S2 Table. Recombination frequencies between the uv90 mutation

and CAPS markers

Marker Position on Total Total %

LG VI (bp) | progeny | progeny recombin-
tested** | recombinant | ation

LCF2- 1,900,315 29 2 6.9

LCR2

F11-R11 2,075,827 29 2 6.9

F9-R9 2,225,382 29 3 10.3

F6-R6 approx. 29 3 10.3
2,494 480*

centromere | 2,811,000 —
3,060,000

RCF5- 3,102,537 85 8 9.4

RCR5

6-68-Mspl | approx. 85 3 3.5
3,293,840*

F16-R16 3,483,592 85 8 9.4

* Exact SNP location is not known.
** Two different sets of progeny were tested on the left and right of
the centromere.




