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Supplementary Fig 2 Biosynthesis
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Supplementary Fig 3
Assembly
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Supplementary Fig 5 Maturation
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Supplementary Fig 6
Structural
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Supplementary Fig 7
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Supplementary Fig 8 Suppression_by_virus_of_host_complement_activation_and_viral_structural_proteins
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Supplementary Fig 9 Virus_induced_change_in_the_morphological_biochemical_or_growth_parameters
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Supplementary Fig 10 U ndefined
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