
 
 

Supplementary Table S1 List of primers used in this study. 

 

 Primer Sequence (5´-3´) 

G
en
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e 
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Cp13-62GW_iso1_R1 GAAGAACTCGGCTTCAAGCAACTC 
Cp13-62GW_iso1_R2 GTTCAAAGGGAACTCTAAGAGACTAA 
Cp13-62GW_iso2_R1 GGGTTGGAATCTTGGCATAGCTC 
Cp13-62GW_iso2_R2 GCCAATATGGAAGTGCTGCAAAG 
Ls13-62GW_R1 TTATTATTAATGCGGCGGCGAAGGT 
Ls13-62GW_R2 TCGTTTTCTTTCTTTGCTGGGTCGT 

G
en

e 
cl

on
in

g  
 

Cp13-62g_iso1_F CAAACGGAGGGCTAGATTCAT 
Cp13-62g_iso2_F CCTTCTTCGAAGCTTCATCAC 
Cp13-62g_iso1+2_rev CTAAAACACACAGCCATGTACGA 
Lb13-62g_F ACTCCACCGGTCCACTTCTTC 
Lb13-62g_R TTCGGTAAATCGTGGGAGAAAAGAGAG 
Lb13-62g2_F GTGAAGATCATCTAGATCAACGTACGAG 
Ls13-62g_F CAACCCCTCGAGAAACCTAA 
Ls13-62g_R CATGCATGCAAGACGATTATT 

G
US

 a
na

ly
si

s  

Cp13-62p_F CACTTCTAGATCTCCCACTTCTTCTT 
Cp13-62p_iso1+2_frag_F ACCCTCTAGAGCTATTACTCGTCTG 
Cp13-62p_R TGTGCCATGGTTTGCTGCTGTG 
Lb13-62p_F GTGTGTCGACCATCTAGATCAACGTACG 
Lb13-62p_frag_F GAAATCTAGATTACTCGTCAGCCATCCA 
Lb13-62p_R TGTGCCATGGTTGATGCTGCGGCTTGA 
Ls13-62p_F CACTTCTAGATCTCCCACTTCTTTGCT 
Ls13-62p_R TGTGCCATGGTGCGCGGCGCGT 

M
ut

ag
en

es
is

 

Cp13-62p_iso1_c845t_F GGTTCTACACCTGTCAGGCTTTCGACGGAGG 
Cp13-62p_iso1_c845t_R CCTCCGTCGAAAGCCTGACAGGTGTAGAACC 
Cp13-62p_iso2_c904t_F CTCCGGCCAAAGCCTGACAGCTGTAGAAC 
Cp13-62p_iso2_c904t_R GTTCTACAGCTGTCAGGCTTTGGCCGGAG 
Lb13-62_c662t_R AGTTTTTACACGTGTCAGGCTGTGGCGGAAGG 
Lb13-62_c662t_F CCTTCCGCCACAGCCTGACACGTGTAAAAACT 
Ls13-62_c623t_F TCGACACCTGTCGGGCTGCCGCCG 
Ls13-62_c623t_R CGGCGGCAGCCCGACAGGTGTCGA 

 Cp13-62iso1_qPCR_F GCAAATCGCCAAGTCTCATT 

RT
-q

PC
R 

Cp13-62iso1_qPCR_R CATCATCGTCGTCACTGCTT 
Lb13-62_qPCR_F CATCTCCATGGTCCTTTAAGC 
Lb13-62_qPCR_R TCCTAAACACACTCAGCCACA 
Ls13-62_qPCR_F GTACTCGCCGGAGATGAAAA 
Ls13-62_qPCR_R TCGTTCCCACTCCCATAGAC 

