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Supplementary Figure A.1l. Collagen and fibronectin expression in Cyp2j4’- MSCs-derived pre-
adipocytes and adipocytes. gRT-PCR for Collal, Colla2, Col3al, Col6al, Col4al and Fnl in MSC-
derived pre-adipocytes (A) and adipocytes (B) isolated from WT and Cyp2j4-- rats. Error bars are

s.e.m.



Supplementary Figure A.2
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Supplementary Figure A.2. Energy intake is not different between Cyp2j4”-and WT rats under CAF.
Kcal / day in fiber, fat, carbohydrates and proteins measured at 11" week following the initiation of
CAF.



Supplementary Figure A.3
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Supplementary Figure A.3. Cyp2j47- livers do not show increased inflammatory and fibrotic markers

upon CAF. (A) Hydroxyproline levels and type | collagen immunofluorescence quantification in WT and
Cyp2j4-- livers upon treatment with STD or CAF. (B) TNFa quantification by ELISA in WT and Cyp2j4-

livers upon treatment with STD or CAF. (C) LC-MS/MS profiles for hepatic inflammatory markers such

as Eif2ak2, lkbkg and Crp. At least n=3 rats were used by group. Error bars are s.e.m. AU, arbitrary

units; ns, non-significant. Scale bars, 100um.



Supplementary Figure A.4
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Supplementary Figure A.4. Western blot analyses for PPARa, PPARB/S, LXRa and FXR in
WAT from WT and Cyp2j47 rats under STD or CAF conditions.



Supplementary Figure A.5
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Supplementary Figure A. 5. Cyp2j4 deletion affects WAT EET and oxylipin levels. (A) Cyp2j4 expression levels
measured by qRT-PCR (left panel) in STD and CAF in WT and Cyp2j4”~ WAT. The right panel shows LC-MS
analysis of 4 EET regioisomers in STD and CAF in WT and Cyp2j4’- WAT. (B) Heatmap showing 28 eicosanoids
measured by LC-MS in WT and Cyp2j4”- WAT under STD and CAF. At least n=3 rats/group; error bars are s.e.m. ns,
non-significant.
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