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S1 Fig: Manual annotation of the Pks1 gene in M. acridum and M. album. (A) A
schematic diagram showing the reannotation of the Pks1 genes in M. acridum and M.
album. Wrong annotation (the boxed area) of the genomic region (MAA_05385 in M.
acridum; MAM_08215 in M. album) corresponding to EthD and PKS1 by NCBI is
shown at the bottom; note: a gene containing EthD and PKSL1 is annotated from this
region. At the top is shown the new annotation of the genomic region corresponding
to EthD and Pks1; note: two genes (EthD and Pks1) are annotated from this region.
PS1, PS2, PS3 and PS4 brackets show the relative positions of the amplified mRNA
fragments representing EthD, Pks1, the fragment spanning EthD and Pks1, and the
region corresponding to N-terminus of the newly annotated Pks1, respectively. The
“ATG” is the start codon of the newly annotated Pksl gene. (B) RT-PCR
amplification of the PS1, PS2 and PS3 regions (shown in A) from M. acridum and M.
album. Note: no PCR products were obtained from PS1. (C) RT-PCR amplification of
the PS4 region (shown in A) from M. acridum (1) and M. album (2).



