
Description of Additional Supplementary Files 

 

File Name: Supplementary Data 1 
Description: High-throughput mass spectrometry analysis of proteins from exosomes. Number of 
unique peptides of proteins that were identified in exosomes samples isolated from mouse T 
lymphoblasts. Four biological replicates of proteins extracts of exosomes were trypsin digested and 
analyzed by LC-MS/MS. The table represent the number of peptides identified at 1% of FDR 
corresponding to proteins identified with 2 unique peptides and/or in at least 2 replicates.   

File Name: Supplementary Data 2 
Description: Exosomal proteins related to mitochondrial localization and function identified by Gene 
Ontology (GO) enrichment analysis. List of proteins identified in exosomes samples isolated from 
four biological replicates of protein extracts of exosomes. Identified proteins were analyzed by Gene 
Ontology (GO) of cellular component with GeneCodis 3.0. 


