Supplementary Table S1 List of primers used in this study.

Primer Sequence (5°-3)

= | Cp13-62GW_iso1_R1 GAAGAACTCGGCTTCAAGCAACTC

S | Cp13-62GW_iso1_R2 GTTCAAAGGGAACTCTAAGAGACTAA

$ | Cp13-62GW_iso2_R1 GGGTTGGAATCTTGGCATAGCTC

£ | Cp13-62GW_iso2_R2 GCCAATATGGAAGTGCTGCAAAG

§ Ls13-62GW_R1 TTATTATTAATGCGGCGGCGAAGGT

O | Ls13-62GW_R2 TCGTTTTCTTTCTTTGCTGGGTCGT
Cp13-62g_iso1_F CAAACGGAGGGCTAGATTCAT
Cp13-62g_iso2_F CCTTCTTCGAAGCTTCATCAC
Cp13-62g_iso1+2_rev CTAAAACACACAGCCATGTACGA

o | Lb13-62g_F ACTCCACCGGTCCACTTCTTC

£ | Lb13-62g_R TTCGGTAAATCGTGGGAGAAAAGAGAG

3 | Lb13-62g2 F GTGAAGATCATCTAGATCAACGTACGAG

2 | Ls13-62g_F CAACCCCTCGAGAAACCTAA

O | Ls13-62g_R CATGCATGCAAGACGATTATT
Cp13-62p_F CACTICTAGATCTCCCACTTCTTCTT
Cp13-62p_iso1+2_frag F | ACCCTCTAGAGCTATTACTCGTCTG
Cp13-62p_R TGTGCCATGGTTTGCTGCTGTG

w | Lb13-62p F GTGTGTCGACCATCTAGATCAACGTACG

2 | Lb13-62p_frag_F GAAATCTAGATTACTCGTCAGCCATCCA

g | Lb13-62p_R TGTGCCATGGTTGATGCTGCGGCTTGA

@ | Ls13-62p_F CACTICTAGATCTCCCACTTCTTTGCT

O 'Ls13-62p R TGTGCCATGGTGCGCGGCGCGT
Cp13-62p_iso1_c845t F | GGTTCTACACCTGTCAGGCTTTCGACGGAGG
Cp13-62p_iso1_c845t R | CCTCCGTCGAAAGCCTGACAGGTGTAGAACC
Cp13-62p_iso2_c904t F | CTCCGGCCAAAGCCTGACAGCTGTAGAAC

. | Cp13-62p_is02_c904t R | GTTCTACAGCTGTCAGGCTTTGGCCGGAG

@ | Lb13-62_c662t_R AGTTTTTACACGTGTCAGGCTGTGGCGGAAGG

8 | Lb13-62_c662t_F CCTTCCGCCACAGCCTGACACGTGTAAAAACT

£ | Ls13-62_c623t_F TCGACACCTGTCGGGCTGCCGCCG

= | Ls13-62_c623t R CGGCGGCAGCCCGACAGGTGTCGA
Cp13-62is01_qPCR_F GCAAATCGCCAAGTCTCATT
Cp13-62is01_gPCR_R | CATCATCGTCGTCACTGCTT

o | Lb13-62 gPCR F CATCTCCATGGTCCTTTAAGC

S | Lb13-62_gPCR_R TCCTAAACACACTCAGCCACA

Z | Ls13-62_gPCR_F GTACTCGCCGGAGATGAAAA

® | Ls13-62_gPCR R TCGTTCCCACTCCCATAGAC
Cp13-62is01_RT-PCR_F | CCTGGCATCATGAGAAGGAT
Cp13-62is01_RT-PCR_R | GAACTCTGAATCGCCCTGAC
Lb13-62_RT-PCR_F AACCTCAGGCAACATACTCG
Lb13-62_RT-PCR_R CCTAAACACACTCAGCCACA

& | Ls13-62_RT-PCR_F TGAGAAACAAGCTGGGGAAC

& | Ls13-62_RT-PCR_R AGGTGAGATCTGGCGATTTG

® | CpEF1a_RT-PCR_F AGTCAAGTCCGTCGAAATGC




RT-PCR

CpEF1a_RT-PCR_R

CACTTGGCACCCTTCTTAGC

LbEIFSA_RT-PCR_F

GGGAAAGGACCTTGTTGTGA

LbEIF5A_RT-PCR_R

TGGGCTCATTACTCCACTGA

LsEIF5A_RT-PCR_F

TGGGTGGTTTTTATCAATGTCC

LsEIF5A_RT-PCR_R

GGTTGAGTGATAACACAGTAGCAAA

Ot13-62_RT-PCR_F ACACCGCAGGCCAAGAAG
Ot13-62_RT-PCR_R TAGATGAAGCTCCTGGCGATG
OtALAD_RT-PCR_F GATGAGGCAGAAGGAGCAGAT
OtALAD_RT-PCR_R GGCGAAGTAGGACAGGATGAT




Supplementary Figure S1
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Supplementary Figure S1 Specificity of the primer pairs used to amplify 73-62 in

RT-gPCR amplifications. Dissociation curves were obtained from three biological
repeats with three technical repeats each.



