Mycobacterium terramassiliense, Mycobacterium rhizamassiliense and Mycobacterium
numidiamassiliense sp. nov., three new Mycobacterium simiae complex species cultured

from plant roots.
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Supplementary file 1

Details of OriC regions predicted in the genome of strains AB308, AB215 and AB57.



Mycobacterium terramassiliense :
Genome size 6029590 nt

Genome GC content 0.6839

DnaA box
. [DnaA box distribution]
distribution
OriC length 647 nt
OriC AT content 0.3184

The number of DnaA
box

The location of oriC
region

3483469..3484115 nt

The location of dnaA
gene

The extremes of GC

. ) 3431648 nt (minimum), 6022463 nt (maximum)
disparity

The extremes of AT

. ) 5893509 nt (minimum), 3960 nt (maximum)
disparity

The extremes of RY

. ) 3431573 nt (minimum), 6025419 nt (maximum)
disparity

The ext £ MK
€ extremes o 6022453 nt (minimum), 3387045 nt (maximum)

disparity

Note Note that the E. coli perfect DnaA box (ttatccaca) was searched for with no
more than two mismatches. [Gene list (zcurvel.02)]

Z-curves [Figurel] [Figure2]

The DnaA boxes identified in the below sequence are capitalized and also

OoriCS
f%->equence marked in bold, if any.

catggtcgtcgatatgcacggccgccgcagecgggacatcgtcgacaaggegatcaccgce
gctgetgaacctcgaacaccgeggegeccagggegecgagecgegcageggtgacggege
cggcatcctgattcaggtgecggacgegttectgegegaggtegtggatttcgaactgec
cgctgecgggcagctacgccaccggtatcgegttcttgecgecagtcgtcgaaggacgecge
gaccgcegtgcgccgcGGTGGAGAAgatcgecgagtccgagggcctgcaggtcateggetg
gcgcaacgtgeccacggacgactcgtegetgggtgegetgteccgegacgegatgeccac
gttccggcaggtgttcatgacgggegectecgggatggegetggagegacgegectacgt
ggtgcgcaagegegecgagcacgagetgggeaccaagggeccgggccaggatggeeeggg
tcgcgaaaccgtttacttcccaagectttccggtcagacctTCATCTACAagggcatgcet
gaccaccccgcagctcaaggegttttaccttgacctgcaagacgatcggetgaccagege


http://tubic.tju.edu.cn/Ori-Finder/out/17722264349.DnaA
http://tubic.tju.edu.cn/Ori-Finder/out/17722264349zcurve1.02.txt
http://tubic.tju.edu.cn/Ori-Finder/out/17722264349Fig1.html
http://tubic.tju.edu.cn/Ori-Finder/out/17722264349Fig2.html

gctgggcatcgtgcactcccgc TTCTCCACGaacacctteecgtegt

Mycobacterium numidiamassiliense

Genome size 6248949 nt

Genome GC

content 0.6585

DnaA box o

distribution [DnaA box distribution]

OriC length 534 nt

OriC AT

content 03914

The number of 6

DnaA box

The location of ;775564 1772797 nt

oriC region

The location of

dnaA gene

The extremes - .

of GC disparity 1848671 nt (minimum), 5310514 nt (maximum)
The extremes . .

of AT disparity 5327831 nt (minimum), 1897876 nt (maximum)

The extremes
of RY disparity

The extremes
of MK disparity

1848674 nt (minimum), 5246343 nt (maximum)

5328449 nt (minimum), 1857179 nt (maximum)

Note that the E. coli perfect DnaA box (ttatccaca) was searched for with

NEIS no more than two mismatches. [Gene list (zcurvel.02)]

Z-curves [Figurel] [Figure2]

oriC The DnaA boxes identified in the below sequence are capitalized and
Sequence also marked in bold, if any.

