
HallmarkhGenehSet GlobalhBF GeneshwithhGenehLevelhBFh≥100

ILV_JAK_STATD_SIGNALING PCY8D ACVRL1 5BF_=_CHVV8V9

ANGIOGENESIS W;8C LUM 5BF_=_CYR8D9

INTERFERON_ALPHA_RESPONSE PV8R

TGF_BETA_SIGNALING P;8D

KRAS_SIGNALING_DN PD8R CHRNG 5BF_=_PW;V8P97_PARK2 5BF_=_WCD8D97_RYR1 5BF_=_DVH8V9

PANCREAS_BETA_CELLS W8V

NOTCH_SIGNALING W8C

REACTIVE_OXIGEN_SPECIES_PATHWAY V8W

CHOLESTEROL_HOMEOSTASIS V8P

ESTROGEN_RESPONSE_LATE C8X WISP2 5BF_=_PDYP8D97_DHRS2 5BF_=_H;R8W9

WNT_BETA_CATENIN_SIGNALING C8C

MYC_TARGETS_VH C8D

HEDGEHOG_SIGNALING C8H

INFLAMMATORY_RESPONSE ;8Y AXL 5BF_=_VPR8P9

SPERMATOGENESIS ;8V MTOR 5BF_=_PDD8;9

APICAL_SURFACE ;8;

PEROXISOME D8;

ANDROGEN_RESPONSE D8;

PIDK_AKT_MTOR_SIGNALING D8H

APOPTOSIS D8R LUM 5BF_=_PDC8V9

UNFOLDED_PROTEIN_RESPONSE H8Y

PROTEIN_SECRETION H8C

COAGULATION H8P

DNA_REPAIR P8W

ALLOGRAFT_REJECTION P8X

UV_RESPONSE_UP P8V

HYPOXIA P8C WISP2 5BF_=_VCC8D97_CP 5BF_=_PWR8V9

OXIDATIVE_PHOSPHORYLATION P8D

TNFA_SIGNALING_VIA_NFKB P8D

MYC_TARGETS_VP P8H

BILE_ACID_METABOLISM P8H

PCD_PATHWAY P8P

MYOGENESIS R8Y CHRNG 5BF_=_HRP8H9

EHF_TARGETS R8X

INTERFERON_GAMMA_RESPONSE R8X

FATTY_ACID_METABOLISM R8X

MTORCP_SIGNALING R8X

COMPLEMENT R8V

UV_RESPONSE_DN R8C

ILH_STATC_SIGNALING R8D

KRAS_SIGNALING_UP R8D

GHM_CHECKPOINT R8D

HEME_METABOLISM R8D

ADIPOGENESIS R8H

GLYCOLYSIS R8P

ESTROGEN_RESPONSE_EARLY R8P

XENOBIOTIC_METABOLISM R8P

APICAL_JUNCTION R8R

MITOTIC_SPINDLE R8R

EPITHELIAL_MESENCHYMAL_TRANSITION R8R

SupplementaryhTableh4h–hResultshofhBayesianhRiskhIndexhanalysishofhHallmarkhGenehSets.hThe_global_Bayes_
Factor_5BF9_for_each_gene_set_and_individual_genes_with_BF_≥PRR_in_any_analysis_are_listed8


