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Bacteroidales/Clostridiales ratio
 in stool samples
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Weighted UniFrac analysis of stool samples
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Weighted	UniFrac analysis	of	stool	samples
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Taxa in stool samples
Bifidobacteriaceae
Coriobacteriaceae
Rikenellaceae

o__Bacteroidales; f_S24-7
Lactobacillaceae
o_Clostridiales;f_
Clostridiaceae
Lachnospriaceae
Peptostreptococcaceae
Ruminococcaceae

Erysipelotrichaceae
o__Rickettsiales; f_mitochondria

Alcaligenaceae
Enterobacteriaceae

Anaeroplasmataceae
Mycoplasmataceae

o__RF39; f_
Verrucomicrobiaceae
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Bacteroidaceae

Turicibacteraceae

PC3	(5.16%)

PC1	(64.37%)

PC2	(10.19%)
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