
 

 

 

Fig. S1 MALDI-TOF MS spectra of two isolates indicating the differences in the spectral 

quality (isolates S5H238 identified as Bacillus subtilis by MALDI biotyper database search, 

whereas not reliable identification was obtained for S2S85), both identified as member of 

Bacillus subtilis complex by 16S rRNA gene sequencing.  
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