Supplementary Figure S2
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Craterostigma plantagineum Lindernia brevidens Lindernia subracemosa

Supplementary Figure S2 RT-PCR analysis of Craterostigma plantagineum,
Lindernia brevidens, and Lindernia subracemosa 13-62 expression in response to
salt and osmotic stress. (A) 13-62 expression in response to salt treatments. cDNA
was prepared from detached leaves incubated for 24 h in water (control), or in either
150 mM or 300 mM NaCl solutions (B) 13-62 expression in response to mannitol
treatments. cDNA was prepared from detached leaves incubated for 48h in water
(control), or in 0.5 M or 0.8 M mannitol solutions. cDNA samples in (A) and (B) were
amplified with primers specific for the Cp13-62 (Cp13-62_RT-PCR_F and Cp13-
62_RT-PCR_R), Lb13-62 (Lb13-62_RT-PCR_F and Lb13-62_RT-PCR_R), or Ls13-
62 (Ls13-62_RT-PCR_F and Ls13-62_RT-PCR_R) transcripts. Expression of the
elongation factor 1a (EF71a) gene or of the eukaryotic translation initiation factor 5A
(EIF5A) gene was analysed as a control for cDNA preparations of C. plantagineum or
L. brevidens and L. subracemosa, respectively. All primer sequences are listed in
Supp. Table 1.



Supplementary Figure S3

NP_001149373.1_Z.mays 1 -V-VV---A-TAAVVC-LCGAF-AQ-AQ-- 28
0Ot13-62_0.thomaeum 1 -V-VM---T-LAVAVA-LCGGG-AR-AG-- 28
XP_006393503.1_E.salsugineum | -LLVS---T-VMMLFF-FNIHH-LRQ-V-- 29
XP_003579663.1_B.distachyon 1 -M-AS---V-V-LAVS-LCGGV-GR-AQ-- 27
XP_002447761.1_8.bicolor 1 -VAVV---V-ATVVVC-LCGAL -AR-AQAQ 32
XP_003542185.1_G.max 1 -RASIFVLLASLVLPL-ILLDY-SS-S--- 31
BAJ94922.1_H.vulgare 1 --V-A-V--A-LCVGV-CR-AQ-- 25
XP_015634158.1_0O.sativa 1 --V-A-L-VA-LCGGGGAR-AQ-- 27
Cp13-62iso1_C.plantagineum 1 --V-SFFLAL-1C-SC-SY-A--- 26
Cp13-62is02_C.plantagineum 1 --V-SFFLVL-1CSSC-SY-A--- 27
Lb13-62_L.brevidens 1 --1-SFCLLMQLC-SC-SL-F--- 28
Ls13-62_L.subracemosa 1 MAQQPT -FAA --1-SFFLML-1C-SC-SY-S--- 26
NP_564518.1_A.thaliana 1 MALTKE - RRS --M-VLVFFF-FNFHH-L-Q-V-- 28
XP_002273659.2_V.vinifera 1MASHIS-LTT -1 -V-FLVL-LPIS=----=----- 22
XP_002311374.1_P.trichocarpa 1 MAELFT-STT --1ASLILLL-VPISC-SSP---- 29
XP_008458324.1_C.melo 1MGEYDM-S I | --VSYLIILH-LPIHC-NAI---- 29
XP_003594696.1_M.truncatula 1 MAPNYV -NRV --V-VLHAFL-I1LTQI-SC-S--- 28
XP_010269493.1_N.nucifera 1MATEFT-YRL --L-LFLFTR-LSAGS-NL-QV-- 28
NP_001150304.1_Z.mays 1 MARARD - AAL --LAAGALLL -LAVVS-QA--T-- 29
XP_015167984.1_S.tuberosum 1 --L-LILHLLS-S-8SC-D------ 19
XP_004240220.1_8.lycopersicum 1 --L-LILHLES-5-8SC-D------ 19
XP_016461771.1_N.tabacum 1 MRLAQF - -8 --F-LLLQLPSLT-YC-IE-AA-- 26
XP_006838114.2_A.trichopoda 1 MAMPSY -FSL --1-LLFLSH-QALAE-T------ 24
NP_191832.1_A.thaliana BN L T I --V-LVLVIA-VDANP-AK----- 20
XP_015632037.1_0.sativa 1MCCCCF-TINSQEADVQKNTTHELMNN- - - -LQSEMASPRICCSA---L-LVLLLV-SSCNA-GD-HP-- 56
LOC_0s05905920.1_0.sativa 1 MAARAR -RAV --A-VEHELE-ETASQ-LA-AP-- 29
XP_003594692.1_M.truncatula 1 MATHYT - SRV --V-VELASE-IT------- N--- 23
XP_003546306.2_G.max 1 MHHHFG - KKN RVPIVVLLASLVLPL-LFQEY-SS-S--- 44
XP_011071364.1_S.indicum 1 MAFLSA-STT TAAF - - -1 -ALLLLH-LH-GC-8=------ 27
XP_002965677.1_S.moellendorffii 1MGLIFG-TSS V-VV---L-ILLFSG-FFVSY-AH-DE-- 28
XP_002519269.1_R.communis 1MALPIS-TD------ CIELE-VPISY-SYP-L-- 25
XP_008353161.1_M.domestica 1MATFTY-ATT VFLIL-LPLSC-SSESI-- 27

