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Table S1. The GAC phosphorylation sites in HBE cells and H1299 cells. (A) The mass
spectrometry analysis of GAC phosphorylation sites in HBE cells. (B) The mass spectrometry
analysis of GAC phosphorylation sites in H1299 cells. (C) Comparing the GAC
phosphorylation sites in H1299 cells with those in HBE cells from the mass spectrometry

analysis results.



