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Figure S1. Previously published open chromatin regions are primarily overlapping with 
closing regions.

Open chromatin regions observed in our data were ranked from the most strongly opening
regions down to the most strongly closing regions during decidualization. Regions were
grouped into bins according to the ranking and numbers of regions overlapping with
published datasets were determined for each bin. Regions found to overlap with ENCODE 
data from 125 cell lines are uniformly distributed across this ranking whereas open regions
reported for decidualized EnSCs are preferentially closing.


