864197 72 0.20793022
17144]1G0:0034765 regulation of ion lransmembrl 0.4¢ 1 0.30864197 72 0.20793022
19568]G0:0043269 regulation of ion transport 0.4 1 0.30864197 72 0.20793022
25348|G0:0051049 regulation of transport | 0.4 1 0.30864197 72 0.20793022
3744]1G0:0005244 voltage-gated ion channel ac| 0.4¢ 1 0.30864197 72 0.20793022
9703]G0:0016620 oxidoreductase activity, actin 0.50 1 0.30864197 73 0.21081814
18786]|G0:0042440 pigment metabolic process 0.50 1 0.30864197 73 0.21081814
9800]G0:0016746 transferase activity, transferr] 0.50 5 15432099 498 1.438184
20499]1G0:0044249 cellular biosynthetic process 0.50 25 7.716049 2635 7.6096687
3716]G0:0005198 | structural molecule activit 0.50 4 1.2345679 393 1.1349525
25510|G0:0051213 dioxygenase activit 0.51 1 0.30864197 75 0.21659398
3627]G0:0005085|G0:0008433|¢ guanyl-nucleotide exchange | 0.51 1 0.30864197 75 0.21659398
5018 G0O:0006950 response to stress 0.51 6 1.8518518 611 1.764519
15436]G0:0033036 macromolecule localization 0.51 4 1.2345679 397 1.1465042
5663]GO:0008094|GO:0004011 |DNA-dependent ATPase acf| 0.5 1 0.30864197 76 0.2194819
4916)G0:0006818 hydrogen transport 0.5; 3 0.9259259 292 0.84327257
9246]|G0:0015992 proton transport 0.5; 3 0.9259259 292 0.84327257
9811]|G0:0016757|G0:0016932 _|transferase activity, transferri 0.5! 7 2.1604939 729 2.1052935
6668]G0:0009314 response to radiation 0.5 1 0.30864197 81 0.23392151
6751]G0:0009416 response to light stimulus 0.5 1 0.30864197 81 0.23392151
19473]|G0:0043170|G0:0043283 | macromolecule metabolic pr] 0.54 61 18.82716 6553 18.92454
3787]G0:0005319 lipid transporter activity 0.54 1 0.30864197 83 0.23969735
6427]G0:0009058 biosinlhelic Erocess 0.54 26 8.024692 2796 8.074624
4643]G0:0006511 ubiquitin-dependent protein ¢} 0.55 1 0.30864197 84 0.24258527
4912]G0:0006813|G0:0015458 |potassium ion transport 0.55 1 0.30864197 84 0.24258527
11864]G0:0019941 modification-dependent prot 0.55 1 0.30864197 84 0.24258527
19898]|G0:0043632 modification-dependent mac| 0.55 1 0.30864197 84 0.24258527
20507]G0:0044257 cellular protein catabolic prog 0.55 1 0.30864197 84 0.24258527
25887]G0:0051603 proteolysis involved in cellula] 0.55 1 0.30864197 84 0.24258527




30168]G0:0071804 |ce||ular potassium ion transp 0.55 1 0.30864197 84 0.24258527
30169]G0:0071805 potassium ion transmembrar 0.55 1 0.30864197 84 0.24258527
12734]G0:0030163 rotein catabolic process 0.55 1 0.30864197 86 0.24836111
20515]G0:0044265|G0:0034962 | cellular macromolecule catalf 0.55 1 0.30864197 86 0.24836111
20624]G0:0044430 cytoskeletal part 0.56 1 0.30864197 88 0.25413695
119]G0:0000151 ubiquitin ligase complex 0.56 1 0.30864197 88 0.25413695
30069]G0O:0071705 nitrogen compound transportj 0.57 2 0.61728394 202 0.5833598
21331|G0:0045735 nutrient reservoir activity 0.57 1 0.30864197 89 0.25702485
14590|G0:0032182 small conjugating protein bin| 0.57 1 0.30864197 90 0.2599128
2982|G0:0004197 cysteine-type endopeptidase, 0.57 1 0.30864197 90 0.2599128
3644]G0:0005102 receptor binding | 0.5 1 0.30864197 91 0.2628007
18956 |G0:0042626 ATPase activity, coupled to ll 0.5! 2 0.61728394 211 0.6093511
11712]G0:0019748 secondary metabolic procesq 0.5 1 0.30864197 95 0.27435237
9861]G0:0016820 hydrolase activity, acting on ¢ 0.5! 2 0.61728394 212 0.612239
23515|G0:0048037 cofactor binding 0. 3 0.9259259 327 0.94434977
9767]G0:0016705 oxidoreductase activity, actin 0.60 3 0.9259259 329 0.95012563
8495|G0:0015077 monovalent inorganic cation 0.60 2 0.61728394 214 0.6180149
17020]G0:0034641 cellular nitrogen compound nf 0. 33 10.185185 3678 10.621769
2668|G0:0003779 actin binding 0. 1 0.30864197 105 0.3032316
6426]G0:0009057]G0:0043285 |macromolecule catabolic prd] 0. 1 0.30864197 106 0.3061195
11833]G0:0019904 protein domain specific bindi 0.64 1 0.30864197 109 0.31478328
19758]|G0:0043492 ATPase activity, coupled to 1] 0.65 2 0.61728394 235 0.67866117
3626]G0:0005083 small GTPase regulator actiy 0.65 1 0.30864197 111 0.3205591
5070]G0:0007017 microtubule-based process 0.65 1 0.30864197 112 0.32344702
5071]G0:0007018 microtubule-based movemer 0.65 1 0.30864197 112 0.32344702
9730]G0:0016651 oxidoreductase activity, aclinl 0.65 1 0.30864197 112 0.32344702
4906]G0:0006807 nitrogen compound metaboli} 0.66 33 10.185185 3725 10.757502
30204]G0:0071840 cellular component organizafj 0.66 3 0.9259259 362 1.045427
20619]|G0:0044425 membrane part 0.67 13 4.012346 1523 4.398302
9579|G0:0016462 pyrophosphatase activit | 0.67 8 2.4691358 954 2.7550755
2660 G0:0003735|G0:0003736|dstructural constituent of ribos| 0.67 2 0.61728394/ 246 0.7104283
9859]G0:0016818 hydrolase activity, acting on ¢ 0.67 8 2.4691358 956 2.7608514
9858]G0:0016817 hydrolase activity, acting on ¢ 0. 8 2.4691358 959 2.769515
4612]G0O:0006468 protein phosphorylation 0. 19 5.8641977 2205 6.367863
9795|G0:0016740 transferase activity 0. 33 10.185185 3764 10.870131
12805]G0:0030246 carbohydrate binding 0. 2 0.61728394/ 251 0.7248679
12532]|G0:0022836 gated channel activit 0. 1 0.30864197 122 0.3523262
3260]G0:0004620 phospholipase activity 0. 1 0.30864197 123 0.35521415
9812|G0:0016758 transferase activity, transferr] 0. 4 1.2345679 501 1.4468478
4121]G0:0005856 cytoskeleton 0. 1 0.30864197 126 0.3638779
8749]G0:0015399 primary active transmembrar| 0.70 2 0.61728394 260 0.75085914
8753]G0:0015405 P-P-bond-hydrolysis-driven Ill 0.70 2 0.61728394 260 0.75085914
9285]G0:0016043 cellular component organizaf] 0.70 2 0.61728394 261 0.7537471
3304]G0:0004672|G0O:0050222 |protein kinase activity 0.71 11 3.3950617 1333 3.8495972
4215]G0:0005975 carbohydrate metabolic proc 0.71 8 2.4691358 990 2.8590407
4394]1G0:0006184 GTP catabolic process 0.71 1 0.30864197 132 0.3812054
21605]G0:0046039 GTP metabolic process 0.71 1 0.30864197 132 0.3812054
2758|G0:0003924 GTPase activit 0.7 1 0.30864197 132 0.3812054
9754]G0:0016684 oxidoreductase activity, actin 0.7: 1 0.30864197 135 0.38986918
3242]G0:0004601]/G0:0016685|C| peroxidase activity 0.7: 1 0.30864197 135 0.38986918
4942]G0:0006855 drug transmembrane transpg| 0.7: 1 0.30864197 139 0.40142086
8642)G0:0015238|G0:0015239|¢ drug transmembrane transp 0.7: 1 0.30864197 139 0.40142086
9154]G0:0015893 drug transport 0.7: 1 0.30864197 139 0.40142086
18832]|G0:0042493|G0:0017035 |response to drug 0.7: 1 0.30864197 139 0.40142086
3724]G0:0005216 ion channel activit 0.7 1 0.30864197 140 0.40430877
6046]G0:0008610 lipid biosynthetic process 0.74 1 0.30864197 141 0.4071967
8676]G0:0015294 solute:cation symporter activ, 0.74 1 0.30864197 141 0.4071967
13164|G0:0030695 GTPase regulator activity 0.74 1 0.30864197 142 0.4100846
30205]G0:0071841 cellular component organizaf} 0.75 2 0.61728394 285 0.8230572
9829|G0:0016779 nucleotidyitransferase aclivit\| 0.75 1 0.30864197 148 0.42741212
7229]G0:0009987|GO:0008151|¢ cellular process 0.7 94 29.012346 10601 30.614838
9488|G0:0016301 kinase activity | 0.7 14 4.3209877 1740 5.0249805
20510|G0:0044260|G0:0034960 |cellular macromolecule melal 0.7 48 14.814815 5577 16.105928
27562]|G0:0060589 |nucleuside-lriphosphalase re} 0.7 1 0.30864197 152 0.4389638
3888]G0:0005529 sugar binding | 0.77 1 0.30864197 158 0.45629135
19831]G0:0043565 sequence-specific DNA bindj 0.7 1 0.30864197 159 0.45917925
5764]G0:0008234|G0:0004220 |cysteine-type peptidase actiy] 0.7 1 0.30864197 163 0.47073093
5055]|G0:0006996 organelle organization | 0.7 1 0.30864197 164 0.47361887
19526]G0:0043227 membrane-bounded orqanell 0.7 17 5.2469134 2142 6.185924
19530]G0:0043231 intracellular membrane-boun 0.7 17 5.2469134 2142 6.185924
3200|G0:0004553]GO:0016800 |hydrolase activity, hydrolyzin| 0.7 2 0.61728394/ 312 0.90103096
6077]G0:0008652 cellular amino acid biosynthe| 0.80 1 0.30864197 169 0.48805845
6899]G0:0009628 response to abiotic stimulus 0.80 1 0.30864197 170 0.49094638
9493|G0:0016310 phosphorylation 0.80 20 6.1728396 2504 7.2313514
3156]G0:0004497 monooxygenase activity 0.80 1 0.30864197 172 0.49672222
4605]G0:0006457|G0:0007022|¢ protein folding 0.80 1 0.30864197 173 0.49961013
8675]/G0:0015293 symporter activit 0.80 1 0.30864197 173 0.49961013
4755]G0:0006629 Iigid metabolic process 0.80 4 1.2345679 590 1.7038727
9823|G0:0016772 transferase activity, transferr] 0.81 15 4.6296296 1932 5.579461
11522]G0:0019538|G0:0006411 |protein metabolic process 0.81 34 10.493827 4134 11.938661
3904]G0O:0005576 extracellular region 0. 1 0.30864197 178 0.5140497
6663]G0O:0009309 amine biosynthetic process 0. 1 0.30864197 181 0.5227135
20488|G0:0044238 primary metabolic process 0. 79 24.382715 9167 26.47356
5610]G0:0008026 ATP-dependent helicase act] 0. 1 0.30864197 183 0.52848935
28401]G0:0070035 purine NTP-dependent helicel 0. 1 0.30864197 183 0.52848935
20505]G0:0044255 cellular lipid metabolic proceq 0. 1 0.30864197 184 0.53137726
9486]G0:0016298 lipase activit 0. 1 0.30864197 185 0.53426516
9818|G0:0016765|GO:0016766 _|transferase activity, transferri 0. 1 0.30864197 185 0.53426516
9824]G0:0016773 phosphotransferase activity, 0. 11 3.3950617 1493 4.311664
3068]G0:0004386 helicase activity 0. 1 0.30864197 189 0.54581684
10058)G0:0017111 nucleoside-triphosphatase ag 0. 6 1.8518518 878 2.5355935
30206]G0:0071842 cellular component orqanizall 0.84 1 0.30864197 193 0.5573685
2897]G0:0004091|G0O:0004302|C carboxylesterase activity 0.84 1 0.30864197 194 0.5602564
20498]|G0:0044248 cellular catabolic process 0.84 6 1.8518518 894 2.5818002
4405]G0:0006195 purine nucleotide catabolic p} 0.85 5 1.5432099 773 2.232362
6508]G0:0009143 nucleoside triphosphate cata 0.85 5 1.5432099 773 2.232362
6509]G0:0009144 purine nucleoside triphosphaj 0.85 5 1.5432099 773 2.232362
6511]G0:0000146 0.85 5 15432099 773 2232362
6519]G0:0009154 purine ribonucleotide catabol 0.85 5 1.5432099 773 2.232362
6530]G0:0009166 nucleotide catabolic process 0.85 5 1.5432099 773 2.232362
6567]G0:0009203 |ribonucleoside triphosphate 0.85 5 1.5432099 773 2.232362
6569]G0:0009205 I%rine ribonucleoside triphos 0.85 5 1.5432099 773 2.232362
6571]G0:0009207 purine ribonucleoside triphos| 0.85 5 1.5432099 773 2.232362
6624]G0:0009261 ribonucleotide catabolic proc| 0.85 5 1.5432099 773 2.232362
17034]G0:0034655 nucleobase, nucleoside, nucl 0.85 5 1.5432099 773 2.232362
17035]G0:0034656 nucleobase, nucleoside and | 0.85 5 1.5432099 773 2.232362
22209]G0:0046700 heterocycle catabolic proces| 0.85 5 1.5432099 773 2.232362
30879]G0:0072523 purine-containing compound 0.85 5 1.5432099 773 2.232362
4408]G0:0006200 ATP catabolic process 0.85 4 1.2345679 641 1.8511566
9918|G0:0016887]GO:0004002 |ATPase activit 0.85 4 1.2345679 641 1.8511566
21600]G0:0046034 ATP metabolic process 0.85 4 1.2345679 641 1.8511566
9837]G0:0016788 hydrolase activity, acting on ¢ 0.85 11 3.3950617 1534 4.430069
20520]G0:0044270 cellular nitrogen compound cf 0. 5 1.5432099 777 2.2439137
2626]G0:0003674|G0:0005554 | molecular_function 0. 220 67.90124 24394 70.447914
9295]G0:0016053 organic acid biosynthetic proj 0. 1 0.30864197 211 0.6093511
21922]1G0:0046394 carboxylic acid biosynthetic | 0. 1 0.30864197 211 0.6093511
6563]G0:0009199 ribonucleoside triphosphate 1} 0. 5 1.5432099 790 2.2814567
6425]G0:0009056 catabolic process 0. 7 2.1604939 1051 3.0352037
6515]G0:0009150 purine ribonucleotide metabd| 0. 5 1.5432099 791 2.2843447
6506]|G0:0009141 meoside triphosphate met 0.87 5 1.5432099 796 2.2987843
4558 GO:0006396/GO:0006394 |RNA processing 0.87 1 0.30864197 219 0.63245445
12533]|G0:0022838 substrate-specific channel acl 0.88 1 0.30864197 221 0.63823026