tagcgggtagctgaaagggccacTGTTCATAAcactgtgcatcgtgTGTGCATATcctte
gacacctgtgttgagtgggt TGTGGAGAACCcTGTGGATTAaaacgcggcgttgaagecatce
cgtgcagatacgcgcagtacaccactgcacatttggTGTGGAGAAcaattcgctcggegt
gtcgggccaggttactgcgtcgggegtgttggcttTCACCCACAttttcgccgagttacyg
agccggttaaggcgcccatgcaccccggtcaccgaaatagttcgeccaggtcececgecgeatce
cgcgcgtctacctagccggctctgagcgctcacagagcgccaaacgagttceccggeggceca
ccctcaggggcggccgccggacaaagcaaacagtgtcgagttagetgteccgecgacgacgt
ccagcgtgaactccacgttgacctccgggtgcaggtgcaccgacaccgagtgcgcaccga
tggccttgatgtgcgecttgggcageccggacgatgecgettgteccaggtteggge


http://tubic.tju.edu.cn/Ori-Finder/out/17722454169.DnaA
http://tubic.tju.edu.cn/Ori-Finder/out/17722454169zcurve1.02.txt
http://tubic.tju.edu.cn/Ori-Finder/out/17722454169Fig1.html
http://tubic.tju.edu.cn/Ori-Finder/out/17722454169Fig2.html

Genome size 6248949 nt

Genome GC 0.6585

content

DnaA box U,

distribution [DnaA box distribution]

OriC length 923 nt

OriC AT 0.3792

content

The number of 4

DnaA box

The location of

oriC region 1846020..1846942 nt

The location of _

dnaA gene

The extremes - .

of GC disparity 1848671 nt (minimum), 5310514 nt (maximum)
The extremes - .

of AT disparity 5327831 nt (minimum), 1897876 nt (maximum)

The extremes
of RY disparity

The extremes
of MK disparity

1848674 nt (minimum), 5246343 nt (maximum)

5328449 nt (minimum), 1857179 nt (maximum)

Note

Z-curves
OriC
Sequence

Note that the E. coli perfect DnaA box (ttatccaca) was searched for with
no more than two mismatches. [Gene list (zcurvel.02)]

[Figurel] [Figure2]

The DnaA boxes identified in the below sequence are capitalized and
also marked in bold, if any.
aagcgcgccgcggceccttgecggegeccgaccggacacgatggcacgeccecggecgegggtacg
catgcgcagacggaagccgtgcacgcgggcacggcgccggttgttcggectgaaaggtecg
cttgcccttggccacggcattctecctecggtetgtecttgetcgaagetttecccagecatcece
ggccgcccgcgttttcaccgaatcgecggectecgatcgaaaagtggtecttgectactggececgg
cgcggttcccecctgacatacctgggtcgcageccgecatcgeccgactttecgggecgactgtatyg
agggtactgatgaggattcgcctggtcaaacttggcctgccccaacggcaccagcggaac
tgcgaccccgaaccggcaccgcgccgecgaaaaacgaaaaatgeccccacggcagettaaa
gaagccgactggaatgcagcggaacggttggcagccgcacggaaaactgttagettcggg
caatgccgtttcagaccccagcggcgcaagacaacgaagcaaggatggcggatcaactgg
ctgtctaggtgaacttctcgaggttccctccagcacggagatcgcgageccgtecgecggta
ggctgcggcccgtatacgatcaccCTGTCCACACCTGTGTATAACtaTGTGGACAGatgce
ttcgtcgccaagcgtggttgtagctcaagecccagagtttgcgagaaccagggagatgegt
cgttgaccgatgaccccggttcgggectttaccagecgtatggaatgcagtecgtttceccgaac
tcaatggcgacgccagcgcggacggtctcaccaccaatcgaacggtTCTGGACAACCcCgC
taacccctcagcaacgagcctggctgaatctecgttcageccactcaccatecgtcgaggggt
ttgccctgctgtctgtgccgagce


http://tubic.tju.edu.cn/Ori-Finder/out/17722454169.DnaA
http://tubic.tju.edu.cn/Ori-Finder/out/17722454169zcurve1.02.txt
http://tubic.tju.edu.cn/Ori-Finder/out/17722454169Fig1.html
http://tubic.tju.edu.cn/Ori-Finder/out/17722454169Fig2.html

Genome size 6248949 nt

Genome GC 0.6585

content

DnaA box U,

distribution [DnaA box distribution]

OriC length 489 nt

Oonic AT 0.4376

content

The number of 5

DnaA box

The location of

oriC region 1947253..1947741 nt

The location of _

dnaA gene

The extremes - .

