
Supplemental	Table	S1.	Trinity	contig	reads	mapped	back	to	the	raw	and	cleaned	reads

Accessions CPP27 Pmnk6 CPP02 CPP27 Pmnk6 CPP02
Total	number	of	reads 279109 396022 423426 257015 281166 348529
Total	number	of	mapped	reads 189579 271541 285849 209202 244107 287296
(overall	alignment	rate) (67.9%) (68.6%) (67.5%) (81.4%) (86.8%) (82.4%)
Number	of	reads	mapped	once 129887 223624 222754 146361 198265 225010
(%	of	mapped	reads) (68.5%) (82.4%) (77.9%) (57.0%) (70.5%) (64.6%)
Number	of	reads	mapped	more	than	once 59692 47917 63095 62841 45842 62286
(%	of	mapped	reads) (31.5%) (17.6%) (22.1%) (24.5%) (16.3%) (17.9%)
Total	number	of	unmapped	reads 89530 124481 137577 47813 37059 61233
(%	of	unmapped	reads) (32.1%) (31.4%) (32.5%) (18.6%) (13.2%) (17.6%)

Raw Cleaned
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