4373]G0:0006163 purine nucleotide metabolic 0. 5 1.5432099 810 2.339215
26932]G0:0055086 nucleobase, nucleoside and | 0. 6 1.8518518 944 2.7261963
6622]G0:0009259|G0:0009121 |ribonucleotide metabolic prod 0. 5 1.5432099 812 2.344991
18953|G0:0042623 ATPase activity, coupled 0. 3 0.9259259 537 1.550813
8660]G0:0015267|G0:0015249|C| channel activit 0. 1 0.30864197 226 0.6526699
12515]G0:0022803 passive transmembrane tran| 0. 1 0.30864197 226 0.6526699
9913]G0:0016881 acid-amino acid ligase activit] 0. 2 0.61728394 391 1.1291766
4109|G0:0005840]GO:0033279 _|ribosome 0. 4 1.2345679 682 1.9695613
30877]G0:0072521 purine-containing compound 0. 5 1.5432099 827 2.3883097
2628|G0:0003677 DNA binding 0. 8 2.4691358 1224 3.534814
9845]|G0:0016798 hydrolase activity, acting on ¢ 0. 2 0.61728394 401 1.1580559
11828]|G0:0019899 enzyme binding 0. 1 0.30864197 237 0.684437
5712]G0:0008168|GO:0004480 |methyltransferase activit 0.90 1 0.30864197 244 0.7046524
3885]G0:0005525 GTP binding 0.90 1 0.30864197 245 0.70754033
11032|G0:0019001 guanyl nucleotide binding 0.90 1 0.30864197 245 0.70754033
14967]G0:0032561 guanyl ribonucleotide binding| 0.90 1 0.30864197 245 0.70754033
20532]G0:0044282 small molecule catabolic proj 0.90 5 1.5432099 854 2.4662836
5661]|G0:0008092 cytoskeletal protein binding 0.90 1 0.30864197 249 0.719092
3876]G0:0005515|G0:0045308 |protein binding 0.91 56 17.28395 6933 20.021948
9836|G0:0016787 hydrolase activity 0.91 28 8.641975 3723 10.751725
2674]G0:0003824 catalytic activit 0.91 90 27.777779 10750 31.045137
19525)|G0:0043226 organelle 0.91 22 6.7901235 3013 8.701303
19528]G0:0043229 intracellular organelle 0.91 22 6.7901235 3013 8.701303
4609]G0:0006464 protein modification process 0.91 20 6.1728396 2781 8.031305
9796]G0:0016741 transferase activity, transferr] 0. 1 0.30864197 261 0.7537471
13018]G0:0030529 ribonucleoprotein complex 0. 4 1.2345679 741 2.1399486
9699]G0:0016616 oxidoreductase activity, actin 0. 1 0.30864197 266 0.7681867
5705]G0:0008152 metabolic process 0. 151 46.60494 17432 50.34222
4897]G0:0006793 0. 21 6.4814816 2925 8.4471655
4900)G0:0006796 0. 21 6.4814816 2925 8.4471655
4649]G0:0006520]G0O:0006519 |cellular amino acid metaboli| 0. 1 0.30864197 277 0.7999538
3874]G0:0005509 calcium ion binding 0. 1 0.30864197 279 0.8057296
9911]G0:0016879 ligase activity, forming carboj 0. 2 0.61728394 456 1.3168914
4867]G0:0006753 nucleoside phosphate metab 0. 5 1.5432099 914 2.6395588
6484]G0:0009117 nucleotide metabolic procesg 0. 5 1.5432099 914 2.6395588
14667]G0:0032259 methylation 0. 1 0.30864197 285 0.8230572
19527]G0:0043228 non-membrane-bounded org 0. 5 1.5432099 923 2.66555
19531]G0:0043232 intracellular non-membrane-ij 0. 5 1.5432099 923 2.66555
3946]G0:0005623 cell 0.94 66 20.37037 8227 23.758917
20657]G0:0044464 cell part 0.94 66 20.37037 8227 23.758917
9697]G0:0016614 oxidoreductase activity, actin 0.94 1 0.30864197 293 0.84616053
20356]G0:0044106 cellular amine metabolic prod 0.94 1 0.30864197 303 0.8750397
19684]G0:0043412 macromolecule modification 0.94 20 6.1728396 2900 8.374968
9869|G0:0016829 lyase activity 0.94 2 0.61728394/ 488 1.4093049
9889|G0:0016853 isomerase activit 0.94 1 0.30864197 306 0.8837035
6662]G0:0009308 amine metabolic process 0.95 1 0.30864197 314 0.9068068
4849]G0:0006730|G0:0019753|¢ one-carbon metabolic procey 0.95 1 0.30864197 325 0.93857396
3449]G0:0004842|G0:0004840|¢ ubiguitin-protein ligase activit] 0.95 1 0.30864197 326 0.94146186
18582]|G0:0042221 response to chemical stimuld} 0. 1 0.30864197 328 0.94723773
9654|G0:0016567 protein ubiquitination 0. 1 0.30864197 332 0.9587894
14854]1G0:0032446 protein modification by small 0. 1 0.30864197 332 0.9587894
29011]G0:0070647 0. 1 0.30864197 332 0.9587894
20517]G0:0044267 cellular protein metabolic prof 0. 22 6.7901235 3225 9.313541
3903]G0:0005575|G0O:0008372 |ce||ular component | 0. 67 20.679012 8515 24.590637
11747]G0:0019787]G0:0008639|¢ small conjugating protein ligg 0. 1 0.30864197 339 0.9790048
20533]G0:0044283 small molecule biosynthetic [l 0. 1 0.30864197 347 1.0021082
20521|G0:0044271 cellular nitrogen compound bl 0.97 1 0.30864197 367 1.0598665
4320]G0:0006082 organic acid metabolic proce 0.97 1 0.30864197 369 1.0656425
11716]G0:0019752 carboxylic acid metabolic prj 0.97 1 0.30864197 369 1.0656425
19707]G0:0043436 oxoacid metabolic process 0.97 1 0.30864197 369 1.0656425
18541]G0:0042180 cellular ketone metabolic pro 0.97 1 0.30864197 375 1.0829699
9839]G0:0016791]GO:0016302 |phosphatase activit; 0.97 1 0.30864197 383 1.1060733
9906]G0:0016874 ligase activit 0. 2 0.61728394/ 597 1.7240882
22007]G0:0046483 heterocycle metabolic proce 0. 5 1.5432099 1094 3.1593843
9494]G0:0016311 |deghosgh0[ylali0n 0. 1 0.30864197 425 1.227366
18912]G0:0042578 phosphoric ester hydrolase af 0. 1 0.30864197 444 1.2822365
20487]G0:0044237 cellular metabolic process 0. 59 18.209877 8185 23.637625
20618]G0:0044424 intracellular part 0. 23 7.0987654 3853 11.127155
3945]G0:0005622 intracellular 0. 30 9.259259 4751 13.720507
20531]G0:0044281 small molecule metabolic prg 0. 8 2.4691358 1788 5.1636004
19533|G0:0043234 protein complex 1.00 2 0.61728394/ 848 2.448956
3863]G0:0005488 Mﬂg 1.00 106 32.71605 13903 40.15075
15392|G0:0032991 macromolecular complex 1.00 6 1.8518518 1616 4.666878
2627]G0:0003676 nucleic acid binding 1.00 11 3.3950617 2453 7.0840673
20640]G0:0044446 intracellular organelle part 1.00 1 0.30864197 710 2.0504231
20616)|G0:0044422 organelle part 1.00 1 0.30864197 712 2.0561988
131]G0:0000166 nucleotide binding 1.00 3 0.9259259 1213 3.5030468
18000 G0:0035639 |purine ribonucleoside triphos| 1.00 1 0.30864197 769 2208104
14959 G0:0032553 ribonucleotide binding | 1.00 1 0.30864197 795 2.2958963
14961|G0:0032555 purine ribonucleotide bindingl 1.00 1 0.30864197 795 2.2958963
10033|G0:0017076 purine nucleotide binding 1.00 1 0.30864197 797 2.3016722
2653]G0:0003723 RNA binding 1.00 1 0.30864197 797 2.3016722
20638]|G0:0044444 cytoplasmic part 1.00 4 1.2345679 1644 4.7477403
4027]G0:0005737 cytoplasm 1.00 4 1.2345679 2001 5.7787275




GO ID GO ACCESSION GO Term p-value Count in Selection % Count in Selection Count in Total % Count in Total

