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Figure S1.
Effect of Escherichia coli 055 on the resistance of E. histolytica to NS.
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Trophozoites (1x106) were treated with (i) GSNO (350 uM) for 1 hour at 37°C (NI);
(ii) 1x10°? live E. coli O55 (LB) for 30 minutes and then with GSNO (350 pM) for 1
hour; and (iii) heat-killed E. coli 055 (KB, the equivalent of 1x10° bacteria) for 30
minutes and then with GSNO (350 uM) for 1 hour. The trophozoites’ viability was
determined in an eosin dye exclusion assay.



Figure S2. Effect of diverse bacteria on the resistance of E. histolytica

to oxidative stress
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Trophozoites (1><106) in the presence of the diverse live bacteria (1><109 ) were
treated with 2.5 mM H,0, for 1 hour at 37°C. The trophozoites’ viability was

determined in an eosin dye exclusion assay.



Figure S3. GO Terms enrichment in E. histolytica under stress upon
incubation with diverse bacteria.
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FOLD ENRICHMENT

The data from Supplementary Table 6 were analysed with PANTHER tools
(http://pantherdb.org/), in order to determine the fold enrichment (FE) of gene
sets with GO terms, relative to the background list for all genes in the amoeba
genome. The GO terms were used to identify enriched molecular processes; those
with an FE 2 2.5 were plotted.




Supplementary DOC 1. LRR motifs in the amoebic proteins identified in this
work (see Table S8).

The diverse LRR motifs were localized by visual inspection of amino acid
sequences. We took into account the consensus sequences for LRR

Bsp A: LXXIXLXXXVXXIgxXXAFXxXCXX

LRR11: LxXLXLxXNXL

LRR12: LxxLxLxxCxxL

EHI_120570, 356 aa

MQLGYNEIMIVSKYFDDINDFINLEIGVKRFOQGNMERFHFNPIPLNQYSRKLFPNIETF
HIYNIYDEVFEDGRIFKYVIWYKVDYSRYLEEKEEMNEYKNIEYTQEDRKKYGNTIPNE
VITSLGYWCFSLCDDIQEIEIPTSVTEIRSYCFERCSS
LOTITIPTNVSKIGDSCFYKCSS

LOTITIPTNVSKIRECCFYGCSS

LTTINIPPSVITKIGNRCFEECYS

LTSINIED-VKYISEKRIFMNEPV
LISIKILENLTIINGKNIEKKDINEFIIPSSITKLGDYCFEYCYS
LOTINIPTSVSKIGDYCFKECTS
LTSINIPSSITSFEGKGCFYHCRCEEELKKNKTIPEYCFEE

EHI_ 139980, 666 aa

MORDNPNNMKRIRRKMMSLNIPTRPFLLTENTGSIIPTLSEITILDSFGRFEQNFSSQQE
OTPIALPPVLASKLIYRISNNPNASESDLNIILFRILSSGTPLOVIDLHHTHLLTKFTC
MNLSQLCNNVSITTLNISYATGISSESLKVLFRSFKOLKYLNTEACVGFDDNAFISLLT
IHPPLEVIVISNCPKISDKSVIELKNINSLISFKANNIQLTISSISVLHGLKEIELMGN
NCLDDQCLLKISQLNPDLTRICFGNSRLSDEALQRLLOQOLNGNLISLNLSGCTRAGPMT
LAQLFNSQFKLKYLNLANCFGINGDSILESYHPMFRSTLFRWLEEIEYLNISGCIRLSE
EFITTTLIASPOQLRSLILDDTAVTDQCLOEFIQSSITYNQTVRRSIHTPGMKVHPLTLS
LKRCIRLTDNAYTNLFQTRGVDLISLNLSFCNSLSSLSLNVFSLYSNTLTSFYASNNDM
ISEYSWLKFIASCPQLRVLFLSNNRGITNEVINQIKISCPLISHLDISSCLSINQFVIP
ILCKMQOSLEYIDISFDVMINEDGIISLVNSLTRLSTFCMOGIAFKOSYLFTEEAQWLNS
LKLNFIPMCGDDVMRNIASYCPLLTSVELRMCSGVTDNGIEMLLOKCTKISHLVLGGTS
ISQFKMMELVGRGLFIA

EHI_087890, 484 aa

MSSDKOHYNKKNMGIKQFPKDCISQASIITSIDLSNNEIINLPKEMGPFKVLTHFRMMA
NKVSSLPLSFTTLTNLRHLDLNANCETEFPTOQITSLTNLEEIQMIONQLTSIPDCIGNL
VKLORISFTANFLKSLPKGLAKCVDMNYIELTSNEFEEFPDVICELRKVTILMLQONRTI
KEVPDSISKLEKLSGLYLSSNNFGKFPESVCTIPSLTOLELDNNNEVDIPDSLSQLTKL
KTLIINKSFISCLNSVDMMSNLCQIVLSDTKCMFLPDLSONSKLTSLNVIRGYLNEVKS
LPPNCSCRFSNNQIESTIELPENGVLOQYMILSNNRLKVSPNLSMLSKISRLDISQONRITR
FNENTCHPTLQQOLDISCNPLVEFPVCITKCOQSLKILNLSDCHLYDIPSNVLSSLSNLET
LYIGCNHLSSLESLSVLKKLRALYLOSNNLLHFPOSIFDLITLKTLFVSNNYITTIPNE
ISQLTQLEQLAP



