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Supplementary Figure 3
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Supplementary Figure 6 (continued)
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Supplementary Figure 6 (continued)
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Supplementary Figure 6 – Heat-map plot depicting LD between the 
original index SNPs and tag variants included in the credible set for 
regions containing multiple independent signals. The 12 regions 
identified to contain multiple independent signals by JAM are depicted 
in separate panels (a-l). Original index SNPs are denoted in blue and 
the combination of tags given the greatest posterior support by JAM, 
which were taken as representative variants for the individual 
independent signals during the FRR calculation, are shown in red. The 
Original Lead Variant(s) track shows LD between the original GWAS 
SNP(s) and FRR representative variants. The Credible Set Tags grid 
depicts LD between all tag variants selected in the credible set; the 
original index SNP is also included if it was not selected in the final 
credible set or was represented by another tag. 
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Region Boundary SNPs Mapped 
Lowest P Value of any SNP in 
Region in EUR meta-analysis 

Comments 

chr1:10056097-11056097 rs636291 (PEX14) 3.88×10-7 Previously reported for young onset PrCa only 

chr9:123927373-125154402 rs1571801 (DAB2IP) 3.05×10-4 Previously reported for aggressive PrCa only 

chr14:60622526-61622526 rs7153648 (SIX1) 7.74×10-5 Previously reported in a multi-ethnic meta-analysis only 

chr16:71191329-72191329 rs12051443 (PHLPP2) 3.98×10-5 Previously reported in a multi-ethnic meta-analysis only 

chr19:54204670-55297848 rs103294 (LILRA3) 7.16×10-4 Previously reported in a Chinese population only 

 

 

Supplementary Table 1 – List of previously published PrCa GWAS associations that were not replicated in our European meta-analysis prior to 

fine-mapping. The previously reported association was considered replicated if any variant(s) within the assigned fine-mapping region 

boundary had a marginal P-value beyond the threshold specified for genome-wide significance of association with PrCa (P<5x10-8). 

 



  Beta-Binomial(1,P) Prior probability 

Number of Variants in region (P) No effect ≥1 effect ≥2 effects ≥3 effects 

5 0.5 0.5 0.22 0.08 

10 0.5 0.5 0.24 0.11 

100 0.5 0.5 0.25 0.12 

1000 0.5 0.5 0.25 0.12 
 

 

Supplementary Table 2 – Beta-binomial prior probabilities for different numbers of 

independent causal variants as a function of the number of variants in a region. 
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