Table S3: Strains and plasmids used in this study

Strain Genotype Reference
MG1655 E. coli K-12 F-, A+, ilvG, rfb-50, rph-1 (D
SC301467 (A5KG) | MG1655 AmazF AchpSB ArelBEF Adinj-yafQ AyefM- | (2)
yoeB
MGJ598 (A7KG) A5KG AhigBA AprlF-yhaV (2)
MGJ5987 (ABKG) | A7KG AyafNO (2)
MGJ5987 (A9KG) | ABKG AmgsRA (2)
MGJ5987 (A10KG) | A9KG 4hicAB (2)
LVM100 (ASLVM) | MG1655 AchpSB AmazEF ArelBE AyefM-yoeB Adin]- | (3)
yafQ
A10LVM LVM100 4yafNO AprIF-yhaV AhicAB AhigBA AmqsRA | (4)
rpoS-mcherry MG1655 rpoS-mCherry::frt (5)
yoeB::gfp MG1655 yoeB::GFP::frt (5)
relE::gfp MG1655 relE::GFP:frt (5)
Plasmid Properties Reference
pETgfpmut2 pET41a ptac::gfpmut2-AGGAGG(3)-CAT- (6)
trpterminator
pBeloBAC11 cat ori2(F) repE parABC cos lacZa NEB
pmSc pBeloBAC11 A(lacZa-cos)::(At1ter-mScarlet-1-T7TE- | This study
luxIA)
pyefMyoeB::mSc pBeloBAC11 A(lacZa-cos)::(At1ter- This study
pyefMyoeB::mScarlet-1-T7TE-luxIA)
prelBE::mSc pBeloBAC11 A(lacZa-cos)::(At1-prelBE::mScarlet-I- | This study

T7TE-luxIA)
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