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Project Info   
Name: Venom protein identification 26082013 
 

Date: August 26, 2013 
 

Sample Info & Protocols Date: August 26, 2013 
 

Name: Southern Copperhead + Tryptase 
 

 
 

Search Result Info 
Search Result Location Search Engine Database Ident. 

Compounds 
Amazon vertebrates_swissprot 
july_Mascot_2013-08-28 18:47:18 

/Venom protein identification 26082013/Acc + T 3rd 
batch 5 
ul_RC5_01_2660.d/ProteinAnalysisResults.mgf 

Mascot, 2.3.02 SwissProt_July2013, 
uniprotsprotJuly2013.fasta 

3/501 
(FDR:0.00%) 

     
 

Protein 1: L-amino-acid oxidase (Fragment) OS=Bothrops jararacussu PE=1 SV=1 
Accession: OXLA_BOTJR Score: 70.21 
Database: SwissProt_July2013 MW [kDa]: 56.30 
Seq. Coverage [%]: 2.40 % pI: 5.73 
  No. of Peptides: 2 
 

 
 

Cmpd. No. of 
Cmpds. 

m/z meas. Δ  m/z  
[ppm] 

 

z Rt 
[min] 

Score P Range Sequence Modification 

148 1 441.3400 155.90 3 29.0 27.7 2 314-324 R.RIKFEPPLPPK.K  
137 2 432.0000 148.58 3 27.8 26.9 2 315-325 R.IKFEPPLPPKK.A  
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Project Info   
Name: Venom protein identification 26082013 
 

Date: August 26, 2013 
 

Sample Info & Protocols Date: August 26, 2013 
 

Name: Common lancehead + Tryptase 
 

 
 

Search Result Info 
Search Result Location Search Engine Database Ident. 

Compounds 
Amazon vertebrates_swissprot 
july_Mascot_2013-08-28 18:47:18 

/Venom protein identification 26082013/Ba + T 2nd 
batch 7 
ul_BA5_01_2683.d/ProteinAnalysisResults.mgf 

Mascot, 2.3.02 SwissProt_July2013, 
uniprotsprotJuly2013.fasta 

4/501 
(FDR:0.00%) 

     
 

Protein 1: L-amino-acid oxidase (Fragment) OS=Bothrops jararacussu PE=1 SV=1 
Accession: OXLA_BOTJR Score: 146.69 
Database: SwissProt_July2013 MW [kDa]: 56.30 
Seq. Coverage [%]: 6.20 % pI: 5.73 
  No. of Peptides: 4 
 

 
 
 

Cmpd. No. of 
Cmpds. 

m/z meas. Δ m/z 
[ppm] 

 

z Rt 
[min] 

Score P Range Sequence Modification 

165 2 441.3500 178.56 3 28.2 34.7 2 314-324 R.RIKFEPPLPPK.K  
114 1 463.6000 90.68 3 22.5 47.9 1 347-358 K.KFWEDDGIHGGK.S  
125 1 420.9300 167.17 3 23.6 37.1 0 348-358 K.FWEDDGIHGGK.S  
57 1 438.7800 126.03 2 15.9 27.0 0 359-366 K.STTDLPSR.F  
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Project Info   
Name: venom protein identification 27082013  
 

Date: August 27, 2013 
 

Sample Info & Protocols Date: August 27, 2013 
 

Name: Western diamondback rattlesnake + 
Tryptase 

 

 

 

Search Result Info 
Search Result Location Search Engine Database Ident. 

Compounds 
Amazon vertebrates_swissprot 
july_Mascot_2013-08-28 18:47:40 

/venom protein identification 27082013 /Ca + 
Tryptase_II_BE2_01_2132.d/Ca + 
Tryptase_II_BE2_01_2132.mgf 

Mascot, 2.3.02 SwissProt_July2013, 
uniprotsprotJuly2013.fasta 

6/484 
(FDR:0.00%) 

     
 

Protein 1: Snake venom metalloproteinase atrolysin-C OS=Crotalus atrox PE=1 SV=1 
Accession: VM1AC_CROAT Score: 90.91 
Database: SwissProt_July2013 MW [kDa]: 46.70 
Seq. Coverage [%]: 3.90 % pI: 4.85 
  No. of Peptides: 2 
 

