
Supplemental Figure 3

Nanopore sequencing reads confirm the novel SNPs in nifS and pepX. Top: The de novo 
assembly of the nifS gene matches the MLST nifS type 12 except for a C->T polymorphism. Eleven 
nanopore reads align to this region and all contain the T variant. Bottom: The de novo assembly of 
the pepX gene matches the MLST pepX type 1 except for a T->C polymorphism. Nine nanopore 
reads align to this region and eight contain the C variant. The two SNPs of interest are noted with a 
red asterisk (*).
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