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SUPPLEMENTARY MATERIAL

CCTGACCAACTACGACCTGGGGAGAGCAGCCAACCGAGAAGGTCCACCGAGCCTCGCCTAGGTCTGCTGCGCGGGCTGCGGTCCGGAGCCTTCTCCGCGGTCACCCAGTGGACCGGGCCG 120
TCGCGGGACCCCTCATCCTTCGTGGCATCGCAGAGGAATCCTCGTGTGGAACAGGCGGGTTTTAAGAACCAAAAGACGCCAACCACGA CCAGGATCCAGGGCTCCCTCCCCAGGG 240
GAGTGAAGCCCCTCTCACCGCAGCCATGGCTGTGCGGTGGTTCCTCCAACTGCCCGCCCCCTCCCCCTCCCCCTCCTCCCAACAACAACAACAACAACARACCCARAGAGCCCAGGCGTGC 360
CTGACGCCGAAGATGATGATGAACGCAGACACGATGAGCTCCCTGAAGACATCAACAACTTTGACGAAGACATGAACAGGCAGTTTGAGAATATGAACCTGCTGGATCAGGTGGAGTTGC 480
M N R Q F E NM N L L D Q V E L L 17

TTGCACAGAGCTACAGTCTGCTGGATCATTTAGATGACTTTGATGATGATGATGAAGACGATGACTTTGATCCAGAACCTGACCAGGATGAGCTCCCTGAGTACAGTGACGATGATGACC 600
A Q s Y s L L DHULUDDVF¥ DD DD E DD DF D PEPDQDETULPE Y S D DD D L 47

TGGAGCTTCAGGGTGCTGCAGCAGCCCCTATCCCAAACTTTTTCTCCGATGATGACTGCCTTGAAGACCTTCCTGAGAAGTTCGATGGCARCCCTGACATGCTGGGTCCTTTCATGTATC 720
E L Q G A A A AP I PNV FF S DDDCILEDTILU?PEIZ KT FDGNUZPDMTLTGU PV FMZY Q87

AGTGCCAGCTCTTCATGGAAAAGAGCACCAGAGATTTCTCAGTTGACCGCATCCGTGTGTGCTTCGTGACAAGCATGCTGATCGGCCGTGCCGCCCGCTGEGGCTACTGCCAAGCTGCAAR 840
¢ QL FMEX S TWRDVFS VDU RTI®RVCFVT S MILTISG R AAMAMRUWABATATIKTULQ RI127

GATGTACTTACCTGATGCAACAAACTAACACTGCCTTTATGATGGAGCTGAAGCATGTCTTTGAAGACCCTCAGAGACGTGAAGCTGCCAAACGCAAGATCAGACGTCTGCGCCAGGGCC 960
¢ T Y L M Q Q T NTATFMMMETLIKUHVV FEUDU&PU QTR RT RTEA A BAI KT RIEKTITR RU BRTILIERIZGQG P 167

CTGGGCCTGTTGTGGACTACTCCAATGCATTCCAGATGATTGCCCAGGACCTGGATTGGACTGAGCCTGCCCTGATGGATCAGTTCCAGGAAGGTCTCAACCCAGACATTCGCGCAGAGC 1080
G P V VD Y S NA F Q M I A QDL D W TEUPA ATLMMDUG QT FOQOETGTLNUZPUDTITRATE L 207

TGTCTCGCC. CCCCAAGACCCTGGCTGCTCTGATTACTGCCTGTATTCACATCGAGAGAAGGCTGGCTCGTGACGCTGCTGCARAGCCCGATCCTTCACCCAGAGCCTTGGTGA 1200
S R Q E A P K TLAAUL I T ACTIHTIEURI RTILARIUDAABAABAIKPDP S P RA L V M247
R ¢C ¢ K AR S F T Q 8 L G D

