
Figure S2: Activation of GlnR, measured by change in the transcript levels of Amt1, after three hour 
exposure to nitrogen-free Sauton’s medium (denoted as N0 medium). A ∆glnRmutant and its 
complemented strains were used as controls. SigA transcript level was used as endogenous reference 
for normalization. Data represents mean ± SD of three biologically independent experiments.   
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