EHI_154170, 253 aa

MKIGYNEIMIISKYFDDINDFINLEMRVKRFOQGNMERFHFNPIP
LNQYSRKLFPNIETFLIYNEKDEIFEDGRINNYVIWHKVKYRVIYKGTIPPEVTSLGVE
CFSNYKDLITFRIPTIINKLGVSCFHGCNEERIFVNETILISIEIPRNPEIINRKNIEK
KNINAPIIPTTISKLGDYRFEDCTT

LRLITTPTSVSELGEYCFINCTS
LTSIDIPTTVSEIGNGCFDGCFRKKNEKEQNVKENI

LSKILYK

EHI_137910, 1065 aa

MFIILYFFIYNCFGKCELNFTSASRYGLNGLIVISSNTRECSGDIKIPNSGIDPISNEE
KRVEVIGWNAFSNS

LIKSIEIPTSIKIICLNAFSNCNN

LONINIPKSVYRIDYOAFSNCKS

LVSINFNNAEIKELGNELFIGCNK

LKSIDLSTFSIETIYEDTFNGCSN

LINVILPYTLREIKESAFSGCTS

LTTINLENTLINSIKEKAFKKCTS
LITITFPSTLTSLSNNSFEKCTSLTSIIFQSVLSSSNNNIPFNECNKLKSIYYTGTDLF
TNCIFSNNPIONIYVNSEYQODFICSIKVIKNINHSPIIYLCKYSDSNECVSYLSYRKS
SINQLTNNEICYQRGSTNQKITIINDNKYYLVDCNNNTKIQYYONKEINNNIISNFIFSV
GYKEINDNNIHILREYFISKRIDNIQWITNQCTVTKHLYLNENENSSIKTKDIIIEIYR
NGYILNNGIFYIEKNIKMNEIQTLYFGNEQMYREVLINDYFESMNQENEYIFECISKDL
CKTYKFNTTNNLFIEDIDFPLLKKEIKTNILAIGYEYFHFYYSPYFSQQVKFTNYCENG
KIFRTIGMELQLMSNFVNENECPKDDYSSFSIEIESKNETIEINSRIYKISVLDNRISD
STPIYLKFTNSYLRVIPNKCFQITNSSSLLFIPGIYGDKNYIFLKEYNSTNNCNGIYGI
SEFSPDQYSYTKFNINDDYSIISYFDNDYKDCGINKIEEASLIRYVLPDINKCQFKSTY
TINEFNLIETKYDNSDCKGNIIIQESYALKRCINDTNQLHIITIATFPIKSEDCNNKFKG
CINCDLDECYECPSGYGLSMKKDKCIDCSIFTNDCIQCNNQTCTKCNSIDNEIRVYHNN
NCLTCKEAFNDNGCLECNVNNCTLCSSINGTLRYYNNGSCKTCEEAYDENCSDCDGIEC
KKCKIEYGLKIGRHGCMKCFDLDSKCLECGEGICTKCYNNLLFKNNKCQSCDDIYGKDC
LSCDINNCLTCDNNKVVIESKCISCNKLFDHCVHCNTTHCLDCDSTAYSLSNGKCINQON
NEQOGNNSCLISILLVFSIILFFLI

EHI_017710, 426 aa

MSDHQIEKKP

LTNLTLROYVFKATEPIAVEVPEELTNLEEMEFFSCVN
LDKLILSPHMLTIPSGLCWGCVMLTEVILPSCLRSIEDNAFKSCIR
LKTISLPPTITHLGSNSFNDCES

LOKITLSSIKKISTR-AFCGCFS

LKEVELPECLESIDESAFALCRS

LDKISIPNNVSSIGKMAFNECSS
LTAISLPONLQLFDVSALMRCNKLORIILHGKNEINFKVSYHVSQLLEENGITCNNIEL
INGDDLIFSCNEIPSSISSIGDSYYKECEFKTTSFIIPSTITSLGESAFCLCGN
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LTSIKIPTTCIEKENLSQVFLGSKKLSSINGNSFDYTDECLCDEFIEEDDNDEIHAQGW

EHI_123820 500 aa

MOLGYNEIMIVSKYFEDINDFINLEIGIKRFRGNMERFHFNPIPLNEYSRKLFPNIETF
HIYNGYDKIFEDGKIFKYVIWYDVSYSRYLEEKKEKNEYKNIEYTIYDREEYGNTIPIE
VNSLGINCFYRCNDIQSINIPTSVSKIGNECFYQCTS

