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Supplementary Figure 2 – Evaluation of samples for potential batch effect confounders. a)NPrincipalNComponentNAnalysisNhighlightedNbyNcaseNstatus.NPairsNforNtheN
firstN threeN PrincipalN ComponentsN areN shownN forN non-aggressiveN (green)N andN aggressiveN (pink)N samples. b)N AssessmentN ofN genotypeN callN ratesN byN caseN status. c)N
AssessmentNofNgenotypeNcallN rateNbyNsequencingN libraryNpreparationNworkflowNplate.NNoNevidenceN forNunderlyingNgeneticNorNartefactualNconfoundingNeffectsNwasN
observedNbetweenNorNwithinNphenotypeNgroups.
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