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Table 2. B-Hairpin population for a series of peptideswith a Tyr to Ala mutation in the
core
Va #1 Va #2 Orn lle Average
Peptide Population Population Population Population AAG (Kcal/moal)
DP,Y2-A 38% 55% 38% 19% -
DP-TA, Y45 A 45% 59% 47% 24% -0.16 + 0.08
DP-TA2, Y6 A 45% 59% 44% 21% -0.12 + 0.06
DP-ST/Y, Y45 A 52% 59% 50% 24% -0.23+0.16
DP-ST/Y,Y6-A 52% 59% 50% 24% -0.23+0.16

B-Hairpin population calculated at each indicator residue (listed from N- to C-terminus)
from daH data according to equation 1 (the reference peptides had the Y-->A alteration).
Calculations as described in Table 1 legend.