12946]|G0:0030414 peptidase inhibitor activit 0.00 12 2.6200874 110 0.31767118
7690]G0:0010466 negative regulation of peq 0.00 12 2.6200874| 110 0.31767118
25636]|G0:0051346 negative regulation of hyd 0.00 12 2.6200874| 110 0.31767118
26711]G0:0052547 requlation of peptidase ag 0.00 12 2.6200874 112 0.32344702
28100]G0:0061134 peptidase regulator activi 0.00 12 2.6200874 112 0.32344702
26712]G0:0052548 regulation of endopeptida: 0.00 11 2.4017467 95 0.27435237
3472]G0:0004866 endopeptidase inhibitor aj 0.00 11 2.4017467 95 0.27435237
28101]G0:0061135 endopeptidase regulator g 0.00 11 2.4017467 95 0.27435237
8159]/G0:0010951 negative regulation of eng 0.00 11 2.4017467 95 0.27435237
3464]G0:0004857 enzyme inhibitor activity 0.00 13 2.838428 157 0.4534034
25626]G0:0051336 regulation of hydrolase ac] 0.00 14 3.0567687 196 0.5660323
9869]G0:0016829 |lyase activity 0.00 22 4.8034935 488 1.4093049
4215]G0:0005975 carbohydrate metabolic p 0.00 33 7.2052402 990 2.8590407
19393]G0:0043086 negative regulation of catd 0.00 13 2.838428 188 0.54292893
20342]|G0:0044092 negative requlation of mol 0.00 13 2.838428 188 0.54292893
4320]G0:0006082 organic acid metabolic pr 0.00 17 3.7117903 369 1.0656425
11716]G0:0019752 carboxylic acid metabolic 0.00 17 3.7117903 369 1.0656425
19707]G0:0043436 oxoacid metabolic proces: 0.00 17 3.7117903 369 1.0656425
18541]G0:0042180 cellular ketone metabolic I 0.00 17 3.7117903 375 1.0829699
9816]G0:0016762 xyloglucan:xyloglucosyl tr 0.00 5 1.091703 27 0.077973835
3473]G0:0004867 Jﬂne-tvpe endODeDtidas] 0.00 7 1.5283843 66 0.1906027
5704]G0:00081501G0:0000004biological_process 0.00 334 72.925766 22215 64.155136
9845]G0:0016798 [hydrolase activity, acting 0.00 16 3.4934497 401 1.1580559
5705]G0:0008152 |metab0|ic process 0.00 270 58.951965 17432 50.34222
26845|G0:0052689 carboxylic ester hydrolase 0.00 19 4.148472 538 1.5537009
2674]G0:0003824 catalytic activity 0.00 179 39.08297 10750 31.045137
9812]|G0:0016758 transferase activity, trans1 0.00 18 3.930131 501 1.4468478
2864 G0:0004058|G0:001640( aromatic-L-amino-acid de: 0.00 3 0.65502185 9 0.025991278
5636]G0:0008061 chitin binding 0.00 4 0.8733624 23 0.06642216
25095]G0:0050790 regulation of catalytic acti 0.00 17 3.7117903 480 1.3862015
28366]G0:0065009 requlation of molecular ful 0.00 17 3.7117903 484 1.3977532
9811]G0:0016757|G0:001693]transferase activity, transﬂ 0.00 22 4.8034935 729 2.1052935
3874]G0:0005509 calcium ion binding 0.00 12 2.6200874 279 0.8057296
9877]G0:0016838 carbon-oxvgen lyase acti 0.00 6 1.3100437 7 0.22236982
13082|G0:0030599 pectinesterase activity 0.00 9 1.9650655 178 0.5140497
7557]G0:0010333 terpene synthase activity 0.00 5 1.091703 57 0.16461143
3291]G0:0004657 proline dehydrogenase ag 0.00 2 0.4366812 4 0.011551679
12794|G0:0030234 enzyme regulator activity 0.00 14 3.0567687 403! 1.1638317
1169]G0:0001871 pattern binding 0.00 4 0.8733624 35 0.10107719
12806]G0:0030247 polysaccharide binding 0.00 4 0.8733624 35 0.10107719
9393]G0:0016165 |lipoxygenase activity 0.00 4 0.8733624 36 0.10396511
4232]G0:0005992 trehalose biosynthetic pro| 0.00 4 0.8733624| 36 0.10396511
9870]/G0:0016830 carbon-carbon lyase activ| 0.00 8 1.7467248 161 0.4649551
17016]G0:0034637 cellular carbohydrate bios 0.00 5 1.091703 63, 0.18193895
4231]G0:0005991 trehalose metabolic proc% 0.00 4 0.8733624 38 0.10974095
9293]G0:0016051|G0:0006099carbohydrate biosynthetic 0.00 5 1.091703 64 0.18482687
20512]G0:0044262|G0:0006094cellular carbohydrate met: 0.00 10 2.183406 248 0.7162041
26959|G0:0055114 oxidation-reduction proce: 0.00 50 10.91703 2490 7.1909204
3124]G0:0004462 lactoylglutathione lyase a 0.00 3 0.65502185 20 0.0577584
21880|G0:0046351 disaccharide biosynthetic 0.00 4 0.8733624 42 0.121292636
6666]G0:0009312 oligosaccharide biosvnthﬂ 0.00 4 0.8733624 42 0.121292636
9370]G0:0016138 glycoside biosynthetic pr 0.00 4 0.8733624| 42 0.121292636
3129]G0:0004467 |long-chain fatty acid-CoA | 0.00 3 0.65502185 21 0.060646318
9764]/G0:0016701 oxidoreductase activity, gi 0.00 5 1.091703 72 0.20793022
9600]G0:0016491 oxidoreductase activity 0.00 37 8.078603 1724 4.9787736
25510|G0:0051213 dioxygenase activity | 0.00 5 1.091703 75 0.21659398
31394|G0:0080017 alpha-humulene svnthasﬂ 0.00 3 0.65502185 25 0.072197996
31393|G0:0080016 (-)-E-beta-caryophyllene 0.00 3 0.65502185 25 0.072197996
9871]G0:0016831 carboxy-lyase activity | 0.00 6. 1.3100437 115 0.3321108
7168]G0:0009916 alternative oxidase activia 0.00 2 0.4366812 8 0.023103358
3415]G0:0004805 trehalose-phosphatase a 0.00 3 0.65502185 26 0.075085916
8919]G0:0015645 fatty acid ligase activity | 0.01 3 0.65502185 27 0.077973835
9883]|G0:0016846 carbon-sulfur lyase activit 0.01 4 0.8733624 56 0.16172351
4224]G0:0005984 disaccharide metabolic pr| 0.01 4 0.8733624| 56 0.16172351
9369|G0:0016137 glycoside metabolic proc 0.01 4 0.8733624| 56 0.16172351
7558]G0:0010334 |sesquiterpene synthase 0.01 3 0.65502185 29 0.083749674
12805]G0:0030246 carbohydrate binding 0.01 9 1.9650655 251 0.7248679
21331]G0:0045735 nutrient reservoir activity 0.01 5 1.091703 89 0.25702485
28643|G0:0070279 vitamin B6 binding 0.01 6 1.3100437 126 0.3638779
12741]G0:0030170 pyridoxal phosphate bindil 0.01 6 1.3100437 126 0.3638779
6665]G0:0009311 oligosaccharide metaboli 0.01 4 0.8733624| 58 0.16749935
6464]G0:0009095 aromatic amino acid faﬂill 0.01 2 0.4366812 10 0.0288792
21148]G0:0045547 dehydrodolichyl diphosph: 0.01 2 0.4366812 10 0.0288792
7222]G0:0009975 cyclase activity 0.01 3 0.65502185 31 0.08952551
4250/G0:0006012 galactose metabolic procg 0.01 2 0.4366812 11 0.03176712
11787]G0:0019842 vitamin binding 0.01 7 1.5283843 177 0.5111618
11206]G0:0019203 carbohydrate phosphatas: 0.01 3 0.65502185 35 0.10107719
11311]G0:0019318 hexose metabolic proces: 0.01 5 1.091703 101 0.2916799
9765]/G0:0016702 oxidoreductase activity, a 0.01 4 0.8733624 66 0.1906027
23515|G0:0048037 cofactor binding 0.01 10 2.183406 327 0.94434977
11224]G0:0019222 regulation of metabolic pr 0.02 55 12.008734 3115 8.995871
9874]G0:0016835 carbon-oxvgen lyase acti 0.02 7 1.5283843 202 0.5833598
31396|G0:0080019 fatty-acyl-CoA reductase 0.02 2 0.4366812 16 0.046206716
9909|G0:0016877 ligase activity, forming cal 0.02 4 0.8733624| 78 0.22525774
9753]G0:0016682 oxidoreductase activity, a] 0.02 3 0.65502185 44 0.12706847
4954]G0:0006869 lipid transport 0.02 7 1.5283843 208 0.6006873
8085]G0:0010876 lipid localization 0.02 7 1.5283843 208 0.6006873
9837]G0:0016788 hydrolase activity, acting 0.02 30 6.550218 1534 4.430069
28368|G0:0070001 aspartic-type peptidase a 0.02 2 0.4366812 18 0.051982556
2981]G0:0004190 aspartic-type endopeptid 0.02 2 0.4366812 18 0.051982556
4236]G0:0005996 monosaccharide metaboli 0.03 5 1.091703 125 0.36099
4699]G0:0006570 0.03 1 0.2183406 2 0.00577584
4700]G0O:0006571 |tvrosine biosynthetic proc 0.03 1 0.2183406 2, 0.00577584
21946]G0:0046421 methylisocitrate lyase acti 0.03 1 0.2183406 2 0.00577584
192]G0:0000249 C-22 sterol desaturase ac 0.03 1 0.2183406 2 0.00577584
532]G0:0000823 inositol trisphosphate 6-ki 0.03 1 0.2183406 2 0.00577584
3113]G0:0004451 isocitrate lyase activi 0.03 1 0.2183406 2 0.00577584
9725]G0:0016645 oxidoreductase activity, gl 0.03 3 0.65502185 49 0.14150807
8726]/G0:0015368 calcium:cation antiporter 0.03 2 0.4366812 20, 0.0577584
3293]G0:0004659 prenyltransferase activity 0.03 3 0.65502185 51 0.14728391
3904|G0:0005576 extracellular region 0.03 6 1.3100437 178 0.5140497
9750]/G0:0016679 oxidoreductase activity, a 0.03 3 0.65502185 53 0.15305975
8489]G0:0015066 alpha-amylase inhibitor a 0.03 2 0.4366812 22 0.06353424
24858|G0:0050551 myrcene synthase activit 0.03 2 0.4366812 22, 0.06353424
5702]G0:0008146 |sulfotransferase activity | 0.03 3 0.65502185 54 0.15594767
22414]G0:0046912 transferase activity, trans 0.04 2 0.4366812 23 0.06642216
4319]G0:0006081 |cellular aldehyde metabol 0.04 1 0.2183406 3 0.00866376




4330|G0:0006097 glyoxylate cycle 0.04 1 0.2183406 3 0.00866376
13651]G0:0031219 levanase activity 0.04 1 0.2183406 3 0.00866376
22011]G0:0046487 glyoxylate metabolic procg 0.04 1 0.2183406 3 0.00866376

3134|G0:0004474 malate synthase activity 0.04 1 0.2183406 3 0.00866376

3252|G0:0004612 phosphoenolpyruvate carij 0.04 1 0.2183406 3 0.00866376

9779]G0:0016717 oxidoreductase activity, a 0.04 2 0.4366812 24/ 0.06931008
25094 G0:0050789|GO:005079  regulation of biological prd 0.04 70! 15.283843 4315 12.461374

4304]G0:0006066 alcohol metabolic process] 0.04 5, 1.091703 143 0.41297254
31493]G0:0080118 brassinosteroid sulfotrans| 0.04 2 0.4366812 25 0.072197996

2897]G0:0004091|GO:0004304 carboxylesterase activity 0.04 6 1.3100437 194/ 0.5602564
17147]G0:0034768 (E)-beta-ocimene symhﬁl 0.05 2 0.4366812 26! 0.075085916