NP_001149373.1_Z.mays 29 DMDSEWA-----------RPAY-RGFFG-----APA-------------- 67
0Ot13-62_0.thomaeum 29 DMDNEWA - - - - = = - = - - - 66
XP_006393503.1_E.salsugineum B0 - - - - ) 56
XP_003579663.1_B.distachyon 28 DMDNEWA - - - - - - - - - - - 63
XP_002447761.1_8S.bicolor 33 DMDKEWA - - - - = - - - - - - 70
XP_003542185.1_G.max 7 I I I 56
BAJ94922.1_H.vulgare 26 DMDNEWA - - - - - - - - - - - R--Y-RGFFG-GG- -GGG - 64
XP_015634158.1_0O.sativa 28 DMDNEWA - - - - = - - - - - - R--N-RGFYG-GTGGGVYV - 68
Cp13-62iso1_C.plantagineum 51
Cp13-62is02_C.plantagineum 52
Lb13-62_L.brevidens 48
Ls13-62_L.subracemosa 50
NP_564518.1_A.thaliana 55
XP_002273659.2_V.vinifera 43
XP_002311374.1_P.trichocarpa 56
XP_008458324.1_C.melo 53
XP_003594696.1_M.truncatula VD] 51
XP_010269493.1_N.nucifera E m 65
NP_001150304.1_Z.mays 73
XP_015167984.1_S.tuberosum VD] 45
XP_004240220.1_8S.lycopersicum n 45
XP_016461771.1_N.tabacum 58
XP_006838114.2_A.trichopoda 49
NP_191832.1_A.thaliana RVH 46
XP_015632037.1_O.satva 57 ACPAAWS - - - - - - - - - - - PVR 112
LOC_0s059g05920.1_0.sativa SBMAH 1 Q 77
XP_003594692.1_M.truncatula 46
XP_003546306.2_G.max 69
XP_011071364.1_S.indicum 47
XP_002965677.1_8S.moellendorffii 61
XP_002519269.1_R.communis 53
XP_008353161.1_M.domestica 55
NP_001149373.1_Z.mays s 134
0Ot13-62_0.thomaeum S 133
XP_006393503.1_E.salsugineum Ki 123
XP_003579663.1_B.distachyon Al 130
XP_002447761.1_8.bicolor S 137
XP_003542185.1_G.max E 123
BAJ94922.1_H.vulgare A 131
XP_015634158.1_0O.sativa Al 135
Cp13-62iso1_C.plantagineum N 118
Cp13-62is02_C.plantagineum N 119
Lb13-62_L.brevidens K 115
Ls13-62_L.subracemosa Ki 117
NP_564518.1_A.thaliana N 122
XP_002273659.2_V.vinifera T 110
XP_002311374.1_P.trichocarpa N YT | 123
XP_008458324.1_C.melo KED - PF I 120
XP_003594696.1_M.truncatula REG -DLV | 118
XP_010269493.1_N.nucifera NED -NLTQMLIITE v | 132
NP_001150304.1_Z.mays DED-FRTTEVAAELGY! | 140
XP_015167984.1_8.tuberosum KES -PL | VI AQEGF 112
XP_004240220.1_8S.lycopersicum KEs -PL IRBV I AQFGF 112
XP_016461771.1_N.tabacum KES -PL IKBVIA | 125
XP_006838114.2_A.trichopoda NED -PFTRBLIT | 116
NP_191832.1_A.thaliana NED-P I TNRIEE 113
XP_015632037.1_0.sativa 113 GED - ELTWRVCAE 179
LOC_0s05g05920.1_O.sativa TED-FRATEVAAELGY 144
XP_003594692.1_M.truncatula KEKDRKIKQ I ITFEEGL 114
XP_003546306.2_G.max R L GL 136
XP_011071364.1_S.indicum C Al AL 114
XP_002965677.1_S.moellendorffii K Al AL 130
XP_002519269.1_R.communis K R A 120
XP_008353161.1_M.domestica H E G 122



