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Supplementary information, Figure S7 Frequently altered pathways in small cell 

carcinoma of the esophagus. Somatic mutations and copy number changes from 55 

tumors were applied to the known topologies of the cell cycle and p53 (a), Notch (b) 

and Wnt signaling pathways (c). Percentages represent alteration frequencies. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 




