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S2.1 Fig. Multiple sequence alignment of Rabl and Rabl1 sequences. Residues that are

conserved in all sequences are highlighted in yellow and residues that are conserved in two or

more sequences are highlighted in green.
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S2.2 Fig. Pairwise sequence alignment of Rablla and Rab11b. The G loops are colored in

red. The amino acid variations in Rab11b sequence compared to those of Rabl1a are highlighted

in green.
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