4328|G0:0006094 gluconeogenesis 0.05 1 0.2183406 4 0.011551679

5928|G0:0008440 inositol trisphosphate 3-ki 0.05 1 0.2183406 4 0.011551679

7157]|G0:0009905 |em-copa|v| diphosphate s 0.05 1 0.2183406 4 0.011551679

9905]|G0:0016872 hntramolecular lyase activ| 0.05 1 0.2183406 4 0.011551679
11312|G0:0019319 hexose biosynthetic procg 0.05 1 0.2183406 4 0.011551679
16391|G0:0034007 S-linalool synthase activity 0.05 1 0.2183406 4 0.011551679
22059]|G0:0046538 2,3-bisphosphoglycerate-g 0.05 1 0.2183406 4 0.011551679
23251|G0:0047769 arogenate dehydratase ad 0.05 1 0.2183406 4 0.011551679
23923|G0:0048531 beta-1,3-galactosyltransfe} 0.05 1 0.2183406 4 0.011551679
24433]|G0:0050113 inositol oxygenase activity) 0.05 1 0.2183406 4 0.011551679
26048]|G0:0051766 |in0$i10| trisphosphate kinal 0.05 1 0.2183406 4 0.011551679

2796]G0:0003978 UDP-glucose 4-epimerasq 0.05 1 0.2183406 4 0.011551679

2829]G0:0004020 adenylylsulfate kinase act} 0.05 1 0.2183406 4 0.011551679

2872|G0:0004066 asparagine synthase (glut| 0.05 1 0.2183406 4 0.011551679

3093|G0:0004421 hydroxymethylglutaryl-Co/ 0.05 1 0.2183406 4 0.011551679
28364|G0:0065007 biological regulation 0.05 70! 15.283843 4376 12.637537
11829]G0:0019900 kinase binding 0.06 3 0.65502185 66 0.1906027

3888|G0:0005529 sugar binding 0.06 5 1.091703 158 0.45629135

6216]G0:0008810 cellulase activity 0.06 2 0.4366812 30 0.086637594

2870]|G0:0004064 arylesterase activity 0.06 2 0.4366812 30 0.086637594
14422]G0:0032012 regulation of ARF protein 0.06 2 0.4366812 31 0.08952551
14720]G0:0032312 regulation of ARF GTPasq 0.06 2 0.4366812 31 0.08952551
20908]G0:0045290 D-arabinose 1-dehydroge| 0.06 1 0.2183406 5 0.0144396
23522]|G0:0048046 apoplast 0.07 3 0.65502185 70! 0.20215438
22049|G0:0046527 glucosyltransferase activif| 0.07 7 1.5283843 270 0.77973837
24966]|G0:0050660 flavin adenine dinucleotid| 0.07 4 0.8733624 118 0.34077454

2985]G0:0004222 metalloendopeptidase act] 0.07 2 0.4366812 34 0.09818927

9832|G0:0016782 transferase activity, transf| 0.08 3 0.65502185 74 0.21370606
11776]G0:0019825 oxygen binding 0.08 9 1.9650655 389 1.1234008

2626]G0:0003674|GO:0005554 molecular_function 0.08 337 73.58079 24394 70.447914
20531]G0:0044281 small molecule metabolic 0.08 31! 6.768559 1788 5.1636004

3845]G0:0005452 Jinorganic anion exchange| 0.08 1 0.2183406 6. 0.01732752

4657]G0:0006528 asparagine metabolic prog 0.08 1 0.2183406 6. 0.01732752

4658|G0:0006529 asparagine biosynthetic p| 0.08 1 0.2183406 6. 0.01732752

5966]G0:0008486 diphosphoinositol-polyphd 0.08 1 0.2183406 6. 0.01732752

6317]G0:0008923 lysine decarboxylase actiy| 0.08 1 0.2183406 6. 0.01732752
11899|G0:0019992 diacylglycerol binding 0.08 1 0.2183406 6 0.01732752
13471]G0:0031012 extracellular matrix 0.08 1 0.2183406 6 0.01732752
19761]G0:0043495 protein anchor 0.08 1 0.2183406 6 0.01732752
21727|G0:0046165 alcohol biosynthetic proce] 0.08 1 0.2183406 6. 0.01732752
21893|G0:0046364 monosaccharide biosynth! 0.08 1 0.2183406 6. 0.01732752
23230|G0:0047746 chlorophyllase activity 0.08 1 0.2183406 6 0.01732752

135]G0:0000170 sphingosine hydroxylase § 0.08 1 0.2183406 6. 0.01732752

3259|G0:0004619 phosphoglycerate mutase} 0.08 1 0.2183406 6. 0.01732752
21146]G0:0045544 gibberellin 20-oxidase act 0.08 2 0.4366812 35 0.10107719

9836|G0:0016787 hydrolase activity 0.08 59! 12.882096 3723 10.751725

8501)G0:0015085 calcium ion transmembray| 0.09 2 0.4366812 38 0.10974095
15189|G0:0032787 monocarboxylic acid metel 0.09 3 0.65502185 81 0.23392151

9486]G0:0016298 |lipase activity 0.10 5 1.091703 185! 0.53426516

4687]G0:0006558 L-phenylalanine metabolid 0.10 1 0.2183406 8 0.023103358

6378]|G0:0008999 ribosomal-protein-alanine 0.10 1 0.2183406 8 0.023103358

6463]G0:0009094|G0:0019274L-phenylalanine biosynthe] 0.10 1 0.2183406 8 0.023103358

9680]|G0:0016595 glutamate binding —I 0.10 1 0.2183406 8 0.023103358
18639|G0:0042284 sphingolipid delta-4 desa’[l 0.10 1 0.2183406 8 0.023103358
29068|G0:0070704 sterol desaturase activity 0.10 1 0.2183406 8 0.023103358

3098|G0:0004427 Jinorganic diphosphatase 4 0.10 1 0.2183406 8 0.023103358

4246]G0:0006006 glucose metabolic proces 0.11 3 0.65502185 87 0.25124902

5694|G0:0008137 NADH dehydrogenase (ul] 0.11 2 0.4366812 43 0.124180555

119]G0:0000151 ubiquitin ligase complex 0.11 3 0.65502185 88 0.25413695
79|G0:0000103|GO:001937gsulfate assimilation 0.11 1 0.2183406 9 0.025991278

3251|G0:0004611 phosphoenolpyruvate carij 0.11 1 0.2183406 9 0.025991278

4914]G0:0006816 calcium ion transport 0.11 2 0.4366812 44 0.12706847
28952|G0:0070588 calcium ion transmembrar| 0.11 2 0.4366812 44 0.12706847

2642]G0:0003697|G0O:000369¢single-stranded DNA bind| 0.11 2 0.4366812 44 0.12706847
11931]G0:0020037 heme binding 0.12 11 2.4017467 550! 1.5883559

9893]G0:0016857 racemase and epimerase 0.12 2 0.4366812 45 0.1299564
14726]G0:0032318 regulation of Ras GTPase] 0.12 2 0.4366812 45 0.1299564
22096|G0:0046578 regulation of Ras protein 0.12 2 0.4366812 45 0.1299564
24456]|G0:0050136 NADH dehydrogenase (ay 0.12 2 0.4366812 45 0.1299564
25355|G0:0051056 regulation of small GTPaEl 0.12 2 0.4366812 45 0.1299564

4329]G0:0006096|G0O:001964 Y glycolysis 0.12 2 0.4366812 46 0.13284431

2636]G0:0003690 double-stranded DNA bing 0.12 2 0.4366812 46 0.13284431

3842|G0:0005432 calcium:sodium antiporter| 0.12 1 0.2183406 10 0.0288792

3849]G0:0005459 UDP-galactose transmem| 0.12 1 0.2183406 10 0.0288792

5911)G0:0008417 fucosyltransferase activity 0.12 1 0.2183406 10 0.0288792

7175|G0:0009924 octadecanal decarbonylag 0.12 1 0.2183406 10 0.0288792

8727]G0:0015369 calcium:hydrogen antiport| 0.12 1 0.2183406 10 0.0288792

9054|G0:0015785 UDP-galactose transport 0.12 1 0.2183406 10! 0.0288792
30135|G0:0071771 aldehyde decarbonylase 4 0.12 1 0.2183406 10! 0.0288792
30693|G0:0072334 UDP-galactose transmem| 0.12 1 0.2183406 10! 0.0288792

2797]|G0:0003979 UDP-glucose 6-dehydrogg 0.12 1 0.2183406 10! 0.0288792

6442]G0:0009073|G0:0016089aromatic amino acid famil| 0.13 2 0.4366812 a7 0.13573223
21943|G0:0046417 chorismate metabolic prog 0.13 2 0.4366812 47 0.13573223

5809]G0:0008289 lipid binding 0.13 6 1.3100437 258 0.74508333

3872]G0:0005506 hgn ion binding 0.13 11 2.4017467 563! 1.6258988

716]G0:0001071 nucleic acid binding trans| 0.13 24/ 5.240175 1417 4.0921826

2643]G0:0003700|GO:000013(sequence-specific DNA bl 0.13 24/ 5.240175 1417 4.0921826
11152]G0:0019139|G0:004642( cytokinin dehydrogenase | 0.14 1 0.2183406 11 0.03176712
24696|G0:0050378 UDP-glucuronate 4-epime] 0.14 1 0.2183406 11 0.03176712

3490]G0:0004888|G0:000492¢transmembrane receptor ¢ 0.14 11 2.4017467 571 1.6490022

5096]G0:0007047 cellular cell wall organizat 0.14 2 0.4366812 50! 0.14439599

6932]|G0:0009664 plant-type cell wall organi 0.14 2 0.4366812 50! 0.14439599
19914|G0:0043648 dicarboxylic acid metaboli 0.14 2 0.4366812 50! 0.14439599
20857]G0:0045229 external encapsulating str| 0.14 2 0.4366812 50 0.14439599
30033]G0:0071669 plant-type cell wall organi 0.14 2 0.4366812 50! 0.14439599

7173]|G0:0009922 fatty acid elongase activit) 0.15 2 0.4366812 51 0.14728391

7213]G0:0009966|G0:003546€regulation of signal transd] 0.15 2 0.4366812 51 0.14728391

9733]G0:0016655 oxidoreductase activity, a{ 0.15 2 0.4366812 51 0.14728391
12601]G0:0023051 regulation of signaling 0.15 2 0.4366812 51 0.14728391

7526]G0:0010301|G0:003371(xanthoxin dehydrogenase] 0.15 1 0.2183406 12 0.03465504
20615|G0:0044421 extracellular region part 0.15 1 0.2183406 12 0.03465504




25436|G0:0051139 metal ion:hydrogen amipol 0.15 1 0.2183406 12 0.03465504
9767]|G0:0016705 oxidoreductase activity, aJ 0.15 7 1.5283843 329! 0.95012563
9295]G0:0016053 organic acid biosynthetic 0.15 5, 1.091703 211 0.6093511

21922|G0:0046394 carboxylic acid biosynthet| 0.15 5 1.091703 211 0.6093511
9795|G0:0016740 transferase activity 0.16 57 12.445415 3764 10.870131

29246|G0:0070882 cellular cell wall organizat] 0.16 2 0.4366812 53! 0.15305975
2778]|G0:0003954 NADH dehydrogenase acf 0.16 2 0.4366812 53! 0.15305975

22375|G0:0046872 metal ion binding 0.16 46 10.043668 2985! 8.6204405
6436]G0:0009067 aspartate family amino ac| 0.16 1 0.2183406 13 0.037542958
8578|G0:0015165 pyrimidine nucleotide sugy 0.16 1 0.2183406 13! 0.037542958
9050]/G0:0015781 pyrimidine nucleotide-sug 0.16 1 0.2183406 13! 0.037542958
4649]G0:0006520|G0:0006519cellular amino acid metab 0.16 6 1.3100437 277 0.7999538

19470]G0:0043167 ion binding 0.16 46 10.043668 2997 8.655096

19472|G0:0043169 cation binding 0.16 46 10.043668 2997 8.655096

17617]G0:0035251 UDP-glucosyltransferase 0.16 5 1.091703 218 0.62956655

30066]G0:0071702 organic substance transpd 0.17 10 2.183406 529 1.5277096
5767]|G0:0008237 metallopeptidase activity 0.17 2 0.4366812 56 0.16172351

22409]|G0:0046906 tetrapyrrole binding 0.17 11 2.4017467 596 1.7212002
4670]G0:0006541 glutamine metabolic procq 0.17 1 0.2183406 14 0.040430877
9399|G0:0016174 NAD(P)H oxidase activity 0.17 1 0.2183406 14! 0.040430877
9873]G0:0016833 oxo-acid-lyase activity 0.17 1 0.2183406 14/ 0.040430877

