S1 Table: Primer sequences

RT-PCR

AR-for
AR-rev
Beta-actin-for
Beta-actin-rev

5'-cctggcttccgcaacttacac-3'
5'-ggacttgtgcatgcggtactc-3'
5'-gctcgtcgtcgacaacggctc-3'
5'-caaacatgatctgggtcatcttctc-3'

GAPDH-for 5'-gatttggtcgtatiggg-3'
GAPDH-rev 5'-tccacgacgtactcagc-3'
NSE-for 5'-tctgcagtcccgagatcccage-3'
NSE-rev 5'-ctgatgagggctggcgcgat-3'
NTS-for 5'-catgctactcctggctttcagcet-3'
NTS-rev 5'-actcccagtgttgaaaagccct-3'
PSA-for 5'-tccaatgacgtgtgtgcgca-3'
PSA-rev 5'-gtgtacagggaaggcctttc-3'
TUBB3-for 5'-ctcgagccattctggtggacc-3'
TUBB3-rev 5'-gatgtcgtagagcgcctcgtt-3'
gRT-PCR

ADAM?7 -for 5'-cagtgcaatgaaaatcctgtg-3'
ADAMY7 -rev 5'-tacaggtgcctgtccticct-3'
CCND1-for 5'-gctgtgcatctacacccgaca-3'
CCND1-rev 5'-ttgagcttgttcaccaggag-3'
CNKSR2-for 5'-tggcgatgaagtgatticaag-3'
CNKSR2-rev 5'-actcgggtcctctcgtagtg-3'
CPEB1-for 5'-agagcagcacacactcggta-3'
CPEB1-rev 5'-agaggcaggaagctcaagg-3'
KCNN2-for 5'-gccttatcagtctctccacga-3'
KCNN2-rev 5'-ctgctccattgtccacca-3'
KLK2-for 5'-ctgcccattgcctaaagaag-3'
KLK2-rev 5'-accctctggcectgtgtctt-3'
KRT34-for 5'-ggagagtgaggactgcaagc-3'
KRT34-rev 5'-ccacaggagttgccactagc-3'
TGM2-for 5'-ggcaccaagtacctgctca-3'
TGM2-rev 5'-agaggatgcaaagaggaacg-3'
TGFB2-for 5'-ccttcttcccctccgaaac-3'
TGFB2-rev 5'-agagcacctgggactgtctg-3'
miR-17-for 5'-caaagtgcttacagtgcaggtag-3'
miR-20a-for 5'-taaagtgcttatagtgcaggtag-3'
miR-20b-for 5'-caaagtgctcatagtgcaggtag-3'
miR-93-for 5'-caaagtgctgticgtgcaggtag-3'
miR-106a-for 5'-aaaagtgcttacagtgcaggtag-3'
miR-106b-for 5'-taaagtgctgacagtgcagat-3'
miR-126-for 5'-tcgtaccgtgagtaataatgcg-3'
miR-141-for 5'-taacactgtctggtaaagatgg-3'
miR-148a-for 5'-tcagtgcactacagaactttgt-3'
miR-203-for 5'-gtgaaatgtttaggaccactag-3'
miR-720-for 5'-tctcgctggggcectcca-3'
miR-1280 5'-tcccaccgcetgccacce-3'
miR-3135b-for 5'-ggctggagcgagtgcagtggtg-3'
miR-3178 5'-ggggcgcggcecggatcg-3'



MiR-xxx-rev

10x miScript Universal Primer (Qiagen)

cloning primers

CCND1-for-Beul
CCND1-rev-Sacl
miR-17-for-BamHI
miR-17-rev-Bglll
miR-20a-for-EcoRl
miR-20a-rev-BamH|
miR-20b-for-EcoRl
miR-20b-rev-BamHI
miR-106a-for-EcoRl
miR-106a-rev-BamHI
miR-106b-for-EcoRl
miR-106b-for-BamHI
miR-93-for-EcoRl
miR-93-rev-BamHI

5'-ggactagtctgctggttttctacccaacg-3'
5'-cgagctcgccaaaccgtgcctggaagtc-3'
5'-cgggatccagagccaccacttccagtge-3'
5'-cgagatctactcaacatcagcaggccct-3'
5'-cggaattctgcaaaactgatggtggcct-3'
5'-cgggatccccacagtcagttttgcatg-3'
5'-cggaattcctaaatgcccctictggcacag-3'
5'-cgggatcctgcatggatttgcacagcca-3'
5'-cggaattcgcttagactctgtaagccaa-3'
5'-cgggatcctacgctgaaatgcaaacctg-3'
5'-cggaattctggtaagtgcccaaattgct-3'
5'-cgggatccagcacaggatctaggacaca-3'
5’-cggaattcggggtagctccttaccgtgce-3’
5’- cgggatccacaggagtggaatcccccct-3°

site directed mutagenesis

CCND1-mut-for
CCND1-mut-rev

5'-ccattccatttccaaCGTCGACcagtccaataggtgt-3'
5'-acacctattggactgGTCGACGttggaaatggaatgg-3'