RT
-P

CR
 

Cp13-62iso1_RT-PCR_F CCTGGCATCATGAGAAGGAT 
Cp13-62iso1_RT-PCR_R GAACTCTGAATCGCCCTGAC 
Lb13-62_RT-PCR_F AACCTCAGGCAACATACTCG 
Lb13-62_RT-PCR_R CCTAAACACACTCAGCCACA 
Ls13-62_RT-PCR_F TGAGAAACAAGCTGGGGAAC 
Ls13-62_RT-PCR_R AGGTGAGATCTGGCGATTTG 
CpEF1α_RT-PCR_F AGTCAAGTCCGTCGAAATGC 



 
 

CpEF1α_RT-PCR_R CACTTGGCACCCTTCTTAGC 

RT
-P

CR
 

LbEIF5A_RT-PCR_F GGGAAAGGACCTTGTTGTGA 
LbEIF5A_RT-PCR_R TGGGCTCATTACTCCACTGA 
LsEIF5A_RT-PCR_F TGGGTGGTTTTTATCAATGTCC 
LsEIF5A_RT-PCR_R GGTTGAGTGATAACACAGTAGCAAA 
Ot13-62_RT-PCR_F ACACCGCAGGCCAAGAAG 
Ot13-62_RT-PCR_R TAGATGAAGCTCCTGGCGATG 
OtALAD_RT-PCR_F GATGAGGCAGAAGGAGCAGAT 
OtALAD_RT-PCR_R GGCGAAGTAGGACAGGATGAT 

 

  



 
 

Supplementary Figure S1 

 

 

 

Supplementary Figure S1 Specificity of the primer pairs used to amplify 13-62 in 

RT-qPCR amplifications. Dissociation curves were obtained from three biological 

repeats with three technical repeats each. 

  



 
 

Supplementary Figure S2 

 
 

Supplementary Figure S2 RT-PCR analysis of Craterostigma plantagineum, 

Lindernia brevidens, and Lindernia subracemosa 13-62 expression in response to 

salt and osmotic stress. (A) 13-62 expression in response to salt treatments. cDNA 

was prepared from detached leaves incubated for 24 h in water (control), or in either 

150 mM or 300 mM NaCl solutions (B) 13-62 expression in response to mannitol 

treatments. cDNA was prepared from detached leaves incubated for 48h in water 

(control), or in 0.5 M or 0.8 M mannitol solutions. cDNA samples in (A) and (B) were 

amplified with primers specific for the Cp13-62 (Cp13-62_RT-PCR_F and Cp13-

62_RT-PCR_R), Lb13-62 (Lb13-62_RT-PCR_F and Lb13-62_RT-PCR_R), or Ls13-

62 (Ls13-62_RT-PCR_F and Ls13-62_RT-PCR_R) transcripts. Expression of the 

elongation factor 1α (EF1α) gene or of the eukaryotic translation initiation factor 5A 

(EIF5A) gene was analysed as a control for cDNA preparations of C. plantagineum or 

L. brevidens and L. subracemosa, respectively. All primer sequences are listed in 

Supp. Table 1. 

  



 
 

Supplementary Figure S3 

 



 
 

 
Supplementary Figure S3 Alignment of amino acid sequences of 13-62 protein 
homologs in selected Embryophyta.   



 
 

Supplementary Figure S4 
 
 

 
 
 
Supplementary Figure S4 RT-PCR analysis of Oropetium thomaeum 13-62 (Ot13-

62) expression during dehydration and rehydration. cDNA was prepared from 

untreated (U), partially dehydrated (PD), desiccated (D), and 24 h rehydrated (R) 

leaves and amplified with primers specific for the Ot13-62 transcript (Ot13-62_RT-

PCR_F and Ot13-62_RT-PCR_R, Supp. Table 1). Transcript expression of the 

aminolevulinic acid dehydratase (ALAD) was analysed as a control for cDNA 

preparations. Relative water content (RWC) of leaves used for cDNA preparations is 

indicated.  