24970]G0:0050664 oxidoreductase activity, a{ 0.17 1 0.2183406 14/ 0.040430877

31408]G0:0080031 methyl salicylate esterase] 0.17 1 0.2183406 14 0.040430877

270]G0:0000339 RNA cap binding 0.17 1 0.2183406 14/ 0.040430877
2998|G0:0004311 farnesyltranstransferase ¢ 0.17 1 0.2183406 14 0.040430877
3204]G0:0004558|G0:0004564 alpha-glucosidase activity| 0.17 1 0.2183406 14/ 0.040430877
6441]G0:0009072 aromatic amino acid famil| 0.17 2 0.4366812 57 0.16461143
9813]G0:0016759 cellulose synthase activity 0.17 2 0.4366812 57 0.16461143

23973|G0:0048583 regulation of response to § 0.17 2 0.4366812 57 0.16461143

29919|G0:0071555 cell wall organization 0.18 2 0.4366812 58 0.16749935
7520]|G0:0010294 abscisic acid glucosyltran 0.18 1 0.2183406 15 0.043318797
8635]G0:0015229 L-ascorbic acid transporte] 0.18 1 0.2183406 15 0.043318797
9144]G0:0015882 L-ascorbic acid transport | 0.18 1 0.2183406 15! 0.043318797
2868]G0:0004062 aryl sulfotransferase activl 0.18 1 0.2183406 15 0.043318797
3209)G0:0004564 beta-fructofuranosidase al 0.18 1 0.2183406 15, 0.043318797
3476]G0:0004872|G0:001904Jreceptor activity 0.18 12 2.6200874 672 1.9406822
2831]G0:0004022 alcohol dehydrogenase (l\l 0.18 2 0.4366812 59! 0.17038727
9730]G0:0016651 oxidoreductase activity, aJ 0.19 3 0.65502185 112 0.32344702

29918]|G0:0071554 cell wall organization or bi 0.19 3 0.65502185 112 0.32344702
6077]G0:0008652 cellular amino acid biosyn} 0.19 4 0.8733624 169’ 0.48805845
9427|G0:0016215 CoA desaturase activity 0.19 1 0.2183406 16! 0.046206716

18757]G0:0042409 caffeoyl-CoA O-methyltrai| 0.19 1 0.2183406 16! 0.046206716

219]G0:0000287 magnesium ion binding 0.19 1 0.2183406 16! 0.046206716
3334]G0:0004713|G0:000471gprotein tyrosine kinase ac| 0.19 1 0.2183406 16! 0.046206716
3382]G0:0004768|G0:0016214stearoyl-CoA 9-desaturas| 0.19 1 0.2183406 16! 0.046206716
8526/G0:0015112 nitrate transmembrane tral 0.19 2 0.4366812 61 0.1761631
8975]/G0:0015706|G0:000687 nitrate transport 0.19 2 0.4366812 61 0.1761631

13753|G0:0031323 regulation of cellular meta 0.20 42 9.170305 2770 7.999538
5213]|G0:0007186 G-protein coupled receptcl 0.20 2 0.4366812 62 0.17905103
9768]|G0:0016706 oxidoreductase activity, @I 0.20 4 0.8733624 175! 0.505386

30887|G0:0072531 pyrimidine-containing cony 0.20 1 0.2183406 17 0.049094636

31465]G0:0080090 regulation of primary met: 0.21 41 8.951965 2710 7.826263

16595|G0:0034212 peptide N-acetyltransfera: 0.21 1 0.2183406 18 0.051982556
3239|G0:0004596 peptide alpha-N-acetyltrar| 0.21 1 0.2183406 18 0.051982556

20356|G0:0044106 cellular amine metabolic 0.21 6. 1.3100437 303 0.8750397
9890]|G0:0016854 racemase and epimerase 0.22 2 0.4366812 66 0.1906027
6663]G0:0009309 amine biosynthetic proced 0.22 4 0.8733624 181 0.5227135
6884]G0:0009607 response to biotic stimulu; 0.22 3 0.65502185 122 0.3523262
3799]G0:0005338|G0:0005339 nucleotide-sugar transmel| 0.22 1 0.2183406 19! 0.054870475
5230]|G0:0007205 activation of protein kinas| 0.22 1 0.2183406 19 0.054870475
6435]|G0:0009066 aspartate family amino acl 0.22 1 0.2183406 19 0.054870475
9049]G0:0015780 nucleotide-sugar 1ransuor| 0.22 1 0.2183406 19 0.054870475

14556|G0:0032147 activation of protein kinas| 0.22 1 0.2183406 19 0.054870475
5981|G0:0008509 anion transmembrane trar| 0.23 5 1.091703 245 0.70754033

11202|G0:0019199 transmembrane receptor | 0.23 9 1.9650655 504 1.4555116
2999]G0:0004312 fatty acid synthase activit\l 0.23 2 0.4366812 68! 0.19637854
4917]G0:0006820|G0:00068234 anion transport 0.23 5 1.091703 247 0.7133162

11221|G0:0019219 regulation of nucleobase, 0.23 40 8.733624 2675 7.7251854

25468|G0:0051171 regulation of nitrogen con 0.23 40 8.733624 2675 7.7251854

31420|G0:0080043 quercetin 3-O-glucosyltrar| 0.23 2 0.4366812 69! 0.19926646
3200]G0:0004553|G0:001680¢ hydrolase activity, hydroﬂ 0.23 6 1.3100437 312 0.90103096

25477]G0:0051180 vitamin transport 0.23 1 0.2183406 20! 0.0577584

25480|G0:0051183 vitamin transporter activinl 0.23 1 0.2183406 20 0.0577584
2675]|G0:0003825 alpha,alpha-trehalose-phd 0.23 1 0.2183406 20 0.0577584
3328]G0:0004707|G0O:000833d MAP kinase activity 0.23 1 0.2183406 20! 0.0577584
9583]|G0:0016469 proton-transporting two-se} 0.24 3 0.65502185 127 0.36676583

15524|G0:0033124 regulation of GTP catabol 0.24 2 0.4366812 70! 0.20215438

19394|G0:0043087 regulation of GTPase acti 0.24 2 0.4366812 70! 0.20215438
6662]|G0:0009308 amine metabolic process 0.24 6 1.3100437 314 0.9068068

25098 G0:0050794|G0:0051244regulation of cellular procq 0.24 58 12.663755 3987 11.514136
5878]|G0:0008378 galactosyltransferase actiy 0.24 1 0.2183406 21 0.060646318
9902|G0:0016868|G0O:001677qintramolecular transferas] 0.24 1 0.2183406 21 0.060646318

12999]G0:0030506 ankyrin binding 0.24 1 0.2183406 21 0.060646318

23518]G0:0048040 UDP-glucuronate decarbg 0.24 1 0.2183406 21 0.060646318

27063]G0:0060089 molecular transducer actiy 0.25 13, 2.838428 787 2.2727928
3475]/G0:0004871|G0:0005064signal transducer activity 0.25 13! 2.838428 787 2.2727928

24968]|G0:0050662 coenzyme binding 0.25 4 0.8733624 191 0.5515927
2975]G0:0004175|G0:0016809endopeptidase activity 0.25 6 1.3100437 320! 0.9241344
4247]G0:0006007 glucose catabolic process| 0.25 2 0.4366812 73 0.21081814
9703]G0:0016620 oxidoreductase activity,q 0.25 2 0.4366812 73! 0.21081814

11313|G0:0019320 hexose catabolic process 0.25 2 0.4366812 73! 0.21081814

20525|G0:0044275 cellular carbohydrate catal 0.25 2 0.4366812 73 0.21081814

21726|G0:0046164 alcohol catabolic process 0.25 2 0.4366812 73! 0.21081814

21894|G0:0046365 monosaccharide catabolid 0.25 2 0.4366812 73 0.21081814

21152|G0:0045551 cinnamyl-alcohol dehydroj 0.25 1 0.2183406 22 0.06353424
5732|G0:0008194 UDP-glycosyltransferase | 0.26 6 1.3100437 322 0.9299102
8810]G0:0015491 cation:cation antiporter ac} 0.26 2 0.4366812 75 0.21659398
9420]G0:0016207 4-coumarate-CoA ligase ¢ 0.26 1 0.2183406 23! 0.06642216

16063]G0:0033674 positive regulation of kina| 0.26 1 0.2183406 23! 0.06642216

19815|G0:0043549 regulation of kinase acti\ﬁl 0.26 1 0.2183406 23! 0.06642216

21437]G0:0045859 regulation of protein kinasl 0.26 1 0.2183406 23 0.06642216

21438|G0:0045860 positive regulation of protq 0.26 1 0.2183406 23 0.06642216

22753|G0:0047262|G0O:0050374 polygalacturonate 4-a|pha| 0.26 1 0.2183406 23! 0.06642216

25628|G0:0051338 regulation of transferase 4 0.26 1 0.2183406 23 0.06642216

25637|G0:0051347 positive regulation of trang 0.26 1 0.2183406 23 0.06642216
4526]G0:0006351|G0:000635(transcription, DNA-depen( 0.27 24/ 5.240175 1575 4.548474

15176]G0:0032774 RNA biosynthetic process| 0.27 24/ 5.240175 1575 4.548474
6248]G0:0008843 endochitinase activity 0.27 1 0.2183406 24 0.06931008

13657]G0:0031225 anchored to membrane 0.27 1 0.2183406 24 0.06931008

13659|G0:0031227 Jintrinsic to endoplasmic re 0.27 1 0.2183406 24 0.06931008

31407]G0:0080030 methyl indole-3-acetate eq 0.27 1 0.2183406 24 0.06931008
3213]G0:0004568 chitinase activity 0.27 1 0.2183406 24/ 0.06931008

