Transcript Analysis Methylation Analysis

. - _ Restricti
Chr 19 | 5'>3") PCR Condition Primer name Primer sequences 5' > 3’ Hgl9 primer positions (5' > 3') PCR Condition PCR Amplification it
q p
Enzyme for COBRA
Lightcycler 480 : =
ZAP70 tr F CTTCATCGAGCAGGGCAAGC 98354484 OBIAT  |evER Cesen Bultec il 955 -5 Jmin ZAP70 Bis F GTATTAGGTTTAGGAAGGTTTTGA 98340426 98340450 :f: :‘::fgﬁf;:h:ﬂ‘[':ﬂfﬂm;wﬂmmiﬂ
: (Roche), [Primers 55 Cycles {95°C-> 125 ; i il : 45 cycles { 95°C -» 305 ; 63°C -» 30s
Zap/0 2 FRI=0,55M, CONA  [62°C > 125 72°C -> 125} el e Lo Taql
i . polymerase{Qiagen) = 1U, . : :
ZAP70 tr R CTGCTCCACGGTCAGGAAGT 98355855 98355874 (W=l :‘;E";E ;ﬂ“—‘ ZAP70 Bis R CTCTCACCTCCAACTTCCAC 98340889 98340909 et 8, mmpc Rk AR
Lightcycler 480 | =
GAS tr F CTAGCCAGCAGACATGAAGCT 22696488 2606508 lovin seconBulfer 1N [SEC dmin GAS_Bis F AATTTGTGGGGATTAGTATATTTAG 22687553 22687578 m:;;gﬁ*i‘”[fﬁi; fave = nia
; (Roche}, [Primers 55 Cycles 195°C -+ 125 ; ; : SR ; 45 cycles [ 95°C -= 30s ; 58°C -> 30s
AN 1} F+R]=0,5uM, cONA  |62°C -» 125 ; 72°C -> 135} memmrf . ﬁ;#mm?i? § 72°C-> 205} BstUl
GAS_tr R CCGAGGGTGCACTGGTTTTG 22747864 22747883 W3R st GAS_Bis_R AATATCAAAAACAATTATCTCCAAC 22687677 P02  |inimes s oo - 72°C 10 min
= :
Lightcycler 430 : =
PRAME tr F  |ATTTCCCCGGAGAAGGAAGA 22892256 22892275  |svpR Green Buffer 1X [95°C->2min PRAME Bis F TTTIGAGTTTGTAGAGGATTT 22901510 22901531 f::::;‘?ﬁﬂ:f; e Eide
Wi « (Roche), [Primers 55 Cycles 195°C -3 125 ; i 4 > : 45 cycles { 95°C -= 305 ; 56°C -> 305
PRAME 22 F+R]=0,5uM, cDNA  [62°C -»125; 72°C-> 125] FRgr= Ry, Hﬂ“i:‘ ?:LA : 72°C -> 20s) HpyCHAIV
PRAME tr R GCTGGGACTCTGGGACAGAT 22890978 22890097  |{1/5l=2 :';:'E:W PRAME Bis R CCTCTCCCCTTACCAAAA 22901785 22901803 ERE DN‘ i ; :mm ] AES S s
Lightcycler 480 e "
V2 tr F GACGTAATTTTTATGGCTTGGCTC 121579005 IZISPHOT v bleen Bulfec . [05%.5 3 IV2_Bis F GGTGTAGGTAGTTGTTTGAGTTT 121578261 trshzes USRS R EER=RGa . _
N (Roche), [Primets 55 0y 195°C > 125 ; G, 1, [MeCLIT = 1mM, [Primers |5 Cycles {953°C -> 30s ; 61°C -> 30s ;
npp5fy2 10 S "‘ e e F+R]f = 0,4uM, HotStar Tag DNA  |72°C ->40s} Tagl
=0,5uM, cONA  [62°C -» 125 ; 72°C -> 125} solymerme(Giagen] <10, Tul A0 Cycles {$5°C-» 305 ; 61°C -5 305
V2_tr_R ACAGCACATCCACGTCTCTGT 121580375 121580395  |[1/51=2u ﬁzﬁ;’“ V2 _Bis R AAAACAAAAACCCTTTAAATATTTC 121578682 121578707 bisulfited DNA, gsp 204l L 72°¢C _= 0]
TF2C -= 10 min
> 32456247 32450166~ Lightoycler 480
WT1 Up tr F |CGCTATTCGCAATCAGGGTTAC 32456262 32450160 SYBR Green Buffer 1X  |95°C -> 2min
F+R]=10,5uM, cODNA 62°C -= 125 ; 72°C -» 125}
WT1 tr 2R ATGGGATCCTCATGCTTGAATG 32450063 32450084  |(Me=aM ﬁff;w
_ Lighteycler 480
WTI_[I’_F ‘E@m MMGGTA EGAGA 32421 5‘?1 31421 5% SYBER Grean El.lﬂ:Erl' 1% gﬁh{: == Tiin
(Rochel, [Primers 55 Cycles {95°C-> 125 ;
WT1 e FeR]=0,5uM, cDNA  [62°C -»12s ; 72°C > 12s)
WT1 &r R GCCTGGGTAAGCACACATGA 32417861 32417880 |Vl EE‘ZE;WE
Uightcycler 480
WT1 Dwn tr F |GAGCAGGGCTCTGAGGATTG 32452125 IIISFIAR  levsi bnson Buliar 18 (855 = Smin
WT1 11 (Roche), [Primers 55 Cycles {95°C -» 125 ;
F+R]=0,5uM, cDNA 62°C -> 125 : 72°C > 125}
WT1 tr 2R ATGGGATCCTCATGCTTGAATG 32450063 32450084 |52 EZE;M
Lightcycler 480
SDHA tr F ACATCGGAACTGCGACTCA 240562 240581 SYBR Green Buffer 1X  [35°C > 2min
(Roche), [Primers 55 Cycles [95°C - 125
SDHA 5 F+R]=0,5uM, cONA  [62°C -» 125 ; 72°C -> 135}
SDHA tr R TTCTTGCAACACGCTTCCC 251139 251158  [(M3=2u s e
.2
Lightcycler 430
: (Rochi), [Primers 55 Cycles {95°C-»12s;
GLS8 7 F+R]=0,54M, cDNA  [62°C -» 125; 72°C-> 125]
GUSB tr R ACAGGTTACTGCCCTTGACA 65441143 65441167  |E1=2 r;ftﬁ;m'
Lightcycler 480
HMBS tr F AGAGTGATTCGCGTGGGTA 11895898 118959004  |rampon SYBR Green  |95°C - 2min
: 1X, [Primers F+R]= 55 Cycles [95°C -> 125 ;
HMBS 11 @,5uM, cONA (1/S)=  |62°C-» 125 ; 72°C ->135]
HMBS tr R CTTTCAATGTTGCCACCACAC 118959367 118959387 [P ﬁzﬁ;ﬁm