 
 

Supplementary Figure S5 
 
 

 
 
TACGTTGAAGAAGACGAGCAATTGAACGGAGATTCCATTTTCGGCAGCACTTTCGAATTGGCAAACCCTTAGATC
TCCATTAACCCCTCGCGAAATTAGATTCGACAGTTATTAAACGTAACTTCACTTTTTCCTTTCTTCTGAGGACGA
GTGAGTGACGAAGTCGTCAAAGGTTCAACGATTAACGGCTAATAGGAGAAGCTTCAGACAAGAACAAATCGAGCA
AAGGAGCTGAACCCAACCCAGTATGAAGATTGATTAGTTACCGATTAACTATAATCTTCTTTCTTTCCTATTTAG
TGTAATAAAAAGATTAGGTAATAGTAAAAATGTTGCTTCTAAAATGAGGCTAAATTGGTAACCCCATTAAATATA
ATTAAGTGTGTGTTTGGGAGCACTTCATAAACAAAAGTCCTTTTAAAAATGGACGGAAGTGACTTTTTTAAAAAG
TTTTTTTTTGAGTTTTATAGTGTTTGGTAAGTTTACATTTGAAAAGTCCATTTTAATTAAAAGTCATATAATGAT
GTTTGGTGGAATAAGTTTACAAGTGCATGCAAAATAGAATGCTATAAAAAACTATCACGAGAATTGAATGAAAAA
CAAATAGAAAACACATTGTCACGTCAACTTCAAATAAAATTACATAATAATTTAACAAATTGTCTAATAAACGAA
AATAAAATACTAATATTAAAAAAAAAAAAATTGCATAATTTATATCTCAAACTTAGCGACTAAATTAATGTCACA
ACAACCAGCTAATTAGGCATAATACTCGAATAATATACAGAATCAGCAATAACATCACGTACTATAGACATCTCT
TCACTTTGCTGATTACTATGATTATATGGTACATCACCATCATTAGCGTCGTCTTCCTCCTCGCCTGTATTAGTC
TCTTCGTTGCTGGAGAGGTAGTCTTCATCCTCGTATTTTCGAAATAGTTCATCAGCTATTGCTTCTTGTCTGATA
TAATTATGCAATGCCATAGAAACAACAACAATTAATGTTTGAGTTTTAAAAGGATATGGTGCCATTTTGTTCAAT
ATTGGCCACCGAGATTTCCAAACACCGAAGCTCCGCTCAATTATATTTCTAAGGGACGAGTGACTGTGATTGAAA
AGTTCTTTAGGTCCACTAGCTCTAGGTCCTCTTCGAAATCCTTGAAAATGATATCGCGTGCCTTTGTAAGGTGCC
AAGAAACCGGGAATATTTGGATAGCCAGCGTCTACGACGTAATATTTACCTAAAGACAATAAAATACAATAATTA
ATTACATTCATACATGATGAAATGAGAAAATAATTTTCAGACCTATTGGAGGAATTGGAAAGTTCAAACGTTGTG
TTGCAATAGCTTCATTAAGTATACGAGAATCATGAGCAGTTCCTTCCCATCCTGCCCACACAAAGGTGAATTTCA
TGTCAAAAGAACAAGCAGCCATCACATTTTGAGTGCATTTGCCTTTTCTTCCTCAATAAGCTAGTTGTTCATGAA
CTGGGATTACAGCATCGACGTGTGTTCCATCAATTGCACCAATACAACCCTGAGACAACCGAAAACAAAATACAA
ACTTATTGAAAAGCATAATATCAAGTAAAATCTTTAAAGAAAACCATAATTGTAGAAACAACTGACCTTGAAATG