27228|G0:0060255 regulation of macromolec]| 0.27 39 8.515284 2660 7.6818666




15436|G0:0033036 macromolecule localizatio] 0.27 7 1.5283843 397 1.1465042
19126|G0:0042803 protein homodimerizationl 0.27 5, 1.091703 265 0.7652988
5196]G0:0007166 cell surface receptor Iinkﬂ 0.28 2 0.4366812 78 0.22525774
19832]G0:0043566 structure-specific DNA bir| 0.28 2 0.4366812 78 0.22525774
30865]G0:0072509 divalent inorganic cation t| 0.28 2 0.4366812 78 0.22525774
4530]G0:0006355|G0:0032583 regulation of transcription 0.28 38 8.296944 2591 7.4826
9699]|G0:0016616 oxidoreductase activity, a 0.28 5 1.091703 266 0.7681867
255441G0:0051252 regulation of RNA metabq 0.28 38 8.296944 2593 7.488376
13822|G0:0031399 regulation of protein modif 0.28 1 0.2183406 25 0.072197996
21145]G0:0045543 gibberellin 2-beta-di0xvge| 0.28 1 0.2183406 25! 0.072197996
1225]G0:0001932 regulation of protein ph05\| 0.28 1 0.2183406 25 0.072197996
4358|G0:0006140 regulation of nucleotide m| 0.29 2 0.4366812 80 0.2310336
7146]G0:0009894 regulation of catabolic pro] 0.29 2 0.4366812 80 0.2310336
9682]|G0:0016597 amino acid binding 0.29 2 0.4366812 80 0.2310336
13278|G0:0030811 regulation of nucleotide c{ 0.29 2 0.4366812 80 0.2310336
13759|G0:0031329 regulation of cellular catal 0.29 2 0.4366812 80 0.2310336
15521|G0:0033121 regulation of purine nucle( 0.29 2 0.4366812 80 0.2310336
19479]G0:0043176 amine binding 0.29 2 0.4366812 80 0.2310336
7141]G0:0009889 regulation of biosynthetic 0.29 38! 8.296944 2605 7.523031
7772]|G0O:0010556 regulation of macromolec]| 0.29 38 8.296944 2605 7.523031
13756]G0:0031326 regulation of cellular biosy 0.29 38! 8.296944 2605 7.523031
32213|G0:2000112 regulation of cellular mac| 0.29 38 8.296944 2605 7.523031
18674|G0:0042325 regulation of phosphoryla 0.29 2 0.4366812 81 0.23392151
4030|G0:0005741 mitochondrial outer memb 0.29 1 0.2183406 26! 0.075085916
9884|G0:0016847|GO:003410( 1-aminocyclopropane-1-c{ 0.29 1 0.2183406 26! 0.075085916
10911|G0:0018871 1-aminocyclopropane-1-c{ 0.29 1 0.2183406 26 0.075085916
18579|G0:0042218 1-aminocyclopropane-1-c{ 0.29 1 0.2183406 26 0.075085916
30689]G0:0072330 monocarboxylic acid bios 0.29 1 0.2183406 26! 0.075085916
5195|G0:0007165|G0:0023033signal transduction 0.29 15! 3.275109 961 2.775291
12602]G0:0023052|G0:002304gsignaling 0.29 15! 3.275109 961 2.775291
29202|G0:0070838 divalent metal ion transpoj 0.30 2 0.4366812 82 0.23680943
6433]G0:0009064 glutamine family amino ad 0.30 1 0.2183406 27 0.077973835
3873]G0:0005507 copper ion binding 0.30 3 0.65502185 146 0.42163628
4327]G0:0006091 generation of precursor m| 0.31 2 0.4366812 84 0.24258527
30867]G0:0072511 divalent inorganic cation t| 0.31 2 0.4366812 84 0.24258527
11222|G0:0019220 regulation of phosphate n 0.31 2 0.4366812 85 0.24547319
25471|G0:0051174 regulation of phosphorus | 0.31 2 0.4366812 85 0.24547319
13634|G0:0031177 phosphopantetheine bindi 0.31 1 0.2183406 28 0.080861755
139]G0:0000175 3'-5'-exoribonuclease actiy 0.31 1 0.2183406 28 0.080861755
3284|G0:0004650 polygalacturonase activity| 0.31 1 0.2183406 28 0.080861755
20533]G0:0044283 small molecule biosynthet} 0.31 6 1.3100437 347 1.0021082
7692]|G0:0010468 regulation of gene expres] 0.31 38 8.296944 2635 7.6096687
11426]G0:0019438 aromatic compound biosy| 0.32 3 0.65502185 149’ 0.43030006
4029|G0:0005740 mitochondrial envelope 0.32 3 0.65502185 151 0.4360759
8679|G0:0015297 antiporter activity 0.33 3 0.65502185 152 0.4389638
8682]G0:0015300 solute:solute antiporter ac} 0.33 3 0.65502185 152 0.4389638
8683]G0:0015301|G0:001538¢anion:anion antiporter acti 0.33 1 0.2183406 30 0.086637594
2774]|G0:0003950 NAD+ ADP-ribosyltransfe| 0.33 1 0.2183406 30 0.086637594
3518]G0:0004930|G0:0001624 G-protein coupled receptd 0.33 1 0.2183406 30 0.086637594
6424]G0:0009055|G0:0009059electron carrier activity 0.33 3 0.65502185 154/ 0.44473964
8517]G0:0015103 inorganic anion transmem 0.33 3 0.65502185 154 0.44473964
9294]G0:0016052|GO:000609] carbohydrate catabolic prd 0.34 2 0.4366812 91 0.2628007
9697]|G0:0016614 oxidoreductase activity, a 0.35 5 1.091703 293 0.84616053
3785 GO:OOOS315|GO:000531]inorganic phosphate Uansl 0.35 1 0.2183406 32 0.09241343
4757]G0:0006633|G0O:0000037fatty acid biosynthetic pro| 0.35 1 0.2183406 32 0.09241343
9927]G0:0016896 exoribonuclease activity, | 0.35 1 0.2183406 32 0.09241343
14381|G0:0031968 organelle outer membrang 0.35 1 0.2183406 32 0.09241343
21041]G0:0045431 flavonol synthase activity 0.35 1 0.2183406 32 0.09241343
25836|G0:0051552 flavone metabolic procesq 0.35 1 0.2183406 32 0.09241343
25837]G0:0051553 flavone biosynthetic procd 0.35 1 0.2183406 32 0.09241343
25838|G0:0051554 flavonol metabolic urocesJ 0.35 1 0.2183406 32 0.09241343
25839|G0:0051555 flavonol biosynthetic proc| 0.35 1 0.2183406 32 0.09241343
3190|G0:0004532 exoribonuclease activity 0.35 1 0.2183406 32 0.09241343
3265|G0:0004630 phospholipase D activity 0.35 1 0.2183406 32 0.09241343
20885|G0:0045261 proton-transporting ATP s| 0.36 1 0.2183406 33 0.09530135
5827]G0:0008308|G0:0022844voltage-gated anion chanl| 0.36 1 0.2183406 34 0.09818927
20321|G0:0044070 regulation of anion transp| 0.36 1 0.2183406 34 0.09818927
13829]G0:0031406 carboxylic acid binding 0.37 2 0.4366812 98! 0.28301615
18912|G0:0042578 phosphoric ester hydrolas| 0.37 7 1.5283843 444 1.2822365
20623]G0:0044429 mitochondrial part 0.37 3 0.65502185 165! 0.47650677
3877]G0:0005516 calmodulin binding 0.38 4 0.8733624 236 0.6815491
5902]G0:0008408 3-5' exonuclease activity 0.38 1 0.2183406 36 0.10396511
9915]G0:0016884|G0:0016003 carbon-nitrogen ligase act 0.39 1 0.2183406 37 0.10685303
9839]G0:0016791|G0:0016304 phosphatase activity 0.40 6 1.3100437 383! 1.1060733
9637]G0:0016538|GO:000375] cyclin-dependent protein H 0.40 1 0.2183406 38 0.10974095
4067]G0:0005783 endoplasmic reticulum 0.41 3 0.65502185 174 0.50249803
13656|G0:0031224 intrinsic to membrane 0.41 17 3.7117903 1193 3.4452884
8967]|G0:0015698 |inor§anic anion transport 0.41 3 0.65502185 176 0.5082739
5891 G0:0008395|G0O:0008394 steroid hydroxylase activif 0.41 1 0.2183406 40 0.1155168
7072]|G0:0009813 flavonoid biosynthetic pro 0.41 1 0.2183406 40 0.1155168
9843|G0:0016796 exonuclease activity, acti\ 0.41 1 0.2183406 40 0.1155168
11804|G0:0019867 outer membrane 0.41 1 0.2183406 40 0.1155168
3942|G0:0005618 cell wall 0.41 2 0.4366812 107 0.30900744
6166]G0:0008757 S-adenosylmethionine-de| 0.43 3 0.65502185 180! 0.5198256
3753]G0:0005253 anion channel activity 0.43 1 0.2183406 42 0.121292636
4756|G0:0006631 fatty acid metabolic proce 0.43 1 0.2183406 42 0.121292636
4849]G0:0006730|G0:0019754 one-carbon metabolic pro] 0.43 5 1.091703 325! 0.93857396
12868|G0:0030312 external encapsulating str| 0.43 2 0.4366812 111 0.3205591
14676|G0:0032268 regulation of cellular prote] 0.44 1 0.2183406 43 0.124180555
25538|G0:0051246 regulation of protein meta| 0.44 1 0.2183406 43 0.124180555
8680]G0:0015298 solute:cation antiporter ac} 0.44 2 0.4366812 112 0.32344702
9933]G0:0016903 oxidoreductase activity, aJ 0.44 2 0.4366812 113 0.32633495
7071)G0:0009812 flavonoid metabolic proce] 0.44 1 0.2183406 44 0.12706847
9186]G0:0015926 glucosidase activity 0.44 1 0.2183406 44 0.12706847
13730|G0:0031300 Jintrinsic to organelle mem| 0.44 1 0.2183406 44 0.12706847
4844|G0:0006725 cellular aromatic compour 0.44 3 0.65502185 185 0.53426516
9818|G0:0016765|G0O:001676(transferase activity, transf] 0.44 3 0.65502185 185! 0.53426516
20499|G0:0044249 cellular biosynthetic proce 0.44 36 7.860262 2635 7.6096687
22478|G0:0046982 protein heterodimerization| 0.45 2 0.4366812 114 0.32922286
20619]G0:0044425 membrane part 0.45 21 4.5851526 1523 4.398302
6427]|G0:0009058 biosynthetic process 0.46 38 8.296944 2796 8.074624
4073]G0:0005789 endoplasmic reticulum me 0.46 1 0.2183406 46 0.13284431
18536]G0:0042175 nuclear outer membrane-{ 0.46 1 0.2183406 46 0.13284431
20626|G0:0044432 endoplasmic reticulum DQI 0.46 1 0.2183406 46 0.13284431
5807]G0:0008287 protein serine/threonine p 0.47 1 0.2183406 47 0.13573223
11830|G0:0019901 protein kinase binding | 0.48 1 0.2183406 49 0.14150807
31421]G0:0080044 quercetin 7-O-glucosyltrar| 0.48 1 0.2183406 49 0.14150807
3260]G0:0004620 phospholipase activity 0.49 2 0.4366812 123 0.35521415
3185]G0:0004527|G0O:0008854 exonuclease activity | 0.49 1 0.2183406 50! 0.14439599
3340]G0:0004721 phosphoprotein uhosphit.‘l 0.49 3 0.65502185 199 0.57469606
9494|G0:0016311 dephosphorylation 0.49 6 1.3100437 425 1.227366
9267]G0:0016021 integral to membrane 0.49 15! 3.275109 1103 3.1853757
9975]/G0:0016998 Iﬁ wall macromolecule ¢ 0.49 1 0.2183406 51! 0.14728391




