
NC_021208    841 GCGTCCGGAAAAAGCGCGTGCAATACAGCTTCTTCGGTGTATAGATAACCCGTGAGGAAG  900  
                 ||    |        || |  | |    |   |     |   |              |||       
NC_021208    638 GCCAGAGTGGTCTCAGCATCAACTGGCTCCGGTAGCAAGCGGAAGACTGAGTATGCCAAG  697  
 
NC_021208    901 CTTCGTCGGGATATCAACAAACTGAGGGATATGGGTCTTGTTTCGGTTGAAAAACTCGAT  960  
                 ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||       
NC_021208    698 CTTCGTCGGGATATCAACAAACTGAGGGATATGGGTCTTGTTTCGGTTGAAAAACTCGAT  757  
 
NC_021208    961 GGCTTCCTCTGGGTGTCTCCTACTCCCAAGGCTCTTTACTTGATTGAACATAGGAGAAAT 1020  
                 |||||||||||||||||||||||||||| |||||||||||||||||||||||||||||||       
NC_021208    758 GGCTTCCTCTGGGTGTCTCCTACTCCCATGGCTCTTTACTTGATTGAACATAGGAGAAAT  817  
 
NC_021208   1021 TCAAATCGTGTCCGTAGGTCGATGCGTCCGGAAAAAGCGCGTGCAATACAGCTTCTTCGG 1080  
                 ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||       
NC_021208    818 TCAAATCGTGTCCGTAGGTCGATGCGTCCGGAAAAAGCGCGTGCAATACAGCTTCTTCGG  877  
 
NC_021208   1081 TGTATAGATATCCCGGGCTATTTTGTTTGGTCGAAAGATGGCAAGAACAAGGTTGCTGAG 1140  
                 |||||||||| |||| |        |      || |      ||      | |    |         
NC_021208    878 TGTATAGATAACCCGTGAGGAAGCTTCGTCGGGATATCAACAAACTGAGGGATATGGGTC  937   
 
 
Supplementary Figure 1: Alignment of pTP2 sequence (NC_021208) with itself, showing the presence of a tandem 
repeat from nucleotide 898-1090 (695-887). 