TGGCCAATACTTGAGATTGTTACGTATATAACTTGGTGTTTGCTCGAAAGAAGGTGGAACAATAAGAGACATCGA
AAATCTTGCAAGAGCTTTCAAAACATTGTTGAAATGACGACTAATGGTCTCTCCAGAATGTTGAAAACGTTCTTG
TAGCATGGAGTTCCTTTCATTATGACCAATAGTCATGAGAAAGATAGCCATTTGTTCTTCAACAATAATCAAGCC
CTTTATATCGGAACTTAATTGCTTCTGGATTTCCCTATAAAATATTGAAACCATTAATTGCTATTCTCCAATATA
AGTGCTTTTAAGATAAGTATATTCATAAAAAAATAGATAATTTACCTTTAAATACTCGTCCCACCATTCATCGGA
CGCGGAAATTGTACCTCTAGAACTATCCCATCCAAGTCCGGTGTCGGAATTTATCAATTTATACATTATCTTCCA
ATCTTGTTTGGTATTGTCCCAATGATTCTTCAGTTGTTTCTTGTCATAGGACAAACTCGTTCTTTGCACAAAATC
GTCACAAATTTTCTTCCATCCATCTTTACTAAAAAAATTTCCAACCTTATGACCTTTTGACATTTGCTCACAACA
CAATTCAACGAACACCTTGTGTGCATCACTATTCCATACAGCTTTTGCCTTAAAACATTTCTTATTTTGTCGAGG
CAATTGCAAAATATTTTCATTCGGGTCAAACTCCATAGCTTCAATCATAAATTGAGCAAATTAAATTATAGATAA
TAAAATTAAACATACAATTTAACTAAATGTAATCCAACTATCTAAGGTAACAATCAATTAGAAAATAAGAAGCAT
ACTCGCGGACAATCTGAAATTTGCATAGTACAAGTAATCTAAAGAAACAACAAATTACAAAAAAAAAATCATATT
TTGTCCAACCAAATAAACAAGCAGACGGCACAATCGAAAATGATGTGTCAAAGTCAAAACACAAACCACGTTAGT
GGTTCCAAAGCTAGTACAAAGATATGAGAAGCATAAACCAAGTATTTAGAGCAAGCACGGAGATAGGAAAAATAA
AAATTGCCCATATTAGCATGCCCGATGAATATGATAAAAGGGAGAAGAAAATCAGCAATACACCTCACCCTAACC
CAAAAATTACAGCAAGCTGAAAAAATAGCACGCACGCCTGAGAAAAACTTGAGAAATACCTCAAAAAATGAGATT
GCTAATTTCGTTGATTTGTGTCTGTCGAAGGTTTGAGTTTTATGTGTTGATGGAATTGTGGGTTTTATTGAGAAA
AAAAGCGCGGGTATGAGAATGCGCGTCTTCAATGGTGGGGATGTGCTTCTAGAAAAAGTAACAAAATCTCACTTC
TCCACGATGGACTTCTAGATAAGTGGACTTATAAAAAAGTGCATTTTATGTAAATTACCAAACATTACGAATTTT
CCTAAATGGGCTTTTTACTCCATAAGTCCATTTCAAATGGGTATCCAAACAAACCCTAAGTTATAGAAAGGTTTC
ATTTCATGTGTAGTTCAGTTATTGAAGGGTTTGTAGTTACAAAATAATAGTAAGAAATAGCACGTCCCAAGTGCT
TCCCGCAAAGGTCAACCAACACATTCACATTCACATTCACTCATTAGGACATGTTCCTATGGGAAATAACTATCC
TTAAGACTTAAAGCTTTTAGTGAGAAGATCATCTAGATCAACGTACGAGTGTGAAGATCATCTAGATCAACGTAC
GAGTGTTTA 
 