3099]G0:0004428 |in0$i10| or phosphatidyling) 0.49 1 0.2183406 51! 0.14728391
14380|G0:0031967 organelle envelope 0.50 3 0.65502185 201 0.5804719
4915|G0:0006817 phosphate transport 0.50 1 0.2183406 52 0.15017183
6965]G0:0009699 phenylpropanoid biosynth) 0.50 1 0.2183406 52 0.15017183
8528|G0:0015114 phosphate transmembran| 0.50 1 0.2183406 52 0.15017183
17801|G0:0035435 phosphate transmembran| 0.50 1 0.2183406 52 0.15017183
20287]G0:0044036 cell wall macromolecule n 0.50 1 0.2183406 52 0.15017183
14387]G0:0031975 envelope 0.51 3 0.65502185 205! 0.59202355
4894|G0:0006790 sulfur compound metaboli 0.52 1 0.2183406 55! 0.15883559
9533]G0:0016405 CoA-ligase activity 0.52 1 0.2183406 55! 0.15883559
4755|G0:0006629 |lipid metabolic process 0.52 8 1.7467248 590! 1.7038727
15577|G0:0033178 proton-transporting two-se} 0.53 1 0.2183406 56 0.16172351
22479]G0:0046983 protein dimerization activi 0.53 7 1.5283843 517 1.4930545
5715|G0:0008171 O-methyltransferase activ| 0.53 1 0.2183406 57 0.16461143
9910]G0:0016878 acid-thiol ligase activity 0.53 1 0.2183406 57 0.16461143
9906]G0:0016874 |ligase activity 0.53 8 1.7467248 597 1.7240882
9754|G0:0016684 oxidoreductase activity, af 0.53 2 0.4366812 135! 0.38986918
3242]G0:0004601|G0O:001668 peroxidase activity 0.53 2 0.4366812 135! 0.38986918
4913]G0:0006814|G0:0006834sodium ion transport 0.54 1 0.2183406 58 0.16749935
5819 G0:0008299|G0:000924 isoprenoid biosynthetic prf 0.54 1 0.2183406 58 0.16749935
8499]G0:0015081|G0:002281¢sodium ion transmembrar 0.54 1 0.2183406 58 0.16749935
11820|G0:0019887 protein kinase regulator af 0.54 1 0.2183406 58 0.16749935
18086]G0:0035725 sodium ion transmembrar 0.54 1 0.2183406 58, 0.16749935
29800]G0:0071436 sodium ion export 0.54 1 0.2183406 58 0.16749935
3323]G0:0004702 receptor signaling protein 0.54 1 0.2183406 58 0.16749935
25998|G0:0051716 cellular response to stimul 0.54 15 3.275109 1138 3.2864528
9900|G0:0016866 intramolecular transferasg 0.54 1 0.2183406 59, 0.17038727
30700]G0:0072341 modified amino acid bindi) 0.54 1 0.2183406 59! 0.17038727
4840 GO10006720|GO:0016096i_sOpren0id metabolic proc| 0.55 1 0.2183406 60! 0.17327519
5652|G0:0008081|G0O:0004434 phosphoric diester hydrold 0.55 1 0.2183406 60! 0.17327519
6964]G0:0009698 phenylpropanoid metaboli| 0.55 1 0.2183406 60 0.17327519
4028|G0:0005739 mitochondrion 0.56 3 0.65502185 219 0.63245445
6046]G0:0008610 |lipid biosynthetic process 0.56 2 0.4366812 141 0.4071967
11210]G0:0019207 kinase regulator activity 0.56 1 0.2183406 62 0.17905103
20883 G0:0045259|G0:0045254 proton-transporting ATP s| 0.56 1 0.2183406 62 0.17905103
8557|G0:0015144 carbohydrate transmembr] 0.57 2 0.4366812 143 0.41297254
16602|G0:0034219 carbohydrate transmembr] 0.57 2 0.4366812 143 0.41297254
9308]G0:0016070 RNA metabolic process 0.57 24/ 5.240175 1855 5.3570914
19125]G0:0042802 identical protein binding 0.58 9 1.9650655 697 2.01288
9889]G0:0016853 Jisomerase activity 0.58 4 0.8733624 306 0.8837035
9710]G0:0016628 oxidoreductase activity, a{ 0.58 1 0.2183406 65! 0.18771479
6071]G0:0008643|G0O:000686) carbohydrate transport 0.58 2 0.4366812 147 0.42452422
5651]G0:0008080 N-acetyltransferase activif 0.59 1 0.2183406 67 0.19349062
21710|G0:0046148 pigment biosynthetic proc| 0.60 1 0.2183406 69 0.19926646
3620]G0:0005057 receptor signaling protein 0.60 1 0.2183406 69 0.19926646
5726]G0:0008187 poly-pyrimidine tract bindi 0.61 1 0.2183406 70! 0.20215438
5788]G0:0008266 poly(U) RNA binding 0.61 1 0.2183406 70! 0.20215438
11828|G0:0019899 enzyme binding 0.61 3 0.65502185 237 0.684437
3744|G0:0005244 voltage-gated ion channel 0.62 1 0.2183406 72 0.20793022
12528|G0:0022832 voltage-gated channel acf] 0.62 1 0.2183406 72 0.20793022
15280]G0:0032879 regulation of localization 0.62 1 0.2183406 72 0.20793022
17141|G0:0034762 regulation of transmembrd 0.62 1 0.2183406 72 0.20793022
17144|G0:0034765 regulation of ion transmer] 0.62 1 0.2183406 72 0.20793022
19568|G0:0043269 regulation of ion transport 0.62 1 0.2183406 72 0.20793022
25348|G0:0051049 regulation of transport 0.62 1 0.2183406 72 0.20793022
18786|G0:0042440 pigment metabolic proces| 0.62 1 0.2183406 73 0.21081814
19831]G0:0043565 sequence-specific DNA bij 0.62 2 0.4366812 159! 0.45917925
4641]G0:0006508 proteolysis 0.63 12 2.6200874 965! 2.7868426
8673]G0:0015291|G0:001529( secondary active transme| 0.63 5 1.091703 407 1.1753833
9817]|G0:0016763 transferase activity, traTif' 0.63 1 0.2183406 74 0.21370606
5712]G0:0008168|GO:000448( methyltransferase activity| 0.63 3 0.65502185 244 0.7046524
9538|G0:0016410 N-acyltransferase activity 0.64 1 0.2183406 77 0.22236982
9422]G0:0016209 antioxidant activity 0.64 2 0.4366812 165! 0.47650677
9800]|G0:0016746 transferase activity, transf| 0.65 6. 1.3100437 498 1.438184
3306]G0:0004674|GO:000469] protein serine/threonine ki 0.65 13! 2.838428 1062 3.0669708
9875]|G0:0016836 hydro-lyase activity 0.66 1 0.2183406 80 0.2310336
3827]G0:0005372 water transmembrane trar| 0.66 1 0.2183406 81 0.23392151
4927]G0:0006833 water transport 0.66 1 0.2183406 81 0.23392151
8652|G0:0015250 water channel activity 0.66 1 0.2183406 81 0.23392151
18429]G0:0042044 fluid transport 0.66 1 0.2183406 81 0.23392151
2658]|G0:0003729 MRNA binding 0.66 1 0.2183406 82 0.23680943
9796|G0:0016741 transferase activity, transf| 0.67 3 0.65502185 261 0.7537471
12692|G0:0030117 membrane coat 0.67 1 0.2183406 84 0.24258527
23870]G0:0048475 coated membrane 0.67 1 0.2183406 84 0.24258527
3304]G0:0004672|G0O:0050229 protein kinase activity 0.69 16 3.4934497 1333 3.8495972
9824|G0:0016773 phosphotransferase activi 0.69 18 3.930131 1493 4.311664
7691]G0:0010467 gene expression 0.69 24/ 5.240175 1974 5.7007537
2982|G0:0004197 cysteine-type endopeptidg 0.70 1 0.2183406 90 0.2599128
20505]G0:0044255 cellular lipid metabolic DYEI 0.70 2 0.4366812 184/ 0.53137726
3644|G0:0005102 receptor binding 0.70 1 0.2183406 91 0.2628007
3808]G0:0005351|G0:0005404 sugar:hydrogen symufmﬂ 0.71 1 0.2183406 94! 0.27146447
3835]G0:0005402 cation:sugar symporter ac} 0.71 1 0.2183406 94 0.27146447
28378|G0:0070011 peptidase activity, acting ¢ 0.72 6 1.3100437 537 1.550813
17024]G0:0034645|G0:003496] cellular macromolecule bif 0.72 24/ 5.240175 1999 5.7729516
20521|G0:0044271 cellular nitrogen compoun} 0.72 4 0.8733624 367 1.0598665
3307]G0:0004675 transmembrane receptor | 0.72 4 0.8733624 367 1.0598665
11712|G0:0019748 secondary metabolic proc| 0.72 1 0.2183406 95 0.27435237
6428]G0:0009059|G0:0043284 macromolecule biosynthe; 0.72 24/ 5.240175 2003 5.7845035
14667]G0:0032259 methylation 0.73 3 0.65502185 285! 0.8230572
8677]G0:0015295 solute:hydrogen symporte} 0.73 1 0.2183406 98! 0.28301615
8681]G0:0015299 solute:hydrogen antiportel| 0.73 1 0.2183406 98 0.28301615
12608]G0:0030001 metal ion transport | 0.73 4 0.8733624 374 1.080082
2628]|G0:0003677 DNA binding | 0.75 14/ 3.0567687 1224 3.534814
9709]G0:0016627 oxidoreductase activi { 0.75 1 0.2183406 104/ 0.30034366
19392|G0:0043085 positive regulation of catal 0.75 1 0.2183406 104 0.30034366
20343|G0:0044093 positive regulation of molg 0.75 1 0.2183406 104 0.30034366
22415]|G0:0046914 transition metal ion bindin 0.75 31! 6.768559 2599 7.5057034
19253|G0:0042936 dipeptide transporter actiy 0.75 1 0.2183406 105 0.3032316
19255]G0:0042938 dipeptide transport 0.75 1 0.2183406 105! 0.3032316
3195|G0:0004540 ribonuclease activity 0.76 1 0.2183406 106 0.3061195
5763]G0:0008233 peptidase activity 0.76 6 1.3100437 565! 1.6316746
9488|G0:0016301 kinase activity 0.77 20! 4.366812 1740 5.0249805
22376]G0:0046873 metal ion transmembrane| 0.77 2 0.4366812 213 0.6151269
8495|G0:0015077 monovalent inorganic cati| 0.78 2 0.4366812 214 0.6180149
14379]G0:0031966 mitochondrial membrane 0.78 1 0.2183406 114 0.32922286
9535]|G0:0016407 acetyltransferase activity 0.78 1 0.2183406 115 0.3321108
5019]G0:0006952|GO:0002214 defense response 0.79 2 0.4366812 221 0.63823026
12533|G0:0022838 substrate-specific channe] 0.79 2 0.4366812 221 0.63823026
25416|G0:0051119 sugar transmembrane trai| 0.79 1 0.2183406 118 0.34077454
20488|G0:0044238 primary metabolic procesg 0.79 114 24.89083 9167 26.47356
13547]G0:0031090 organelle membrane 0.80 2 0.4366812 224 0.64689404
8660]G0:0015267|G0O:0015249 channel activity 0.80 2 0.4366812 226 0.6526699
12515|G0:0022803 passive transmembrane t| 0.80 2 0.4366812 226 0.6526699




12532]G0:0022836 gated channel activity 0.80 1 0.2183406 122 0.3523262
4990]G0:0006915|G0O:0008634 apoptosis 0.80 2 0.4366812 227 0.6555578
3449]G0:0004842|G0:000484(ubiquitin-protein ligase ac 0.81 3 0.65502185 326 0.94146186
5909]|G0:0008415 acyltransferase activity 0.81 3 0.65502185 330 0.95301354
9654|G0:0016567 protein ubiquitination 0.82 3 0.65502185 332 0.9587894

14854]|G0:0032446 protein modification by snj 0.82 3 0.65502185 332 0.9587894

29011]G0:0070647 protein modification by snj 0.82 3 0.65502185 332 0.9587894

25195|G0:0050896|G0:0051869response to stimulus 0.82 21! 4.5851526 1881 5.432177
4910|G0:0006811 ion transport 0.82 10! 2.183406 959! 2.769515
5756]G0:0008219 cell death 0.83 2 0.4366812 239 0.69021285
8209]G0:0012501|G0:0016244programmed cell death 0.83 2 0.4366812 239 0.69021285
9462|G0:0016265 death 0.83 2 0.4366812 239 0.69021285

11747]G0:0019787|GO:0008639small conjugating protein 0.83 3 0.65502185 339! 0.9790048
4394|G0:0006184 GTP catabolic process 0.83 1 0.2183406 132 0.3812054

21605|G0:0046039 GTP metabolic process 0.83 1 0.2183406 132 0.3812054
2758|G0:0003924 GTPase activity 0.83 1 0.2183406 132 0.3812054
8607]G0:0015197|G0:0015637 peptide transporter activit 0.84 1 0.2183406 139 0.40142086
8608|G0:0015198 oligopeptide transporter aj 0.84 1 0.2183406 139 0.40142086
3724]G0:0005216 ion channel activity 0.85 1 0.2183406 140! 0.40430877
3895|G0:0005543 phospholipid binding 0.85 1 0.2183406 140! 0.40430877
49441G0:0006857 oligopeptide transport 0.85 1 0.2183406 141 0.4071967
8676]G0:0015294 solute:cation symporter aq 0.85 1 0.2183406 141 0.4071967
9099]G0:0015833 peptide transport 0.85 1 0.2183406 141 0.4071967
4897]G0:0006793 phosphorus metabolic pra| 0.85 33 7.2052402 2925 8.4471655
4900]G0:0006796 phosphate metabolic proc] 0.85 33 7.2052402 2925 8.4471655
2986]G0:0004252 serine-type endopeptidasg 0.85 1 0.2183406 144 0.41586044
9801)G0:0016747 transferase activity, transf] 0.86 4 0.8733624 456 1.3168914
9911]G0:0016879 |ligase activity, forming cal 0.86 4 0.8733624 456 1.3168914
8494|G0:0015075 ion transmembrane transy 0.86 8 1.7467248 827 2.3883097

30306]G0:0071944 cell periphery 0.86 2 0.4366812 259 0.74797124

30204]G0:0071840 cellular component organi 0.86 3 0.65502185 362 1.045427
9285]|G0:0016043 cellular component organi 0.86 2 0.4366812 261 0.7537471

16603]G0:0034220 ion transmembrane transg| 0.86 8 1.7467248 833 2.4056373
4612|G0:0006468 protein phosphorylation 0.86 24! 5.240175 2205 6.367863

