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...GAAATCCTGATAAGAGTGAAGAAGGGAGCT...CCAACAGAGAGCAAGTTCCCA...

...GAAATCCTGAGAAGAGTGACGAAGGGAGCT...CCAACAGAGAACAAGTTCCCA...

...TGTGCCCCCTGTCTTCTTTGCTGTTACCTGTATGCCC...

...TGTGCCCCCTCTCTTCTTTGCTGTTATCTGTATGCCC...
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...GACAGCAGCAGCAACAGCAACAGC...

...GACAGCAGCAGCAGCAGCAACAGC...
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