
Primers Sequence 5'-3' Purpose
AaAPK1-qF1 AGGAGCCCGATCAACCTATG
AaAPK1-qR1 CAGAGTCAAAATCGTCCAGATC
AaADS-qF AATGGGCAAATGAGGGACAC
AaADS-qR TTTCAAGGCTCGATGAACTATG
AaCYP71AV1-qF CACCCTCCACTACCCTTG
AaCYP71AV1-qR GACACATCCTTCTCCCAGC
AaDBR2-qF CTTGGGTTACAAGCTGTGGCTCAAG
AaDBR2-qR ATATAATCAAAACTAGAGGAGTGACC
AaALDH1-qF CAGTTTCTGACCCAAATCCAGGTTGA
AaALDH1-qR TCGGAGTAGTTGGTCACAT
Aannua00085S022560-F-cacc caccATGGATCGATTACCGGGGAT
Aannua00085S022560-R CATAGCATAAACGATTTCAC
Aannua17791S810490-F-cacc caccATGGACAACAGATCTATGCT
Aannua17791S810490-R CATAGCGTATACAATCTCCC
Aannua14947S778390-F-cacc caccATGGACAACAGATCTATGCTGAC
Aannua14947S778390-R TCGACACTCTGAGTCGGCTG
Aannua05209S490740-F-cacc caccATGGACAAGTATGAGGTGGTAAAG
Aannua05209S490740-R ATCATCTTCTTCTGCTCCCC
Aannua02702S329990-F-cacc caccATGGAGAAGTATGAGTTAGT
Aannua02702S329990-R TGGGATGGGCGGGATTTCTC
AaAPK1-F-cacc caccATGGATCGGAATATGAGTTC
AaAPK1-R GATGGCGTATATGACCTCAC
AaAPK1-RI-cacc caccGTGGTTTCTGAAGAACTTAC
AaAPK1-RI-R GGGTCCAGTCTTTTTTCCAA
AaAPK1-F-EcoRI GCGAATTCATGGATCGGAATATGAGTTC
AaAPK1-R-XhoI GCCTCGAGGATGGCGTATATGACCTCAC
AabZIP1-F-EcoRI GCGAATTCATGAACTACAAGAATTTTGG
AabZIP1-R-XhoI GCCTCGAGCCATGGACCGGAAAGTGTCT
AaABI1-F-EcoRI CGGAATTCATGGAAGATATCCCTCCTTCGG
AaABI1-R-SacI CGGAGCTCGTCAAGATTTAGTTTTAAACC
AaSnRK2.2-F-BamHI GCGGATCCATGGATCGATTACCGGGGAT
AaSnRK2.2-R-SalI GCGTCGACCATAGCATAAACGATTTCAC
AaSnRK2.3-F-SalI GCGTCGACATGGACAACAGATCTATGCT
AaSnRK2.3-R-PstI GCCTGCAGCATAGCGTATACAATCTCCC
AaSnRK2.4-F-SalI GCGTCGACATGGACAACAGATCTATGCTGAC
AaSnRK2.4-R-PstI GCCTGCAGTCGACACTCTGAGTCGGCTG
AaSnRK2.5-F-SalI GCGTCGACATGGACAAGTATGAGGTGGTAAA
AaSnRK2.5-R-PstI GCCTGCAGATCATCTTCTTCTGCTCCCC
AaSnRK2.6-F-SalI GCGTCGACATGGAGAAGTATGAGTTAGT
AaSnRK2.6-R-PstI GCCTGCAGTGGGATGGGCGGGATTTCTC
AaAPK1-F-PstI GCCTGCAGATGGATCGGAATATGAGTTC
AaAPK1-R-BclI GCTGATCAGATGGCGTATATGACCTCAC
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