Supplementary Figure S5 Sequence of the transposable element identified in the 

Lb13-62 genomic locus. Putative terminal inverted repeat (TIR) sequences and 

transposase coding sequence are indicated in grey and light blue, respectively. 
 



 
 

Supplementary Figure S6 
 
Cp13-62_iso1      ------------TGCTTCAAAAAATCTTCTTTTGCTCCATTTGCACACTCACTGACGATG 
Cp13-62_iso2      ------------TGCTTCAAAAAAGCTTCTTTTGCTCCATTTGCACACTCACTGACGATG 
Ls13-62           CTCCCACTTCTTTGCTTCAAAATAACTTCTTTTGCTCCATTTTTACACTCACCGACGATG 
Lb13-62           ------------------------------------------------------------ 
                                                                               
 
Cp13-62_iso1      AATACATTGAAGAAGACAAGCACTATAAAAGGGTCCCATTTTTTGCAGCACTTTCATATT 
Cp13-62_iso2      AATACATTGAAGAAAAC------TATAAAAGGG-CCCAATCTTTGCAGCACTTCCATATT 
Ls13-62           AATACATTGAAGAAGACAAGCA-------AG-----CACTAGAGCAGATATTTCCATACT 
Lb13-62           ----CATCTAGATCAACGT-------ACGAGTG---TTTACGACATGAAAATTTCAGA-- 
                      ***  *     **            **                  * ** ** *   
 
Cp13-62_iso1      G-GCAA-ACCCTAAAATCTCCATTATCGCCTCCTGAAATTAGATTCGTTCAACTGTAAAA 
Cp13-62_iso2      G-GCAA-ACCCTTAAATCTCCATTATCGCCTCGTGAAATTAGATTCGTTCAACTGTAGAA 
Ls13-62           CCGCAGCACTTTCCAATTCAAATGGGCAGACCCTTAAATTAGATTCAACTGTTAGAAGTA 
Lb13-62           AAGAAAAAGCTTATAGACAAAACGAG-ATATATTGAAAATAAATTATATAAATTCGGTGA 
                    * *  *   *  *      *           * *** ** ***              * 
 
Cp13-62_iso1      AG--ATGTAACTTTTTAACTTTGTCCTAATGACTCCGTGA----AAACGTCGTCAATGAT 
Cp13-62_iso2      AG--ACGCAGCTTTTTAACTTTCTCCTAATGACTACGTGAGGAAAAACGTCGTCAATGAT 
Ls13-62           TGTAACTTCACTTTTTCACTTG-TACTGATGAGCAGCTGAGCAACAGAGCGGTGAAAGAT 
Lb13-62           GATCATGTTATTTTCCCGTAT-GTATTATT---TCTATTATCACATTTGTAATGAAATTT 
                      *      ***      *  *  *  *       * *        *   * **   * 
 
Cp13-62_iso1      TCAACGATTGACA---GAAGTTCAGACAAAAACCACCAAAGTAAAA-------------- 
Cp13-62_iso2      TCAACGATTAACA---GAAGTTCAGATAGAAACCACCAAAGTAAAAGAGCTATGCCAAGA 
Ls13-62           TCACCGATTAACAAGAGGAGTTCAGACAAAAACAACCGA-GTAAAG-------------- 
Lb13-62           TGATCATATCATATTTTAGTTATGAATAATAATATTTTTTTCTGAC-------------- 
                  * * *   * * *       *    * *  **            *                
 
Cp13-62_iso1      -------------------------------------TAGTCGCTGAAGGGGTGATATTG 
Cp13-62_iso2      TTCCAACCCAGTAAAAGAGCTCTGCTATGCTAATTGCTAATCACTGCAGGGGTGATATTG 
Ls13-62           ------------------------------------------------------------ 
Lb13-62           -----------------------------------------------AGTAGTGAAGTCT 
                                                                               
 
Cp13-62_iso1      TAATCAACGCATAGT----------TACATGCTTTCA---GTAAAATCGAAATATTACAT 
Cp13-62_iso2      TAATTAGATAATAGTAATAAAGGAGTACATGCCATCAATAGTAAAATCGAAATATCACAT 
Ls13-62           -----------C----------------------TCA-------AACCCAA--------- 
Lb13-62           ATTTTCAAATAT-------------TAAATGGCCTGA-------AACTTAATTGCCCGTT 
                                                    * *       **   **          
 
Cp13-62_iso1      TCTTACATCTCTAACTTCAAAATCAAAACTTTTAATATTGTCTTTTTTTCTTTTCAAATT 
Cp13-62_iso2      TCTTACATCTCCAACTTCAAAACTTTTAATCTTG---TCTTCTTTTCTTCTTTTCAAATT 
Ls13-62           ---------TCTAACTCC---------------------------TTTCCTATTTAGGT- 
Lb13-62           CATTTATTATTGTACGCCACGT---------------------------CCGTTCAATTA 
                           *   **  *                               *  ** *  *   
 
