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Supplemental Figure S1
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Supplemental Figure S2
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Supplemental Figure S3

A CENP-N AID-sfGFP Cell Line

B CENP-N AID-sfGFP, CENP-C AID-mRuby2-3xFlag Cell Line
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Supplemental Figure S4
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Supplemental Figure S5
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Supplemental Figure S6

A Cell Lines used in comparisons E Centromeric TMR signal with

1) Background Line (no AID tag) SNAP-CENP-A 24hr IAA Treatment
2) Background Line (no AID tag) SNAP-3xmyc-CENP-A

3) CENP-N AID-sfGFP SNAP-CENP-A Centromeric TMR Signal
4) CENP-N AID-sfGFP SNAP-3xmyc-CENP-A = 20t IAA
5) CENP-N AID-EGFP CENP-A-SNAP 1.00 B 24 b +1AA

(From Guo et al. 2017)

0.75
B SNAP-tagged CENP-A total protein levels 0.50
Cell Line 025
1 2 3 4 5
ol m— SNAP-tagged 0.00

CENP-A

a-CENP-A 7 x

Centromeric TMR Intensity
normalized to O hr intensity

Relative Change in Cell Number

(High endogenous CENP-A

Exposurge) S— S a— endogenous CENP-A
a-myc — - SNAP-3xmyc CENP-A
a-myc [ S | osTir1 9xmyc

a-tubulin fe 2.0

C Centromeric TMR Star localization across cell lines

< 15
2 Q*
s <10 -9
€ > @ Nyp
3% 2 g

c <

890'5 o]
N = €
T
g = 00 0.5
sF 12 3 45
z Cell Line

0.0

D cCentromeric GFP signal with 24hr IAA Treatment

o c
= @ ohr 8
O~ —~ O
1.5/ B 24hr-IAA > ©
g% B 24 hr +IAA ?g 1.0
G2 10 £
Q9 x O
q_>"E e (DO.5
N= N
=n 0.5 S =
st me
5° 5
S 00 = €00
1 2 3 4 5 1 2 3 4 5

Cell Line Cell Line



