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Supplemental Figure S3
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Supplemental Figure S4
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Supplemental Figure S5
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Supplemental Figure S6

Cell Lines used in comparisons

Centromeric TMR Star localization across cell lines

SNAP-tagged CENP-A total protein levels

1) Background Line (no AID tag) SNAP-CENP-A 
2) Background Line (no AID tag) SNAP-3xmyc-CENP-A
3) CENP-N AID-sfGFP SNAP-CENP-A 
4) CENP-N AID-sfGFP SNAP-3xmyc-CENP-A
5) CENP-N AID-EGFP CENP-A-SNAP 
 (From Guo et al. 2017)
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