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S2 Appendix: Imputation quality

Imputation quality, r2, is defined as the the squared correlation between the imputed
and true genotype. Therefore, to verify Eq. 8 we followed a similar idea. We used
the simulation data as presented in Appendix S1 under a null model. Along with the
true effect size and the imputed effect size, we calculated for each SNV four different
imputation qualities: (1) Eq. 7 with A = 0.1 Pasaniuc et al. (2014), (2) Eq. 7 with
A= 2/y/n, (3) Eq. 7 with A = 107%, (4) Eq. 8 with A= 2/y/n. We then categorised
each imputation quality into 20 bins ([0, 0.05), [0.05, 1), ...,[0.95,1]). Next, we calculated
within each reference panel size, imputation quality metrics (1-4) and imputation quality
group the median imputation quality, and the squared correlation between the true and
imputed effect size (cor(b,3)?). These two measures are plotted against each other in

Fig.
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Figure S1: This figure shows the median imputation quality within each imputation
quality interval (x-axis) versus the squared correlation between true and
imputed effect size (y-axis). Each line consists of 20 points. The colors
correspond to imputation quality measures: (1) Eq. 7 with A = 0.1
(2014), (2) Eq. 7 with A=2/y/n, (3) Eq. 7 with A\ = 1075, (4) Eq. 8

with A= 2/y/n. The dashed line represents the identity line. The windows

represent reference panel sizes in increasing order from left to right.

We observe that for all reference panel sizes, Eq. 8 (turquoise) offers the best concordance

with the true imputation quality definition (cor(b, 3)2).
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