NP_001149373.1_Z.mays GK | | EQBLNAT F 204
0t13-62_0.thomaeum GK | VETHELNMT F 203
XP_006393503.1_E.salsugineum Y 193
XP_003579663.1_B.distachyon D F 200
XP_002447761.1_8.bicolor D F 207
XP_003542185.1_G.max v F 193
BAJ94922.1_H.vulgare D F 201
XP_015634158.1_0.sativa D F 205
Cp13-62iso1_C.plantagineum K Y 188
Cp13-62is02_C.plantagineum E Y 189
Lb13-62_L.brevidens N| 185
Ls13-62_L.subracemosa V 187
NP_564518.1_A.thaliana V| 192
XP_002273659.2_V.vinifera Ni 180
XP_002311374.1_P.trichocarpa S| 193
XP_008458324.1_C.melo R 190
XP_003594696.1_M.truncatula H) 188
XP_010269493.1_N.nucifera V M Ni 202
NP_001150304.1_Z.mays D 210
XP_015167984.1_8S.tuberosum 182
XP_004240220.1_8S.lycopersicum 182
XP_016461771.1_N.tabacum 3 195
XP_006838114.2_A.trichopoda S 186
NP_191832.1_A.thaliana N| 183
XP_015632037.1_0.sativa D 249
LOC_0s05¢05920.1_0.sativa D 198
XP_003594692.1_M.truncatula H 184
XP_003546306.2_G.max \4 206
XP_011071364.1_8S.indicum A 184
XP_002965677.1_S.moellendorffii D| 200
XP_002519269.1_R.communis F 190
XP_008353161.1_M.domestica N 192
NP_001149373.1_Z.mays R- 269
0t13-62_0.thomaeum R - 269
XP_006393503.1_E.salsugineum K - 258

2 distachyon R - 265
XP_002447761.1_8S.bicolor R - 272
XP_003542185.1_G.max N - 258
BAJ94922.1_H.vulgare R - 266
XP_015634158.1_0.sativa R- 270
Cp13-62iso01_C.plantagineum D - 253
Cp13-62is02_C.plantagineum D - 254
Lb13-62_L.brevidens S - 250
Ls13-62_L.subracemosa N - 252
NP_564518.1_A.thaliana K - 257
XP_002273659.2_V.vinifera K - 245
XP_002311374.1_P.trichocarpa - 258
XP_008458324.1_C.melo R - 255
XP_003594696.1_M.truncatula N - - - 247
XP_010269493.1_N.nucifera K - | 267

& mays G - K 277
XP_015167984.1_S.tuberosum R - R 247
XP_004240220.1_S.lycopersicum R- R 247
XP_016461771.1_N.tabacum H - | 260
XP_006838114.2_A trichopoda H- v 251
NP_191832.1_A.thaliana M - c 249
XP_015632037.1_0O.sativa ] 314
LOC_0s05g05920.1_0.sativa 265
XP_003594692.1_M.truncatula 244
XP_003546306.2_G.max 271
XP_011071364.1_S.indicum 249
XP_002965677.1_S.moellendorffii 266
XP_002519269.1_R.communis 255
XP_008353161.1_M.domestica 257
NP_001149373.1_Z.mays 270 D| 322
Ot13-62_0.thomaeum 270 D 323
XP_006393503.1_E.salsugineum 259 D 312
XP_003579663.1_B.distachyon 266 D 318
XP_002447761.1_8.bicolor 273 D 325
XP_003542185.1_G.max 259 S 3n
BAJ94922.1_H.vulgare 267 DEREMRGLE - - - - --------- 319
XP_015634158.1_0O.sativa 271 DEREMRAF | - - - - - - - -« - -~ 323
Cp13-62iso1_C.plantagineum 254 N| ENQSFLHRIV-SEL - - 318
Cp13-62is02_C.plantagineum 255 N ENQSFLHRIV-SEL - - 319
Lb13-62_L.brevidens 251 D EHESFISMV - - --L-- 312
Ls13-62_L.subracemosa 253 G D QMENY ISIS| -=-=-1-- 315
NP_564518.1_A.thaliana 258 Di 315
XP_002273659.2_V.vinifera 246 N| 303
XP_002311374.1_P.trichocarpa 259 D 313
XP_008458324.1_C.melo 256 D 310
XP_003594696.1_M.truncatula 248 D 302
XP_010269493.1_N.nucifera 268 N 322
NP_001150304.1_Z.mays 278 N 332
XP_015167984.1_S.tuberosum 248 EGRIAKSY - - - - - - - - - - - - 299
XP_004240220. lycopersicum 248 ERREEKSY - - - - - - - - - - 299
XP_016461771.1_N.tabacum 261 DERPAKSHLGK IKKSE - - - - - - 320
XP_006838114.2_A.trichopoda 252 KETEMESYBKD - - - = = = ==« v v o w- 305
NP_191832.1_A.thaliana 250 Ni 317
XP_015632037.1_0.sativa 315 NERBARMFLKKPPRINHG - - - - - - 376
LOC_0s05g05920.1_0.sativa 266 320
XP_003594692.1_M.truncatula 245 IGST IBAGBESSESYSRERCE | BRE | MESEGNES VPEBCEYRKEBGNBRBMVRSFLHT -S - - - - - - - = o« -« 299
XP_003546306.2_G.max 272 327
XP_011071364.1_S.indicum 250 303
XP_002965677.1_S.moellendorffii 267 325
XP_002519269.1_R.communis 256 Ivl 311
XP_008353161.1_M.domestica 258 312