TGCCTCCAAACAGCCAGACCGATCCCACCGAGCCTGTGGGAGGTGCCCGCATGCGCCTGTCCARGGAAGAARAGGAGAGACGCCGCAAAATGAATTTGTGTCTCTACTGTGGCAATGGAG 1320
Py PRt = <

P PNSOTODTPTETPVGGARMRTLSZEKTETEZ XKETRZRRENMDNTLOGTLY@S®GGN G G287

A S K Q PDRSHRACGRTCTPHAPVOQOGRTIKTGETT®POGQUNTETFU VSTILTILTWOQ WR

GCCATTTCGCCGACACGTGTCCAGCGAAAGCCTCCAAGAATTCGCCGCCGEGAARCTCCCCGGCCCCGCTGTAGGGEGACCTTCAGCGACAGGGCCAGAACGAATAAGGTCCCCACCCTC 1440
@ F apT@®PaKas KNSPPGNSTPATPTL * 310
P FRRHV S S ESLOQETFA AAGT KTLTPGTPA AV GG?PSATGT?PTETRTIT RTST®PP § 327

CGAGGCTTCGACTCAGCACCTGCAAGTGATGCTCCAGATTCATATGCCGGGCAGACCCACCCTGTTTGTCCGAGCTATGATTGATTCTGGTGCATCTGGCAACTTCATTGATCAAGACTT 1560
BASTQHLQVMLQIBMPGRPTLFVRLAHIDSGASGNFIlDQDF367

TGTCA’I‘ACAAA‘ATGCAATTCCTCTCAGAATCAAAGACTGGCCAGTGATGGTGGAAGCTATTGATGGGCATCCAATTGCC TCGGGCCCAATCATTTTGGAAACCCACCACCTGATAGTTGA 1680
V I Q N A I P L R I K DW P V MV EATIDGHU&©PTIASGZP I I L E T HUHL I V D 407

TCTGGGAGACCACCGTGAGATACTGTCATTTGATGTGACTCAGTCTCCATTCTTTCCTATTGTCCTAGGAATTCGTTGGCTGAGCACGCATGACCCTCACATTACCTGGAGTACCCGCTC 1800
L 6 D HRETIULSVFDVTQS P F F P I VLG IRWIL S T HDUPHTITW S TR § 447

CATTGTCTTCAACTCTGATTACTGCCGACTCTGCTGCCGGATGTTTGCACAGATACCTTCTAACTTACTGTTTACAGTGCCACAACCGAATTTGCATCCGTATCTACTTCATCATGTGCA 1920
I v F NS D Y CRULCOCRMTFAQGQTIUPSNILULTFTV P Q P NTLHUP Y L L HH V H 487

TCCGCATGTCCATCCGCATATGCATCAGCATCTGCATCAGCATCTGCATCAGTTTCTGCATCCAGATCCGCATCAGTATCCGCATCCGGATCCGCATCATCATCATCATCAGCAGGCGGA 2040
P H V H P HM HOQOUHILUHOQHUL HQ F L HP D P H Q Y P H P D P HHHUHEUHOQOQA A D 527

TATGCAGCACCAACTGCAGCAGTATCTATATCAGTATTTGTATTACCATCTGTATCCGGTTATGCACCACCATCTGCCTCCAGATCAGCATGAGCATCTGCATGAGTATCTGCATCAGTA 2160
M 0 H QL @ Q@ Y L Y Q Y L Y Y HL Y PV MHHHEHLUPUPDOQUHEUHT LU HEY L H Q Y 567

TCTGCATCAGTATCTGCATCAGTTTCTGCATCACCACTTGCATCCGGATCTGCATCAGTATCTGTATCAGTATCTGCATAACCATATGAATC CE;GATCCACATCACCATCCTCATCCAGA 2280
L H Q ¥ L H Q F L HHHLUHUPUDIULHIQYUL Y Q Y L HNUBHMNU®PUDUPUHUHUHETPH P D 607