Cp13-62_iso1      TGTGTCTTAT---CCACTCAGAAAGATTGAATGTTATTAAACGAATCTATTAGGCTTTCT 
Cp13-62_iso2      TGTGTCTTATATCCAACTCAGAAAGATTGAATGTTATTAAATGAATCTATTAGGCTTT-- 
Ls13-62           ------------------CAATAAATTAGTACACTAATAG-------TAAAAAGCTTT-- 
Lb13-62           TTT--------------TCAAAATACTATTATTTCAAGAAATAACCTCCCTAGACGTGTA 
                                    **  *   *   *    *  *            *  * *    
 
Cp13-62_iso1      ATTTAGGCTTTTTTATCTCTTGTAA-ATTTATTTTTATTAATGAAAATTAGCGTTTCGAA 
Cp13-62_iso2      ------------TTATCTCTTGTAA-ATCTATTTTTATTAATGAAAATTAGCGTTTTGAA 
Ls13-62           ----------------CTCTTCTAA-AATGAGGTT--------AGACTGAGAATTTACAA 
Lb13-62           ----------------ATGTAATAATAACAGTGTTAATGTATCTAGACGAAACGGTCGAA 
                                   * *  *** *      **              *     *  ** 
 
Cp13-62_iso1      AAATAACTTCAAAATATCGTCTTTTTGGCCGA-TATTATTTAGAGAACAACAAAAAA--- 
Cp13-62_iso2      AAATAACTTCAAAATATCGTATTTTTGGCTTAGTATTATTTAGAGAGAAACAAAAAAGAA 
Ls13-62           AAGTA--TATAGAGT--------------------TCAGTTATAGAGCGA---------- 
Lb13-62           AGAGTTCTTAATGACAAACT------CCCTCGTCATAACTTGGACGGACAATT---TAAA 
                  *      *  *                        * * **  *     *           
 



 
 

Cp13-62_iso1      -AAGAGGTCGTATGTATCTAGC-AAGGATCTCGACTAAAAACACTCGTCATCGGTACGAC 
Cp13-62_iso2      AAAGAGGTCGTATGTATCTAAC-AAGGATCTCGACTAAAAACACTCGTCATAGGCACGAC 
Ls13-62           --AGATTCCATGTGTACCCCTCTAATAATATAAGGTCAAAAC------TGTAACTTCGCG 
Lb13-62           TTTTAACT--CACTCAACTGTC--GTAATCCCATCTCGAATTTTCTTCCAACGCCTTACG 
                      *          * *   *     **      *  **                     
 
Cp13-62_iso1      GGTTCACTC-TGTCCTAATCTTATCTCTCGACATTTCTAGTTAACGCATTGAATATATTT 
Cp13-62_iso2      GGTTCACTC-TGTCCTAATCTTATCTCTCGACGTTTCTAGTTAACGCACTGAATATATTT 
Ls13-62           GGC-----C-TGTCCAAATCCCATCTCT-GACTTTTCTT-CTAACGCTTCGAACTCA--- 
Lb13-62           AGGCCATGCGTATACGTATTCCACCACACAAGGCAACTTACTTTTGCAACAAA-ACAC-- 
                   *      * * * *  **   * * *   *     **   *   **    **   *    
 
Cp13-62_iso1      AATCGACGCAGTCAATGTTATCATCGCAATGCATACATATGTCCTCCCAACTAATCACAA 
Cp13-62_iso2      AATCGACGCAGTCAATGTTGTCATCACAATACATACAGATGTCCTCCCAACTAATCACAA 
Ls13-62           ----AACGTAATCCATCGTTTGAC--TGACAGGAAAAGGCAACCTCGTAATTG------- 
Lb13-62           -ATCACCTCTAATCACATCCTTCAAAAAATAAAAAAAAAAGAAACATAATTTA------- 
                        *       *     *       *     * *           *  *         
 