of GC disparity 1848671 nt (minimum), 5310514 nt (maximum)
The extremes - .

of AT disparity 5327831 nt (minimum), 1897876 nt (maximum)

The extremes
of RY disparity

The extremes
of MK disparity

1848674 nt (minimum), 5246343 nt (maximum)

5328449 nt (minimum), 1857179 nt (maximum)

Note that the E. coli perfect DnaA box (ttatccaca) was searched for with

NEIS no more than two mismatches. [Gene list (zcurvel.02)]

Z-curves [Figurel] [Figure2]

OriC The DnaA boxes identified in the below sequence are capitalized and
Sequence also marked in bold, if any.

agaagaaacaacttagagatctaagtatcagtattaaggcctgtgcattctggggacagce
ctggcttctgtgcagctaggacctcgatgggggTGTGGATGAcagcgcgcgtggetgtgt
gcacggtgttgagcgggTGGGGATGAatgacagatgtacacggcggcgcggt TCATCCAC
GgtggtttgcctgctTTTTCCACAgcgctgcccacaccgtcagggTGTGGCTGAtgtgac
agccgtgcgagaagttttttgaaaaaagtttgactcgtgagtttcaaatcagecgecttgga
gcgctggcggatgcgagtcgtgagttctttaacgtggtcgaacacctcacgtcgectecgge
catctcggacaagatctttcgttgcgcatacatgaccgtggtgtggtcgcggccgaatgce
ctgtccgatcttcggcagcgagaggtcagtgagttcgecggcacaggtacatcgecgatctyg

ccgcgactg


http://tubic.tju.edu.cn/Ori-Finder/out/17722454169.DnaA
http://tubic.tju.edu.cn/Ori-Finder/out/17722454169zcurve1.02.txt
http://tubic.tju.edu.cn/Ori-Finder/out/17722454169Fig1.html
http://tubic.tju.edu.cn/Ori-Finder/out/17722454169Fig2.html

Mycobacterium rhizamassiliense:

Genome size 6015465 nt

Genome GC 0.6722

content

DnaA box o

distribution [DnaA box distribution]

OriC length 488 nt

OiS 0.4344

content

The number of 4

DnaA box

The location of 4 751553 1721710 nt

oriC region

The location of i

dnaA gene

The extremes - 3

of GC disparity 1721273 nt (minimum), 4895128 nt (maximum)
The extremes . .

of AT disparity 4894759 nt (minimum), 644303 nt (maximum)

The extremes
of RY disparity

The extremes
of MK disparity

1719935 nt (minimum), 4506867 nt (maximum)

4895128 nt (minimum), 1705512 nt (maximum)

Note that the E. coli perfect DnaA box (ttatccaca) was searched for with

A no more than two mismatches. [Gene list (zcurvel.02)]

Z-curves [Figurel] [Figure2]

OriC The DnaA boxes identified in the below sequence are capitalized and
Sequence also marked in bold, if any.

agcgtcccttcacctacaaaaatttcagtccagtggctageccgegtcecececececgectagegtyg
gggcccccgaaacggggagtcgaagaacaaccgtagatcgteccggggecatcecttgaaage
taatcgcgaaggccgacaaccgcagtgatcgagacgcttgtaagecccctggggacgagge
gtccccaaacctgttcttcaaagaagaaacgacgaagagatctcagtaccagtattaagg
gctgtgcaagtTGGGGAGAAgtgcactcctgtgcagectaggggagecggecgggggTGTGGA
TGAcgcggtgcgcaactgtgtgtcccgtgtgggtcgacTGGGGATGAattacagatgtac
accgatggccgattactgcacgggggtttgecgtggtTTTTGCACAagcctgcgcacatag
ccagcgtgtggctggtgtgacagacgtgtgggaagttttttgaaaaagtttgactcgtgg
ggtgcaaa


http://tubic.tju.edu.cn/Ori-Finder/out/177223473379.DnaA
http://tubic.tju.edu.cn/Ori-Finder/out/177223473379zcurve1.02.txt
http://tubic.tju.edu.cn/Ori-Finder/out/177223473379Fig1.html
http://tubic.tju.edu.cn/Ori-Finder/out/177223473379Fig2.html

