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Supplementary Figure 4.  Associations between gene expression and DNA copy number for three types of squamous tumors.  
(A) Genome-wide plot of smoothed Pearson correlation coefficients from gene expression and quantitative measurements of DNA 
copy number for cervical squamous cell carcinoma (CESC), head and neck squamous cell carcinoma (HNSC), and lung squamous 
cell carcinoma (LUSC).  (B – D) Plot of unsmoothed Pearson correlation coefficients from gene expression and DNA copy number for 
LUSC, CESC, and HNSC in the chromosome 3q amplicon.  (E – G) Plot of unsmoothed Pearson correlation coefficients from gene 
expression and DNA copy number for CESC, HNSC, and LUSC in the chromosome 11q22.


