Data Collection

FCRHECD

FcRngcp—UCB-FcRn-84

FcRngcp—UCB-FcRn-303

Space Group

P2,

P2,

P2,

Cell dimensions

a, b, c(A) 42.10, 76.25, 140,15 42.27,76.29, 138.06 41.77,76.29, 138.06

a, B,y (9 90.000, 93.755, 90.000 90.000, 90.014, 90.000 90.000, 93.561, 90.000
Resolution (A) 2.00 (2.05-2.00) 1.85 (1.90-1.85) 2.00 (2.05-2.00)
Roperge (%0) 0.076 (0.545) 0.070 (0.559) 0.071 (0.517)
l/o(l) 10.91 (2.39) 12.52 (3.22) 13.96 (2.51)
Completeness (%)  98.8 (98.9) 98.4 (98.0) 99.8 (99.9)
Redundancy 3.00 (3.00) 3.72 (3.77) 3.79 (3.81)
Refinement
Resolution (A) 2.00 1.85 2.00
No. reflections 59,210 73,773 59,144
Ryyork / Ryee OVerall 17.4/21.0 17.2/21.3 18.9/22.0
No. atoms

Protein 5762 5718 5583

Ligand 18 59 111

Water 486 448 360
ADP (A?)

Protein 35.24 28.59 32.88

Ligand 51.93 24.88 35.29

Water 39.85 36.75 37.42
r.m.s. deviations

Bond lengths (A) 0.007 0.007 0.007

Bond angles (°)  0.90 0.95 0.91