INT

LISIEIPKNLKMINGKHIEKKDINEFIIPSSITEIGDYCFKECLS
LKSIDIPISISKIGYWCFCECSS

LTSI I FYGC
LRTIDT I FSRC
LKSIDT I FCEC
LRTINT I FYGC
LTSINT I FYKC
L

ISINIPSSITSFRNGCFYGCGCEEELKKNKSIPEYCFEEYFYEEIR

EHI_128460, 237 aa
MOQLGCNEIKIVSKYFKDINDFINLEMGVKRFRGNMERFHFNPIPLNQYSRKLFPNIETF
HIYNKEDEIFKDGKIFKYVIWYKVNYSKYLKEKEEGNICKNIEYTKEDREEYGNTIPIE
VNSLGNRCFRWCGDIQSINIPTNVNELGNGCFYECSS

LTSINL I FYRC
LTSIKI I FYDC
LKSIET I FCNCITSLTSVITMTSSVTSF

EHI_176480, 241 aa
MOLGYNEIMIVSKYFEDINDFINLEMGVKRFEGNMERFHFNPIPLNQYSIEFFPNIETF
HIYNEEDEVFEGGRIFKYVIWYKVSYSRYLEEKEKGNVCKNIEYTEEDRNTYGNTIPIE

VNSLGDLCFYGCKS
C
C
C
CGCEEELKKNKQIPKYCFEK

INT I
I
I

INT
IKTI
INT



EHI 134140, 439 aa

MALGYNEIMIVSKYFEDINDFINLEMGVKRFRGNMERFHFNPIPLNQYSIEFFPNIETF
HIYNEYDEIFEDGRIFKYVIWYDVSYSRYLKEKEEMNEYKNIAYTEEDRIKYGNTIPIE
VNSLGINCFGQOCDIQSINIPTNVSEIGDECFYRCTS

INT I FYGC
OSITIPTSVNEIGNECFKYCKS

C
C
C
C
C

IET I FYGCDDIQSINIPTSVIEIGNECFKYCKSLTSIEIPTSVSKI
GDGCFEYCTSLTSITIPTSVNEIGNE
CFKYCKSLTSIEIPTSVIEIGNECFKYCKSLTSIEIPTS

Only with Salmonella enterica

EHI_119470, 574 aa
MKHTLNIDSIQQVALYFETIDDYKNIILSSKKFQHLLEYFKSNPIPLNDETIKFFPNIN
TYNLFSLODTFYESLSSLKICFYCRISYQRSLKEIKKGNTCKFIYYSKEDKKKFGDILP
SQVKKIGKECYCNSPS

LSIFEVPYSIVEIGDKSFMNCTS

LTSIVL FHKC
LKKIKL FSGC
LNSIQL I FDFC
L I FCNCSSLKSLSIPSNLTSFNRQQFYGCSSLEEINVPAPYWIV

GKHLFFNKMKLVGCLPSTINSINKIPVAFDMNQTSFEVPTEVKSFGNKCFQDEHS
I FEGC TSISLPSTIKVIENGCFCGCIS
LSAVSLPSSLKVIPYQCFSGCSS

C
C
CLRLSEVSFYSPIQKIPDFCFSNC
C
C

LVSLGSLPKNAILGDDCFFGCEKLFY

EHI_127100, 482 aa
MSSEESITLSSCSSTSTAYSEQIQLAIAETDTFGFFSFEVDPLFLVAQYLOTESDFINF
IQISKRFQVVLSYFQSNPISV
NSLRLFPQIKTQYLFNKNDKRIKGVSKYVYRCLLTHTEAKKLNRSNVSFKRVVFKKDKN
AKKHHIPKLTTDLADCCFTKSVY




LKQLHFSSSLNYIGVSCFDDCDL
VKINPPPLSSLKCITNKQSLDNKTPSSNHIVLTSDDCIEIMEEIPLTINVIGRSAFKYI
MPSQLILPNSITRIESNAFYQCTL

AF

C
AFNNC
AFSHCNELONIITPPFSNONTNDIFFGIKIPSK

EHI_112290, 213 aa
MENTTKRNDKERMRLGYNEIMIVSKYFEYINDFINLEEREKKETNECKNIEYTQEDRNT
YGTTIPIEVNSLGDICFRWCDDIQSINIPTNVSKIGDKYFEYCTSLRIINIPTNVSKIG
DRYFERCSSLTSNSYKNIQFVGEDRIIVNEQIMASIPIGRLKIINEKEIKPKNINEFVI
PTTVTKLGNYCFENCYS

LTSTKIPTSVSETGKECFL

EHI_041470, 448 aa
MOLGYNEIMIVSKYFEDVNDFINLEMGIKRFOGNMERFHFNPIPLNQYSKLFPNIETFH
IYNKYDEIFKDGKIIKYVIWYKVEYSRYLKEKEEMNECKNIEYTEEDRKKYGNTIPIEV
NSLGINCFYGCNDIQSINIPINVSKIGECCFLCSS

LKSI IG FSGC
LTST IG FDGCSSTSINIPTSVSEIGYGCFDGCSSLTSINIEDIKYISE

ERIFMNEPVLISIEIPKNLKMINGKNIEKKDINKFIIPSTITKLGYECFEGCSSLI
I IG FYGC
IG
IG
I

LILINIPTSISEIGEYCFYECSS

F
F
F
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