Description of Additional Supplementary Files

File Name: Supplementary Data 1
Description: The whole-blood 373-gene transcriptional signature of TB derived from RNA-
seq Berry London cohort.

File Name: Supplementary Data 2
Description: List of co-expressed genes in the 23 modules derived using WGCNA from
combined Berry London & South Africa cohorts.

File Name: Supplementary Data 3
Description: List of the 70 genes consistently upregulated in active TB (without outliers) and
LTBI outliers from Berry Combined and Leicester datasets, compared to respective controls.



