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Supplementary Figure 1. Full-length gel of mice tail PCR genotyping before being cropped and 
rearranged.
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Supplementary Figure 2. Detection of cholesterol with filipin staining. Filipin staining only 
occurred in the epithelial layer of all mice regardless of genotype, but did not reveal any 
difference between Ubiad1N100S/N100S, Ubiad1N100S/WT, and Ubiad1WT/WT mice. Mice were 4-
month-old males.


	Slide Number 1
	Slide Number 2
	Slide Number 3

