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Figure S1 

Figure S1:  Hierarchical clustering of the spearman correlation coefficients of 
RPKM values. Genes having a RPKM value >= 1 in at least 90% of the 
samples were taken into account. Myotubes are well segregated from 
biopsies but the type of tissue (soleus, triceps and vastus) doesn’t cluster 
together. 
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Figure S2 

Figure S2:  principal component analysis of the RPKM values of all genes with a RPKM  
>= 1 in at least 90% of the samples. Only biopsies were kept. Principal component 2 (PC2 
axis) separates the soleus (HM-S) form the triceps (HM-T) whereas the vastus (HM-V) is 
spread all over PC2 suggesting the heterogeneous nature of this tissue (mix of type I and 
type II fibers).  
 



Figure S3 
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Figure S3:  principal component analysis of the RPKM values of all genes with an 
RPKM >= 1 in at least 90% of the samples. Only myotubes were kept. 
 



Table S1:  GO terms and KEGG pathways of the the differentialy expressed genes in Cells-S 
versus Cells-T/Biopsies-S versus Biopsies-T (A and D), Cells-T versus Cells –S (B and E)  and 
Biopsies-S versus Biopsies-T (C and F). 

A

Table S1 



B



C



D

E 

F 



Table S2 
Table S2: Cytokine assay of the CM of SKMC-S and SKMC-T cells in control 
conditions of after 24h TNF-alpha treatment. 





Table S3 

Table S3: Muscle biopsies donors informations. 