TCCCCCTCAGGATCCACATCACCCTCCACATCAGGATCCACATCAGCATCCGGATCCCCATCAGGATCCTCCACATCAGGATCCACATCAGCATCCGGATCCCCATCAGGATCCTCCACA 2400
P P Q D P HH P P HQ D P H Q H P D P H Q D P P H QD P H Q HP D P H Q D P P H 647

TCAGGATCCACATCAGCATCCGGATCCCCATCAGGATCCTCCACATCAGGATCCACATCAGGATGCACATCAGCATCAGGATCCCCATCAGGATGCACATCAGGATCCCCATCAGGATCC 2520
Q D P H QHUPDPHQDUPPH QDUPH QDA AUHUGQHUOQDUPHOQQDA AU HTOGQTDUPHQD P 687

CCATCAGGATGCACATCAGGATCCACATCAGCATCCGGATCCCCATCAGGATCCTCCACATCAGGATCCACATCAGGATGCACATCAGGATCCCCATA‘I‘GGATC(%ACACCTGCA’I‘CAGCA 2640
H Q P A H Q D P H Q H P D P H QD P P H QD PH QDA AHUOQDU®PHMUDPHULHQ H 727

CCAGCATCCGCAGCCGCAGCCGCATCCACAACAGCATCCTAACCATCCTCAGCAGCCACCATTCTTCTACCACATGGCTGGATTCAGAATTTACCACCCTGTAAGGTATTACTATATTCA 2760
Q H P Q P Q P H P Q Q H P NHUP Q QP P F F Y HMAGT FRTI Y HP V R Y Y Y I Q 767

GAATGTGTATACACCTGTTGATGAGCATGTCTATCCGGGTCACCGGGTGGTTGACCCTAACATTGAGATGATTCCTGGAGCGCACAGCCTGCCCAGTGGACATTTGTACTCAATGTCTGA 2880
N VY TP V D EH V Y P GHRV VDUPUNTIEMTIZPGA AU HSTILUP S G HTUL Y S M S E 807

GTCTGAAATGAATGCTCTGCGAAATTTCGTH AGGAATGTTAAAGA TCATGACTCCCACTGTGGCGCCCAATGGAGCCCAAGTCCTGCAAGTGAAAAGAGGGTGGAAACTCCA 3000
8 EM N AL RNV F V DRNUVYV KD GL M TP TV APWNGA AUG QUVULOQV KU RGWI K L Q 847

AGTCACTTACAATTGCCGAGCTCCACAGAGTGGCACCATCCAAAATCAGTACCTACGCATGTCTCTTCCAAATATGGGAGACCCTGCACACCTGGCAAGCTATGGTGAATTTGTCCAAGT 3120
vV T Y N ¢ R A P Q 8 G T I Q N Q Y L R M S L P NMGUD P A HULA S Y G E F V Q V 887

TCCTGGCTACCCATATCCAGCCTATGTTTACTATACAAGCCCGC. GATGACTGC CCAGTAGGACGAGATGTACATGGACGAATAATCGTTGTGCCTGTTGTAATCACCTG 3240
P G Y P Y P A Y VY Y T S P HMMTAWY Y PV GGRDV HGU RTITIVV PV VI TW

GTCTCARAATACGAACCGCCAGCCTCCGGTGCCCCAGTATCCTCCTCCGCAGCCACCTCCACCACCACCACCACCTCCACCGCCACCACCACCTCCACCAGCATCATCCTGCAGTGCTGC 3360
S QN T NROQ®P PV P QY P PP QPP P P PP PP P P P P P P P P A S S C S A A

GTAGAACCTGTCATGTCCTTTGTAGTCTCTGCCCTCARCTTGATCCTGTGCAGCTTCTCAATCTATGACTGTGTGGTACTGGACCTTCAGAGGCGCACAGAGCTCAAGTCAGTTTTCGTC 3480
*

