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Supplemental Figure 1.  The primary Alternate Allele Frequency histograms generated from the 
sequence data from 522 human breast tumors.  Each of the following pages contains four 
histograms generated to portray the heterogeneity of a single breast tumor from the TCGA datasets.  
All plots have "Alternate Allele Frequency" as the X axis and "Number of SNPs with the specified 
allele frequency" on the Y axis.  The top two plots are generated from the matched normal sequence 
data and the bottom two plots are from the tumor sequence data.  The plots on the right represent all 
SNPs in the exome sequence data while the plots on the right represent only the SNPs scored as 
heterozygous in the normal sample.  We will use this first page as an example and add labels in red 
text to direct the viewer. The first number on the title line is the ranking of the tumor out of 522, with 1 
being the most aneuploid and 522 the least aneuploid.  n=number of SNPs quantified in each plot.  
Note that the plots of the heterzygous alleles only show allele frequencies between 0.1 and 0.9.  

Rank of the tumor (from 1 to 522):  This example is ranked number 5
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