Genome size

Genome GC
content

DnaA box
distribution

OriC length

OriC AT
content

The number of
DnaA box

The location of
oriC region
The location of
dnaA gene

The extremes
of GC disparity

The extremes
of AT disparity

The extremes
of RY disparity

The extremes
of MK disparity

Note

Z-curves
OriC
Sequence

6015465 nt
0.6722

[DnaA box distribution]
793 nt
0.3670

3

1723229..1724021 nt

1721273 nt (minimum), 4895128 nt (maximum)
4894759 nt (minimum), 644303 nt (maximum)
1719935 nt (minimum), 4506867 nt (maximum)

4895128 nt (minimum), 1705512 nt (maximum)

Note that the E. coli perfect DnaA box (ttatccaca) was searched for with
no more than two mismatches. [Gene list (zcurvel.02)]

[Figurel] [Figure2]

The DnaA boxes identified in the below sequence are capitalized and
also marked in bold, if any.

cgacgcatctccctggttctcgcaaactctgggctgagctacaacctecgectgtgacgaca
2agcaaCTGTCCACAtagTTATACACAggTGTGGACAGgatgatcgtatacgggccgcaa
cctaccggcgacggctcgecgatctcececgegectggaggcaaccccgtggaggtegectagac
agctagtcgatccgccatcctcecgecttegttgtcatgecgecgttgcagtctgaaacggeat
tgcccgaagctaacagttttccgaccggctgeccaacagttcggetgcattccaatecgget
tctctagceccteccttgggecgegtectttctetecggeccgeccggacgggaggeccgagcggectyg
cctgagcacgggtattttcggtgacgagtggtagtcgcggecgttgcgccaggacaagttt
gaccaggcgaagtgtcatcagtaccctcatacagtcgcccgaaagtcggecgatacggectyg
cgacccgagccatctgtgcggggaccgcgeccggeccagcagcagttagaccactttecgac
tgacccgcgggttgcgaaacgcgagcggccggatggcaatgcgagacacaccgaggagaa
tgccgtggccaagggcaagcggacctttcageccgaataaccggcgccgageccgtgtgea
cggcttccgtctgcgcatgcgtaccecgecgeccgggegtgecattgtgtecgggtecggegteg
caagggtcgccgcgcecgcectttcectgectgateccgecgecgacaggttcgtgggeggtgettte
ggcacgcaaccgt


http://tubic.tju.edu.cn/Ori-Finder/out/177223473379.DnaA
http://tubic.tju.edu.cn/Ori-Finder/out/177223473379zcurve1.02.txt
http://tubic.tju.edu.cn/Ori-Finder/out/177223473379Fig1.html
http://tubic.tju.edu.cn/Ori-Finder/out/177223473379Fig2.html

Genome size 6015465 nt

Genome GC 0.6722

content

DnaA box L

distribution [DnaA box distribution]

OriC length 110 nt

OriC AT 0.4818

content

The number of 3

DnaA box

The location of

oriC region 1743438..1743547 nt

The location of _

dnaA gene

The extremes - .

of GC disparity 1721273 nt (minimum), 4895128 nt (maximum)
The extremes - .

of AT disparity 4894759 nt (minimum), 644303 nt (maximum)

The extremes
of RY disparity

The extremes
of MK disparity

1719935 nt (minimum), 4506867 nt (maximum)

4895128 nt (minimum), 1705512 nt (maximum)

Note that the E. coli perfect DnaA box (ttatccaca) was searched for with

NEIS no more than two mismatches. [Gene list (zcurvel.02)]

Z-curves [Figurel] [Figure2]

OriC The DnaA boxes identified in the below sequence are capitalized and
Sequence also marked in bold, if any.

ccgcggtcgccgacaagctcagctaaaaggtctttgecggttgacatggtttttgtegttT
GTGGGTAAaccagcagcactccgcgTGTGGATCTGTGAAAAAcCagctgaa


http://tubic.tju.edu.cn/Ori-Finder/out/177223473379.DnaA
http://tubic.tju.edu.cn/Ori-Finder/out/177223473379zcurve1.02.txt
http://tubic.tju.edu.cn/Ori-Finder/out/177223473379Fig1.html
http://tubic.tju.edu.cn/Ori-Finder/out/177223473379Fig2.html