Supplementary Figure S3 Alignment of amino acid sequences of 13-62 protein
homologs in selected Embryophyta.
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Supplementary Figure S4 RT-PCR analysis of Oropetium thomaeum 13-62 (Ot13-
62) expression during dehydration and rehydration. cDNA was prepared from
untreated (U), partially dehydrated (PD), desiccated (D), and 24 h rehydrated (R)
leaves and amplified with primers specific for the Ot13-62 transcript (Ot13-62_RT-
PCR_F and Ot13-62_RT-PCR_R, Supp. Table 1). Transcript expression of the
aminolevulinic acid dehydratase (ALAD) was analysed as a control for cDNA
preparations. Relative water content (RWC) of leaves used for cDNA preparations is

indicated.
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TACGTTGAAGAAGACGAGCAATTGAACGGAGATTCCATTTTCGGCAGCACTTTCGAATTGGCAAACCCTTAGATC
TCCATTAACCCCTCGCGAAATTAGATTCGACAGTTATTAAACGTAACTTCACTTTTTCCTTTCTTCTGAGGACGA
GTGAGTGACGAAGTCGTCAAAGGTTCAACGATTAACGGCTAATAGGAGAAGCTTCAGACAAGAACAAATCGAGCA
AAGGAGCTGAACCCAACCCAGTATGAAGATTGATTAGTTACCGATTAACTATAATCTTCTTTCTTTCCTATTTAG
TGTAATAAAAAGATTAGGTAATAGTAAAAATGTTGCTTCTAAAATGAGGCTAAATTGGTAACCCCATTAAATATA
ATTAAGTGTGTGTTTGGGAGCACTTCATAAACAAAAGTCCTTTTAAAAATGGACGGAAGTGACTTTTTTAAAAAG
TTTTTTTTTGAGTTTTATAGTGTTTGGTAAGTTTACATTTGAAAAGTCCATTTTAATTAAAAGTCATATAATGAT
GTTTGGTGGAATAAGTTTACAAGTGCATGCAAAATAGAATGCTATAAAAAACTATCACGAGAATTGAATGAAAAA
CAAATAGAAAACACATTGTCACGTCAACTTCAAATAAAATTACATAATAATTTAACAAATTGTCTAATAAACGAA
AATAAAATACTAATATTAAAAAAAAAAAAATTGCATAATTTATATCTCAAACTTAGCGACTAAATTAATGTCACA
ACAACCAGCTAATTAGGCATAATACTCGAATAATATACAGAATCAGCAATAACATCACGTACTATAGACATCTCT
TCACTTTGCTGATTACTATGATTATATGGTACATCACCATCATTAGCGTCGTCTTCCTCCTCGCCTGTATTAGTC
TCTTCGTTGCTGGAGAGGTAGTCTTCATCCTCGTATTTTCGAAATAGTTCATCAGCTATTGCTTCTTGTCTGATA
TAATTATGCAATGCCATAGAAACAACAACAATTAATGTTTGAGTTTTAAAAGGATATGGTGCCATTTTGTTCAAT
ATTGGCCACCGAGATTTCCAAACACCGAAGCTCCGCTCAATTATATTTCTAAGGGACGAGTGACTGTGATTGAAA
AGTTCTTTAGGTCCACTAGCTCTAGGTCCTCTTCGAAATCCTTGAAAATGATATCGCGTGCCTTTGTAAGGTGCC
AAGAAACCGGGAATATTTGGATAGCCAGCGTCTACGACGTAATATTTACCTAAAGACAATAAAATACAATAATTA
ATTACATTCATACATGATGAAATGAGAAAATAATTTTCAGACCTATTGGAGGAATTGGAAAGTTCAAACGTTGTG
TTGCAATAGCTTCATTAAGTATACGAGAATCATGAGCAGTTCCTTCCCATCCTGCCCACACAAAGGTGAATTTCA
TGTCAAAAGAACAAGCAGCCATCACATTTTGAGTGCATTTGCCTTTTCTTCCTCAATAAGCTAGTTGTTCATGAA
CTGGGATTACAGCATCGACGTGTGTTCCATCAATTGCACCAATACAACCCTGAGACAACCGAAAACAAAATACAA
ACTTATTGAAAAGCATAATATCAAGTAAAATCTTTAAAGAAAACCATAATTGTAGAAACAACTGACCTTGAAATG