19533]G0:0043234 protein complex 0.87 8 1.7467248 848 2.448956
9114]G0:0015849 organic acid transport 0.88 1 0.2183406 156 0.45051548

22443]|G0:0046942 carboxylic acid transport 0.88 1 0.2183406 156 0.45051548
8496|G0:0015078 hydrogen ion transmembr, 0.88 1 0.2183406 160 0.4620672
8943]G0:0015672 monovalent inorganic cati 0.88 3 0.65502185 383 1.1060733
5764]G0:0008234|GO:000422( cysteine-type peptidase a‘l 0.89 1 0.2183406 163! 0.47073093
9493|G0:0016310 phosphorylation 0.89 27 5.8951964 2504 7.2313514
9913]G0:0016881 acid-amino acid ligase acf 0.89 3 0.65502185 391 1.1291766

30205]G0:0071841 cellular component organi 0.89 2 0.4366812 285 0.8230572
9823]|G0:0016772 transferase activity, transf| 0.90 20 4.366812 1932 5.579461
3341|G0:0004722|G0O:000015¢protein serine/threonine p| 0.90 1 0.2183406 171 0.4938343
3156|G0:0004497 monooxygenase activity 0.90 1 0.2183406 172 0.49672222
4916|G0:0006818 hydrogen transport 0.90 2 0.4366812 292 0.84327257
9246]G0:0015992 proton transport 0.90 2 0.4366812 292 0.84327257
8675]G0:0015293 symporter activity 0.90 1 0.2183406 173 0.49961013
2657]G0:0003727|G0:000372¢single-stranded RNA bind| 0.92 1 0.2183406 188 0.54292893

31895]G0:0090304 nucleic acid metabolic prd 0.92 24 5.240175 2340 6.7577324

30069|G0:0071705 nitrogen compound transy 0.93 1 0.2183406 202 0.5833598

12572]G0:0022890|G0:0015087inorganic cation transmen| 0.94 2 0.4366812 332 0.9587894

20487]G0:0044237 cellular metabolic procesg| 0.94 95 20.742357 8185 23.637625
4911]G0:0006812|G0:0006819cation transport 0.94 5 1.091703 662 1.9118029

21058]|G0:0045454|G0O:0030509 cell redox homeostasis 0.94 1 0.2183406 211 0.6093511
5766]G0:0008236 serine-type peptidase actij 0.94 1 0.2183406 214 0.6180149
5791]G0:0008270 zinc ion binding 0.94 18 3.930131 1880 5.4292893

10103]G0:0017171 serine hydrolase activity 0.95 1 0.2183406 220! 0.63534236

13531]G0:0031072 heat shock protein binding 0.95 1 0.2183406 230! 0.6642216

11695|G0:0019725 cellular homeostasis 0.96 1 0.2183406 234/ 0.67577326

18925|G0:0042592 homeostatic process 0.96 1 0.2183406 238 0.68732494
8211|G0:0012505 endomembrane system 0.96 1 0.2183406 242 0.6988766
4909)G0:0006810|G0:0015457 transport 0.96 22 4.8034935 2315 6.6855345

25529]|G0:0051234 establishment of localizati| 0.96 22 4.8034935 2315 6.6855345

25476|G0:0051179 localization 0.96 22 4.8034935 2319 6.697086
5661]G0:0008092 cytoskeletal protein bindin| 0.96 1 0.2183406 249 0.719092
4609]G0:0006464 protein modification proce] 0.97 27 5.8951964 2781 8.031305

12573|G0:0022891 substrate-specific transmg 0.97 10 2.183406 1241 3.5839086
3955]|G0:0005634 nucleus 0.97 12 2.6200874 1433 4.138389
9266]G0:0016020 membrane 0.97 38! 8.296944 3741 10.803708
9579]G0:0016462 pyrophosphatase activity 0.97 7 1.5283843 954/ 2.7550755
3884|G0:0005524 ATP binding 0.97 3 0.65502185 524/ 1.51327
9859]G0:0016818 hydrolase activity, acting ( 0.97 7 1.5283843 956 2.7608514

20532|G0:0044282 small molecule catabolic |} 0.97 6 1.3100437 854/ 2.4662836
9858|G0:0016817 hydrolase activity, acting ( 0.97 7 1.5283843 959! 2.769515
5840|G0:0008324 cation transmembrane tra 0.97 3 0.65502185 538 1.5537009

13041]G0:0030554 adenyl nucleotide binding 0.98 3 0.65502185 550! 1.5883559

14965]|G0:0032559 adenyl ribonucleotide bincl 0.98 3 0.65502185 550! 1.5883559

12516]G0:0022804 active transmembrane tra| 0.98 5 1.091703 787 2.2727928

19684|G0:0043412 macromolecule modificati 0.98 27 5.8951964 2900 8.374968

20640|G0:0044446 Jintracellular organelle parf 0.99 4 0.8733624 710 2.0504231

26931|G0:0055085 transmembrane transport 0.99 12 2.6200874 1548 4.4705

28365]|G0:0065008 regulation of biological qu| 0.99 1 0.2183406 316! 0.9125827

20616|G0:0044422 organelle part 0.99 4 0.8733624 712 2.0561988
6425]G0:0009056 catabolic process 0.99 7 1.5283843 1051 3.0352037

19526|G0:0043227 membrane-bounded orgay 0.99 18 3.930131 2142 6.185924

19530|G0:0043231 Jintracellular membrane-bd 0.99 18, 3.930131 2142 6.185924
5018]|G0:0006950 response to stress 0.99 3 0.65502185 611 1.764519

12547]G0:0022857|GO:000538f transmembrane transportd 0.99 11! 2.4017467 1483 4.282785

10058|G0:0017111 nucleoside-triphosphatasq 0.99 5, 1.091703 878 2.5355935
4408|G0:0006200 ATP catabolic process 0.99 3 0.65502185 641 1.8511566
9918]|G0:0016887|GO:0004004 ATPase activity 0.99 3 0.65502185 641 1.8511566

21600]G0:0046034 ATP metabolic process 0.99 3 0.65502185 641 1.8511566
4405|G0:0006195 purine nucleotide cataboli 0.99 4 0.8733624 773 2.232362
6508]|G0:0009143 nucleoside triphosphate ¢ 0.99 4 0.8733624 773 2.232362
6509|G0:0009144 purine nucleoside triphosy 0.99 4 0.8733624 773 2.232362
6511])G0:0009146 purine nucleoside triphosy 0.99 4 0.8733624 773 2.232362
6519|G0:0009154 purine ribonucleotide cata) 0.99 4 0.8733624 773 2.232362
6530|G0:0009166 nucleotide catabolic proc 0.99 4 0.8733624 773 2.232362
6567]G0:0009203 ribonucleoside mphosuhﬂ 0.99 4 0.8733624 773 2.232362
6569]G0:0009205 purine ribonucleoside tripl| 0.99 4 0.8733624 773 2.232362
6571]G0:0009207 purine ribonucleoside tripl| 0.99 4 0.8733624 773 2.232362
6624]|G0:0009261 ribonucleotide catabolic pf 0.99 4 0.8733624 773 2.232362

17034|G0:0034655 nucleobase, nucleoside, 1 0.99 4 0.8733624 773 2.232362

17035|G0:0034656 nucleobase, nucleoside a| 0.99 4 0.8733624 773 2.232362

22209|G0:0046700 heterocycle catabolic prod 0.99 4 0.8733624 773 2.232362

30879|G0:0072523 purine-containing compou| 0.99 4 0.8733624 773 2.232362

17020|G0:0034641 cellular nitrogen compoun} 0.99 34 7.4235806 3678 10.621769

20520|G0:0044270 cellular nitrogen compoun} 0.99 4 0.8733624 777 2.2439137

11522]G0:0019538|GO:000641 protein metabolic process| 0.99 39! 8.515284 4134 11.938661
7229]G0:0009987|G0:000815  cellular process 0.99 117 25.54585 10601 30.614838
6563]G0:0009199 ribonucleoside triphosphal 0.99 4 0.8733624 790 2.2814567




6515/G0:0009150 purine ribonucleotide metd 0.99 4 0.8733624 791 2.2843447
6506]|G0:0009141 nucleoside triphosphate nf 0.99 4 0.8733624 796 2.2987843
2653]G0:0003723 RNA binding 0.99 4 0.8733624 797 2.3016722
4906]G0:0006807 nitrogen compound metal] 0.99 34 7.4235806 3725 10.757502
12574|G0:0022892 substrate-specific transpoj 0.99 10 2.183406 1463 4.2250266
4373]G0:0006163 purine nucleotide metabol| 0.99 4 0.8733624 810! 2.339215
6622]G0:0009259|G0:000912] ribonucleotide metabolic 0.99 4 0.8733624 812 2.344991
30877|G0:0072521 purine-containing compou| 1.00 4 0.8733624 827 2.3883097
4357]G0:0006139|G0:0055134nucleobase, nucleoside, 1 1.00 28 6.1135373 3285 9.486816
3177]|G0:0004518 nuclease activity 1.00 1 0.2183406 427 1.2331418
2627]|G0:0003676 nucleic acid binding 1.00 19! 4.148472 2453 7.0840673
20517|G0:0044267 cellular protein metabolic 1.00 27 5.8951964 3225 9.313541
3876]G0:0005515|G0:004530¢ protein binding 1.00 69! 15.065502 6933 20.021948
20498|G0:0044248 cellular catabolic process 1.00 4 0.8733624 894 2.5818002
4027]G0:0005737 cytoplasm 1.00 14/ 3.0567687 2001 5.7787275
3863]G0:0005488 binding 1.00 155! 33.842796 13903 40.15075
18000|G0:0035639 purine ribonucleoside tripl| 1.00 3 0.65502185 769 2.2208104
19473]G0:0043170|G0:0043283 macromolecule metabolic| 1.00 64/ 13.973799 6553 18.92454
4867]G0:0006753 nucleoside phosphate me| 1.00 4 0.8733624 914 2.6395588
6484]|G0:0009117 nucleotide metabolic proc 1.00 4 0.8733624 914 2.6395588
15392|G0:0032991 macromolecular complex 1.00 10! 2.183406 1616 4.666878
14959|G0:0032553 ribonucleotide binding 1.00 3 0.65502185 795! 2.2958963
14961]G0:0032555 purine ribonucleotide bind} 1.00 3 0.65502185 795! 2.2958963
10033]G0:0017076 purine nucleotide binding 1.00 3 0.65502185 797 2.3016722
3723]G0:0005215|G0:000547g transporter activity 1.00 12 2.6200874 1844 5.325324
26932|G0:0055086 nucleobase, nucleoside a| 1.00 4 0.8733624 944 2.7261963
4109]G0:0005840|G0O:0033279ribosome 1.00 2 0.4366812 682 1.9695613
22007]G0:0046483 heterocycle metabolic proj 1.00 5, 1.091703 1094 3.1593843
20510]G0:0044260|G0:003496( cellular macromolecule m| 1.00 51! 11.135371 5577 16.105928
18953]G0:0042623 ATPase activity, coupled 1.00 1 0.2183406 537 1.550813
13018|G0:0030529 ribonucleoprotein compley)] 1.00 2 0.4366812 741 2.1399486
20638]|G0:0044444 cytoplasmic part 1.00 9 1.9650655 1644 4.7477403
20618]|G0:0044424 intracellular part 1.00 30 6.550218 3853 11.127155
19525|G0:0043226 organelle 1.00 20! 4.366812 3013 8.701303
19528]|G0:0043229 |imrace||u|ar organelle 1.00 20! 4.366812 3013 8.701303
131]G0:0000166 nucleotide binding 1.00 4 0.8733624 1213 3.5030468
19527]|G0:0043228 |non-membrane-bounded | 1.00 2 0.4366812 923 2.66555
19531|G0:0043232 |imracellular non-membrar] 1.00 2 0.4366812 923 2.66555
3903]G0:0005575|G0O:0008374cellular_component 1.00 78 17.030567 8515 24.590637
3945]G0:0005622 |imrace||u|ar 1.00 35! 7.6419215 4751 13.720507
3946]G0:0005623 cell 1.00 72 15.720524 8227 23.758917
20657]|G0:0044464 Jcell part 1.00 72 15.720524 8227 23.758917
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