
Supplementary Table 7: Top seven transcription factor (TF) binding sites predicted for the
P-element using JASPAR (Sandelin et al., 2004)

TF score start end strand predicted sequence
su(Hw) 15.3222 156 176 - GCAGCAAAATTTGCAATATTT
pan 14.4269 340 353 - TCGCCTCCTTTTAA
br 14.0363 2075 2088 - ATAAAAGACAAAAC
ttk 13.9888 2117 2125 - AAGGATAAT
slp1 13.9241 471 481 - TTGTTTACATA
fkh 13.6307 470 480 - TGTTTACATAA
slp1 13.1297 1968 1978 - TTGTTTACGCA