TGGCCAATACTTGAGATTGTTACGTATATAACTTGGTGTTTGCTCGAAAGAAGGTGGAACAATAAGAGACATCGA
AAATCTTGCAAGAGCTTTCAAAACATTGTTGAAATGACGACTAATGGTCTCTCCAGAATGTTGAAAACGTTCTTG
TAGCATGGAGTTCCTTTCATTATGACCAATAGTCATGAGAAAGATAGCCATTTGTTCTTCAACAATAATCAAGCC
CTTTATATCGGAACTTAATTGCTTCTGGATTTCCCTATAAAATATTGAAACCATTAATTGCTATTCTCCAATATA
AGTGCTTTTAAGATAAGTATATTCATAAAAAAATAGATAATTTACCTTTAAATACTCGTCCCACCATTCATCGGA
CGCGGAAATTGTACCTCTAGAACTATCCCATCCAAGTCCGGTGTCGGAATTTATCAATTTATACATTATCTTCCA
ATCTTGTTTGGTATTGTCCCAATGATTCTTCAGTTGTTTCTTGTCATAGGACAAACTCGTTCTTTGCACAAAATC
GTCACAAATTTTCTTCCATCCATCTTTACTAAAAAAATTTCCAACCTTATGACCTTTTGACATTTGCTCACAACA
CAATTCAACGAACACCTTGTGTGCATCACTATTCCATACAGCTTTTGCCTTAAAACATTTCTTATTTTGTCGAGG
CAATTGCAAAATATTTTCATTCGGGTCAAACTCCATAGCTTCAATCATAAATTGAGCAAATTAAATTATAGATAA
TAAAATTAAACATACAATTTAACTAAATGTAATCCAACTATCTAAGGTAACAATCAATTAGAAAATAAGAAGCAT
ACTCGCGGACAATCTGAAATTTGCATAGTACAAGTAATCTAAAGAAACAACAAATTACAAAAAAAAAATCATATT
TTGTCCAACCAAATAAACAAGCAGACGGCACAATCGAAAATGATGTGTCAAAGTCAAAACACAAACCACGTTAGT
GGTTCCAAAGCTAGTACAAAGATATGAGAAGCATAAACCAAGTATTTAGAGCAAGCACGGAGATAGGAAAAATAA
AAATTGCCCATATTAGCATGCCCGATGAATATGATAAAAGGGAGAAGAAAATCAGCAATACACCTCACCCTAACC
CAAAAATTACAGCAAGCTGAAAAAATAGCACGCACGCCTGAGAAAAACTTGAGAAATACCTCAAAAAATGAGATT
GCTAATTTCGTTGATTTGTGTCTGTCGAAGGTTTGAGTTTTATGTGTTGATGGAATTGTGGGTTTTATTGAGAAA
AAAAGCGCGGGTATGAGAATGCGCGTCTTCAATGGTGGGGATGTGCTTCTAGAAAAAGTAACAAAATCTCACTTC
TCCACGATGGACTTCTAGATAAGTGGACTTATAAAAAAGTGCATTTTATGTAAATTACCAAACATTACGAATTTT
CCTAAATGGGCTTTTTACTCCATAAGTCCATTTCAAATGGGTATCCAAACAAACCCTAAGTTATAGAAAGGTTTC
ATTTCATGTGTAGTTCAGTTATTGAAGGGTTTGTAGTTACAAAATAATAGTAAGAAATAGCACGTCCCAAGTGCT
TCCCGCAAAGGTCAACCAACACATTCACATTCACATTCACTCATTAGGACATGTTCCTATGGGAAATAACTATCC
TTAAGACTTAAAGCTTTTAGTGAGAAGATCATCTAGATCAACGTACGAGTGTGAAGATCATCTAGATCAACGTAC

GAGTGTTTA

Supplementary Figure S5 Sequence of the transposable element identified in the
Lb13-62 genomic locus. Putative terminal inverted repeat (TIR) sequences and

transposase coding sequence are indicated in grey and light blue, respectively.
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———————————— TGCTTCAAAAAATCTTCTTTTGCTCCATTTGCACACTCACTGACGATG
———————————— TGCTTCAAAAAAGCTTCTTTTGCTCCATTTGCACACTCACTGACGATG
CTCCCACTTCTTTGCTTCAAAATAACTTCTTTTGCTCCATTTTTACACTCL®&eIN&GATG

AATACATTGAAGAAGACAAGCACTATAAAAGGGTCCCATTTTTTGCAGCACTTTCATATT

AATACATTGAAGAAAAC-————— TATAAAAGGG-CCCAATCTTTGCAGCACTTCCATATT
AATACATTGAAGAAGACAAGCA-—————— AG-——-—-- CACTAGAGCAGATATTTCCATACT
————CATCTAGATCAL\eejy——————— ACGAGTG---TTTACGACATGAAAATTTCAGA--

