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Figure S1: Amount of total intact rRNA determined before and after the run-off procedure.  
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Figure S2: Cell-free protein synthesis by 
are the differential volumetric synthesis rates over the reaction time of eGFP at different 
concentrations of Mg2+. 

 

Figure S3: rRNA analysis by 
detection during a CFPS reaction fueled by creatine phosphate. Shown are the respective 
peaks for the 16S rRNA, 23S rRNA, and MS2 RNA (internal standard)
reaction (A), after 1.5 h (B) and after 3 h 
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free protein synthesis by Vibrio fueled by (A) PEP and (B)
are the differential volumetric synthesis rates over the reaction time of eGFP at different 

 

Figure S3: rRNA analysis by capillary gel electrophoresis with laser-induced fluorescence 
during a CFPS reaction fueled by creatine phosphate. Shown are the respective 

peaks for the 16S rRNA, 23S rRNA, and MS2 RNA (internal standard)
and after 3 h (C). 
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B) pyruvate. Shown 

are the differential volumetric synthesis rates over the reaction time of eGFP at different 

induced fluorescence 
during a CFPS reaction fueled by creatine phosphate. Shown are the respective 

peaks for the 16S rRNA, 23S rRNA, and MS2 RNA (internal standard) at the start of the 