Cp13-62_iso1      CCCTTAAAAGCTATTACTCGTCTGAAAATAATCCACTTTTCATTACAACCGCCTCGCCAC 
Cp13-62_iso2      CCCTCCAAAGCTATTACTCGTCTGAAAATAATCCACTTTTCACTACAACCAACTTTCCAC 
Ls13-62           -----CAAA--------TTGTCTGAGAATCAACCACCTTTCATTACAAACACATTGACAC 
Lb13-62           ----------------CTCGTC----AGCCATCCACCTTTCACTACAGCCACCTCTCCAC 
                                   * ***    *   * **** ***** ****  *   *   *** 
 
Cp13-62_iso1      GATCCTCCGTCGAAAGCCCGACAGGTGTAGAACCTTGCTCAAACCTATCCGAGCTATAAA 
Cp13-62_iso2      GATCCTCCGGCCAAAGCCCGACAGCTGTAGAACCTTGCTGAAACCTAGCCGAGCTATAAA 
Ls13-62           GATCTTTCGGCGGCAGCCTGACAGGTGTCGAAACTTGCGGACACCTATTCGAGCTATAAA 
Lb13-62           GATCCTTCCGCCACAGCCCGACACGTGTAAAAACTTTCGGACACCTATCGAAGCTATAAA 
                  **** * *  *   **** ****  ***  ** *** *  * *****    ********* 
 
Cp13-62_iso1      TAGCAGCCATGCAACTAAGCGAAGA--CATAGAAAAGAAAATAAAAAAAAAAAAGCCATC 
Cp13-62_iso2      TAGCAGCCATGCAACTAAGCGAAGAACCAGAGAAAAGAAAATAATAGAAAAAAAGCCATC 
Ls13-62           TTGCATGTCCTCAA--AGAGCACGA--CCCAGCAAAGAAA------GAAAACGAACCAT- 
Lb13-62           TAGGAGCAAC-CAACAAAGCAACA---CCAAGAAACGACAG---AAAACAAGAAGCATTT 
                  * * *      ***  *    *     *  ** ** ** *       * **  * *  *  
 
Cp13-62_iso1      TTCACACACAGCAGCAAATCATG 
Cp13-62_iso2      TTCACACACAGCAGCAAATCATG 
Ls13-62           TTCACGCGCCGCGC---ATCATG 
Lb13-62           TTCAAGCCGCAGCATCAATCATG 
                  ****  *          ****** 
 
Name Consensus sequence Name Consensus sequence 
TATA Box TATAAAT BPC1 AGAAAG 
ABRE ACGT ARR10 AGATTCG 
DRE (DREB1B) CCGAC GAMYB CAACCGCC 
MYB1AT WAACCA HSFA1E CCGTCG 
DRECRTCOREAT RCCGAC MYB-15 TAACAA 
CBFHV -CRT/DRE ATCGAC ASR-1 ACCCA 
DPBF ACACAAG (ACACNNG) AGL15 TTTCCTATTTAGGT 
MYCCONSENSUSAT CANNTG NAC6 ACGTAA 
MYC (erd1) CATGTG ATH1 TGACAGGA 
MYC (rd22) CAGCTG At4g36620 ATCAACCA 
ATHSFA1D ACTACA ERF13 CACGCGCCGCGCA 
DOF AAAAAAAGAAA OCSBF-1 CACGT 
TEIL ATGTATCT HSFA4A ACTATT 
HBP-1a CCCTCGTCAT/CACTCGTCAT GT-1 TAAATTTTAACT 
PBF AAAAGGG At5g54070 CCAACG 
 
 

Supplementary Figure S6 Putative cis-acting elements identified in the 13-62 

promoter. 13-62 promoter sequences were aligned with ClustalX software. Putative 

abscisic acid (ABA)- and dehydration-responsive and ABA were identified from 



 
 

promoter sequences and are indicated on the sequence alignment. The translational 

start codon is indicated in bold. 