A
* Kk Kx * * x * * *x kkx kk X

G-GCAA-ACCCTAAAATCTCCATTATCGCCTCCTGAAATTAGATTCGTTCAACTGTAAAA
G-GCAA-ACCCTTAAATCTCCATTATCGCCTCGTGAAATTAGATTCGTTCAACTGTAGAA
CCGCAGCACTTTCCAATTCARATGGGCAGACCCTTAAATTAGATTCAACTGTTAGAAGTA
AAGAAAAAGCTTATAGACAAAACGAG-ATATATTGAAAATAAATTATATAAATTCGGTGA

* X * * * * *x kkk kk kk*k *
AG--ATGTAACTTTTTAACTTTGTCCTAATGACTCCGTGA-—-——-AAlL CGTCAATGAT
AG--ACGCAGCTTTTTAACTTTCTCCTAATGACTI NS GAGG B CGTCAATGAT

TGTAACTTCACTTTTTCACTTG-TACTGATGAGCAGCTGAGCAACAGAGCGGTGAAAGAT
GATCATGTTATTTTCCCGTAT-GTATTATT---TCTATTATCACATTTGTAATGAAATTT

* * Kk Kk * * * * *x X * *x k) *

TCAACGATTAACA---GAAGTTCAGATAGHLY:Y: ACCAAAGTAAAAGAGCTATGCCAAGA
TCACCGATTAACAAGAGGAGTTCAGACAAAAACAACCGA-GTAAAG-—————————————
TGATCATATCATATTTTAGTTATGAATAATAATATTTTTTTCTGAC-——————————————

*  x  x *x  x  % * * X * x *

TCAACGATTGACA- ——GAAGTTCAGACAA%CCAAAG TAAAA-—————————————

————————————————————————————————————— TAGTCGCTGAAGGGGTGATATTG
TTCCAACCCAGTAAAAGAGCTCTGCTATGCTAATTGCTAATCACTGCAGGGGTGATATTG

——————————————————————————————————————————————— AGTAGTGAAGTCT

TAATCAACGCATAGT-—---——--— TACATGCTTTCA-—-GTAAAATCGAAATATTACAT

TAATTAGATAATAGTAATAAAGGAGTACATGCCATCAATAGTAAAATCGAAATATCACAT

——————————— C-—==-———=——————————————TCA-------AACCCAA--———---—-

ATTTTCAAATAT--————--——=—— TAAATGGCCTGA-——--—- AACTTAATTGCCCGTT
*  x * * * K

TCTTACATCTCTAACTTCAAAATCAAAACTTTTAATATTGTCTTTTTTTCTTTTCAAATT
TCTTACATCTCCAACTTCAAAACTTTTAATCTTG---TCTTCTTTTCTTCTTTTCAAATT

————————— TCTAACTCC—=-——=-=—==—==——=————————————TTTCCTATTTAGGT -
CATTTATTATTGTACGCCISEH—~————————————————————————— CCGTTCAATTA
* * K * * * Kk K *

TGTGTCTTAT---CCACTCAGAAAGATTGAATGTTATTAAACGAATCTATTAGGCTTTCT
TGTGTCTTATATCCAACTCAGAAAGATTGAATGTTATTAAATGAATCTATTAGGCTTT-—-

—————————————————— CAATAAATTAGTACACTAATAG------—-TAAAAAGCTTT--
TTT--——--————————— TCAAAATACTATTATTTCAAGAAATAACCTCCCTAGSeIyGTA
* K * * * * * * * X

ATTTAGGCTTTTTTATCTCTTGTAA-ATTTATTTTTATTAATGAAAATTAGCGTTTCGAA
———————————— TTATCTCTTGTAA-ATCTATTTTTATTAATGAAAATTAGCGTTTTGAA

———————————————— CTCTTCTAA-AATGAGGTT-----—-—--AGACTGAGAATTTACAA
———————————————— ATGTAATAATAACAGTGTTAATGTATCTAGACGAAACGGTCGAA
*  x kK kK * K * * * K

AAATAACTTCAAAATATCGTCTTTTTGGCCGA-TATTATTTAGAGAACAACAAAAAA-——
AAATAACTTCAAAATATCGTATTTTTGGCTTAGTATTATTTAGAGAGAAACAAAAAAGAA
AAGTA--TATAGAGT---————————————————— TCAGTTATAGAGCGA-—————————
AGAGTTCTTAATGACAAACT-———-——— CCCTCGTCATAACTTGGACGGACAATT---TAAA

* * * *x  k k% * *
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-AAGAGGTCGTATGTATCTAGC-AAGGATCTCGACTAAAAACACTCGTCATCGGTACGAC
AAAGAGGTCGTATGTATCTAAC-AAGGATCTCGACTAAAAACACTCGTCATAGGCACGAC

