Lunardi et al., Supplementary Figure 3
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ERG 25631: >hg19_dnarange=chr11:125495291-125496040 5'pad=0 3'pad=0 strand=+ repeatMasking=none
CGAAGCCTCTCGCTCCCAACACGGAGTTCCTCCCATTTCTTCACAGTCGGCTCTCAGCAGCTGCTGCTGGTTTCTCGGCTCCAGCACCACGAGTACCGCACTCTGAGGTTTACAAAGCACT
CTGCTTCACCGACTGTGATCCTCACAGTCCTGTCCGGTGGCCTCACGCAGGTGGCGGTGCAGCCTTTCAGGCCCAGAGCGGCCAGGAGCGAAGCCCGCAGCCCCGCCTGGAAGCGCAG
CGCGGTCGGTCGCGCGCCCCTGAGGCTTGGAGGCCTGGGCTTCCCCCAGCAGCGCTCGAGCACCGCCCAGTCGAGCCTCACACCGGATGCCACTTCATATTTGGGCCCAGAGCTCAATT
CGCGCCGATGCGGTCCGCCGTCCTTAAATCTCTTCAGCCAGGATCTCTCCCCGACTGCAAAGCAGCCCTGGGCGGGAGCGGCAACATCTCCACGTCACCCTTTTGGAGCCGCCGACATTC
AGAGGGGCAGGACACGGGAACGCGCGCTGTCTTGCTTTACGGCGCGGGTGCGCGAGTTTGCGGCAGCGTGACGCCCTCAAGTTTTGGCGGGAAAACGCTGCATTTGGATTCCTGCAGTG
GTGGGCAAAGGACAGTCCGGTGAGGAAGGGCGGCCGGTAGAGTAGGGAAGGTTTCTAAAGAAGGAGTTCGGGGTCTAGATTAGTGAGGGAGGGCATGGTGGGAGAAAGTTAGCATTGACT
AGCGCAGGGGATTGGAGAGACTCCTGCGGAGG

ERG 25632: >hg19_dnarange=chr11:125496241-125496465 5'pad=0 3'pad=0 strand=+ repeatMasking=none
TGGGAGGAGGCGCTGCCGCAGGCGTTTTCTGCCCCATACCGCTCCCTATATCCTCTTCCTCTCTTCCCCAGACCCCCACCTCTCCCTCCTCCTTCCCCAGTCGTTCGCCGGAAAGCATTTG
TCTCCCACCTCTTCATAACAACAATTAATTTCCTCTGGGGCCTGAGGAGGGCAGAATTTCAACCTTCGGTGTGCTTGGGAGTGGCGATTGTGATTTACACGACA

B

1290bp upstream the ATG of CHK1 promoter cloned in pGL2 enhancer
GCACCACGAGTACCGCACTCTGAGGTTTACAAAGCACTCTGCTTCACCGACTGTGATCCTCACAGTCCTGTCCGGTGGCCTCACGCAGGTGGCGGTGCAGCCTTTCAGGCCCAGAGCGGC
CAGGAGCGAAGCCCGCAGCCCCGCCTGGAAGCGCAGCGCGGTCGGTCGCGCGCCCCTGAGGCTTGGAGGCCTGGGCTTCCCCCAGCAGCGCTCGAGCACCGCCCAGTCGAGCCTCAC
ACC*GGAT*GCCACTTCATATTTGGGCCCAGAGCTCAATTCGCGCCGATGCGGTCCGCCGTCCTTAAATCTCTTCAGCCAGGATCTCTCCCCGACTGCAAAGCAGCCCTGGGCGGGAGCGG
CAACATCTCCACGTCACCCTTTTGGAGCCGCCGACATTCAGAGGGGCAGGACACGGGAACGCGCGCTGTCTTGCTTTACGGCGCGGGTGCGCGAGTTTGCGGCAGCGTGACGCCCTCAA
GTTTTGGCGGGAAAAGCGCTGCATTTGGATTCCTGCAGTGGTGGGCAAAGGACAGTCCGGTGAGGAAGGGCGGCCGGTAGAGTAGGGAAGGTTTCTAAAGAAGGAGTTCGGGGTCTAGAT
TAGTGAGGGAGGGCATGGTGGGAGAAAGTTAGCATTGACTAGCGCAGGGGATTGGAGAGACTCCTGCGGAGGGGCGGTTTCGGAGGGTGGAGGAATGGTACCAGGAGGTTCCCGTTGTG
GGGGCGGGGGCAGGAGGGACTAACCCGCTGCTAGCTAAGAACCCCAAGGAAGAGTCCCAGCCCTTCCTTTCGCCTCTGGGGGCAGTTTGGCCCCGCCCCGGCCTTTGGGACGGGTGGG
GCTGTGGATGGGGATGGGAATTGGAATTGAGCAATTGGGAGGAGGCGCTGCCGCAGGCGTTTTCTGCCCCATACCGCTCCCTATATCCTCTTCCTCTCTTCCCCAGACCCCCACCTCTCCC
TCCTCCTTCCCCAGTCGTTCGCC*GGAA*AGCATTTGTCTCCCACCTCTTCATAACAACAATTAATTTCCTCTGGGGCCTGAGGAGGGCAGAATTTCAACCTTCGGTGTGCTTGGGAGTGGCG
ATTGTGATTTACACGACAAAATGGTCAGGTTTAGAATAGTTGTTCGTGGTTGAAAGACTTGGATAAATGTGGATGAGATAGAAGGGGAAGGCAAGAGCTGTTAATTTTCGTGGGCAATCCTGG
GGGGAGGCGGGGCTCAGTGGCTTCACTGGTGATCTTACACTCTACATCTTTTCTGGATTCCTGCCTTTTACAGCCGAGGTGCTCGGTGGAGTCATG
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