TTGACTGCCACTTTATAAGTTGACAGGCCTGGGTTTTACTTGTTAAAACCTCTCACCATCTCAATCACAGGCTGCCAAGTGTCTTTACAAAGAAGCTGATACAAACACAGGCCATGCTGA 3600
TTTCTTACAGAGGGAGAGAAGAGGAAGAGAAGAAGAAAGAGGAGGAAGAGGACATGACTTGCCCATATGCTGGGCACCTTATAAAGGAAGCCAGACTTTTCGGTGCAGTATGGAAAGGCT 3720
TCCGTGATTCTCTTGCTGCACCCCACGAAACTTCACCACCTTCAAACTCCATTTTCACGGTTCCGTTAATTTTCAAGGAGCAGCAACTCGACTGGTTCTCTGCTACATGAAACACCTCAG 3840
CTTGAARAGGAAGTGCTCTCTCAGACTGACTTGTGAGTGTGCCTTCACATTCTGGTGCARATCATGTGTACCCAAGAACTCTGACATAGCATCTTACCATCATCATGCCAGGAATTGGTT 3960
TCCTTARAGTGTGACACTTGGCAACCAGAAGCGTCTGGTGGCTTCAGGTGTGTTAGGGTTTTGTAGAAAGTTGTAACCACCTCTCAGTCATGCAAGAGGGTACATCAAAAAGACTTCTAA 4080
ATTTGGTACCCAGACTTTGACAAGAGCCTGTGAGTTAGTTCATTGTAACCAACTTGTCAGGAACTTCAGCAAGAATTTTCATGAATGT TGTTAATTGGCTGGAGAAATACCAGCAAAGTT 4200
TTGCAATCATCCACCCATTTGTCTGCCATTGTGCATCTGGACATCCATCAACCGCCCACTCAGTGGCATCTACCATGAAGATGTTTAGAGACGGGAAATGATTTTGCACCCAGATCCACA 4320
CTCCTCTCATGTCAGATATTTGGAATTAGAGCACCGGGAATCGCCTTGAAGATATGAACTTCTAAGAATGGAGTCTCTTGCTACTACCTTGAAACATTTGTTTATCCTCTCTTTCTGTTT 4440
GATTCTACTACTACCATTAACCCTGCTGCAGGATTTGTCACCATTCTGCCTGACTGCTGAGACTCCATTTTGCTGCTATGCAAGGAGATGAAAGAGGCAGGCCTAAAGGAGCAGTAGGAC 4560
ATAACATGGTTTTTATTTCTATCTGTCATGATCTTAATGGTGAAGTTTCCTTTTTCGTCAGCATTTATCTCTTTGTTATCCTGACATGTTTTAATTAGTTTAGTGGGTTTTTTTTTTTCT 4680
ATTGGTGGTGGTGTTCTTTTGTTGTTGTTTTTTGTGGTCGTCATTTTGATTTTGGATCACTTCGTGTTTTACAGTAATTACTTTTAAATGGTGCATTTGCTTCTGATTTTTTTTTTTTTA 4800
TGAAGCATCACATCAGTTTACCTCATATCTCAATTCCATCCTTCATGCATTTTTTTTTTAACTCATTTGATCTTCAAGCTGCAGAGGGCCTAGCAATGGGTCATCACCTGCAGCCCTGGC 4920
ATGTACACACGGACATTTGCCACCACTGAAAGCAAACAGTTGGAGAAGTTGGCCACCTGAGTCAAGGAGGTGGTGCTGGTGTGAGT TCACAGCTCACAGGGGACGGTGAACGTTGACATT 5040
GACTTTGGCAGTGTGTACTATGCTCTACTCC ACTC! ATTAAGGATAAGTGATCTTAAATTTACTGAAATTTTGTTAAGTTGATTAGATTTACATTAATTG 5160
TTTATATTGTGTTTTTTCTTTTATTTTAGCACTTCCAACAAAAATGCCTTTATTCATTTATTAGGAAGAAATTGGAGTGGCGAACACAAACTAGCAAAATTAATTAATTGGCTGTGGGCC 5280
CAAATTTGAATTC 5293