——-AGATTCCATGTGTACCCCTCTAATAATATAAGGTCAAAAC-————— TGTAACTTCGCG
TTTTAACT--CACTCAACTGTC--GTAATCCCATCTCGAATTTTCTTCCAACGCCTTACG
* * X * * % * * K

GGTTCACTC-TGTCCTAATCTTATCTCTCGACATTTCTAGTTAACGCATTGAATATATTT
GGTTCACTC-TGTCCTAATCTTATCTCTCG, ey TTCTAGTTAACGCACTGAATATATTT

GGC-——-- C-TGTCCARATCCCATCTCT-GACTTTTCTT-CTAACGCTTCGAACTCA---
AGGCCATGCGTATINGEMATTCCACCININT N NEGCAACTTACTT TTGCARCARA-ACAC--
* *x k Kk K * * * k% * * K * *x * * *

GCAGTCAATGTTATCATCGCAATGCATACATATGTCCTCCCAACTAATCACAA
GCAGTCAATGTTGTCATCACAATACATACAGATGTCCTCCCAACTAATCACAA
TCCATCGTTTGAC--TGACAGGAAAAGGCAACCTCGTAATTG-—-—-—-—-
—-ATCACCTCTAATCACATCCTTCAAAAAATAAAAAAAAAAGAAACATAATTTA-——————

* * * * * X * *

CCCTTAAAAGCTATTACTCGTCTGAAAATAATCCACTTTTCATTACAACCGCCTCGCCAC
CCCTCCAAAGCTATTACTCGTCTGAAAATAATCCACTTTTCACTACAACCAACTTTCCAC

————— CAAA--—-—-—-—--TTGTCTGAGAATCAACCACCTTTCATTACAAACACATTGACAC
———————————————— CTCGTC----AGCCATCCACCTTTCACTACAGCCACCTCTCCAC
K, kxKx * Kk kxkkk kkkkk KxAX Kk * kK

GATCCTCCGTCGAAAGCCCGACAGGTGTAGAACCTTGCTCAAACCTATCCGAGCTATAAA
GATCCTCCGGCCAAAGCCCGACAGCTGTAGAACCTTGCTGAAACCTAGCCGAGCTATAAA
GATCTTTCGGCGGCAGCCTGACAGGTGTCGAAACTTGCGGACACCTATTCGAGCTATAAA
GATCCTTCCGCCACAGCCCGAC!; GTAAAAACTTTCGGACACCTATCGAAGCTATAAA

*kKkKkKk Kk K * *kk kK kkk Kk * Kk Kk *x Kk kkk X *x kkk kK kK kkkk k) Kk

TAGCAGCCATGCAACTAAGCGAAGA--CATAGAAAAGAAAATAAAAAAARARAAGCCATC
TAGCAGCCATGCAACTAAGCGAAGAACCAGAGAAAAGAAAATAATAGAAAARAAGCCATC

ITGCATGTCCTCAA--AGAGCACGA--CCCAGCAAAGAAA-————— GAAAACGAACCAT-
TAGGAGCAAC-CAACAAAGCAACA---CCAAGAAACGACAG---AAAACAAGAAGCATTT
*x  x % * Kk Kk * * * *k kk kk X * Kk x *  * *

TTCACACACAGCAGCAAATCATG
TTCACACACAGCAGCAAATCATG

Ls13-62 TTCACGCGCCGCGC---ATCATG
Lbl13-62 TTCAAGCCGCAGCATCAATCATG

* % k% * * Kk ok ok kK
Name Consensus sequence Name Consensus sequence
TATA Box TATAAAT BPC1 AGAAAG
ABRE] ACGT ARR10 AGATTCG
DRE (DREB1B) CCGAC GAMYB CAACCGCC
WAACCA HSFA1E CCGTCG
RCCGAC MYB-15 TAACAA
ATCGAC ASR-1 ACCCA
ACACAAG (ACACNNG) AGL15 TTTCCTATTTAGGT
MYCCONSENSUSAT CANNTG NAC6 ACGTAA
MYC (erd1) CATGTG ATH1 TGACAGGA
MYC (rd22) CAGCTG At4936620 ATCAACCA
ATHSFA1D ACTACA ERF13 CACGCGCCGCGCA
DOF AAAAAAAGAAA OCSBF-1 CACGT
TEIL ATGTATCT HSFA4A ACTATT
HBP-1a CCCTCGTCAT/CACTCGTCAT GT-1 TAAATTTTAACT
PBF AAAAGGG At5954070 CCAACG

Supplementary Figure S6 Putative cis-acting elements identified in the 73-62
promoter. 13-62 promoter sequences were aligned with ClustalX software. Putative
abscisic acid (ABA)- and dehydration-responsive and ABA were identified from



promoter sequences and are indicated on the sequence alignment. The translational
start codon is indicated in bold.



