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Figure S3. Sequence alignment of RdRp molecules. Sequence alignments of RdRp
from MNV, HuNV, FMDV, EV71, and CV are shown. Above the alignment, amino acid sequences
are presented in blocks of 20 amino acids, and histograms below the alignment indicate the
conservation level of amino acids. The catalytic residues GDD at the active site, involved in RNA
binding are highlighted in yellow, and the residues involved in VPg binding are highlighted in the
same color code as in Fig. 2C: MNV-1, EV71, FMDV, and CV in red, pink, blue, and cyan color,
respectively.


