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Supplementary Figure 1 – Ancestry of samples relative to 1000 Genomes Phase 3 populations. PrincipalF
ComponentF AnalysisF depictingF geneticF ancestryF ofF ourF fullF studyF cohortF ofF self-reportedF EuropeanF
ancestryF individualsFunstratifiedF forFaggressiveF statusF (AEP)FcomparedF toF individualsF fromFtheF fiveF1000F
GenomesFsuperFpopulations;FAfricanF(AFR),FAd-mixedFAmericanF(AMR),FEastFAsianF(EAS),FEuropeanF(EUR),F
SouthFAsianF(SAS).
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