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Vg-like A 

dsiRNA 

fragment 

Proportion of 

correctly 

aligned 

nucleotides 

Alignment of the longest  

aligned fragment 

Vg1 1 68% 

 
Vg1 2 64% 

 

Vg1 3 60% 

 

Vg2 1 48% 

 

Vg2 2 52% 

 

Vg2 3 60% 

 

Vg3 1 28% 

 
Vg3 2 60% 

 

Vg3 3 32% 

 

Vg-like A 1 100% 

 

Vg-like A 2 100% 

 

Vg-like A 3 100% 

 

Vg-like B 1 68% 

 

Vg-like B 2 64% 

 

Vg-like B 3 44% 

 

Vg-like C 1 44% 

 



Vg-like C 2 44% 

 

Vg-like C 3 36% 

 
 