 

   

 

Cmpd. No. of 
Cmpds. 

m/z meas. Δ  m/z  
[ppm] 

 

z Rt 
[min] 

Score P Range Sequence Modification 

98 1 548.2400 -64.01 2 22.2 64.5 0 213-221 K.YNSDLNTIR.T  
80 1 430.6700 -132.91 2 21.3 26.4 0 274-280 R.ETDLLNR.K  
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Protein 2: 

L-amino-acid oxidase OS=Crotalus adamanteus PE=1 SV=1 

Accession: OXLA_CROAD Score: 65.46 
Database: SwissProt_July2013 MW [kDa]: 58.60 
Seq. Coverage [%]: 3.30 % pI: 6.32 
  No. of Peptides: 2 
 

 
 
  

 

Cmpd. No. of 
Cmpds. 

m/z meas. Δ  m/z  
[ppm] 

 

z Rt 
[min] 

Score P Range Sequence Modification 

71 2 557.7900 -11.11 2 20.0 35.7 0 279-287 R.VIEIQQNDR.E  
21 3 438.6800 -101.90 2 16.1 29.8 0 364-371 K.STTDLPSR.F  
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Protein 3: Snake venom metalloproteinase adamalysin-2 OS=Crotalus adamanteus PE=1 SV=2 
Accession: VM1A2_CROAD Score: 62.52 
Database: SwissProt_July2013 MW [kDa]: 23.10 
Seq. Coverage [%]: 4.40 % pI: 9.58 
  No. of Peptides: 1 
 

 
 
  

 

Cmpd. No. of 
Cmpds. 

m/z meas. Δ  m/z  
[ppm] 

 

z Rt 
[min] 

Score P Range Sequence Modification 

204 2 554.2800 -23.97 2 29.7 62.5 0 23-31 K.YNSDLNIIR.T  
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Project Info   
Name: venom protein identification 27082013  
 

Date: August 27, 2013 
 

Sample Info & Protocols Date: August 27, 2013 
 

Name: Russell's viper + Tryptase 
 

 
 

Search Result Info 
Search Result Location Search Engine Database Ident. 

Compounds 
Amazon vertebrates_swissprot 
july_Mascot_2013-08-28 18:47:40 

/venom protein identification 27082013 /Dr + 
Tryptase_II_BE4_01_2134.d/Dr + 
Tryptase_II_BE4_01_2134.mgf 

Mascot, 2.3.02 SwissProt_July2013, 
uniprotsprotJuly2013.fasta 

4/501 
(FDR:0.00%) 

     
 

Protein 1: L-amino-acid oxidase OS=Daboia russelii PE=1 SV=1 
Accession: OXLA_DABRR Score: 96.50 
Database: SwissProt_July2013 MW [kDa]: 56.90 
Seq. Coverage [%]: 5.00 % pI: 8.55 
  No. of Peptides: 2 
 

 
 
  

 
Cmpd. No. of 

Cmpds. 
m/z meas. Δ  m/z  

[ppm] 
 

z Rt 
[min] 

Score P Range Sequence Modification 

50 2 584.7800 -58.23 2 18.7 49.9 0 289-298 K.VTVTYQTTQK.N  
147 1 520.5800 -56.45 3 24.9 30.8 2 490-504 K.SGLTAARDVNRASEL.-  
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Protein 2: Protease inhibitor 2 OS=Daboia russelii PE=2 SV=1 
Accession: IVBI2_DABRR Score: 63.36 
Database: SwissProt_July2013 MW [kDa]: 9.70 
Seq. Coverage [%]: 13.10 % pI: 9.84 
  No. of Peptides: 2 
 

 
 
  

 

Cmpd. No. of 
Cmpds. 

m/z meas. Δ  m/z  
[ppm] 

 

z Rt 
[min] 

Score P Range Sequence Modification 

19 4 555.7300 -25.48 2 15.0 41.5 0 66-74 R.ENTNNFDTR.D  
12 1 677.2500 -81.37 2 13.5 23.1 1 66-76 R.ENTNNFDTRDK.C  
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Project Info   
Name: venom protein identification 27082013  
 

Date: August 27, 2013 
 

Sample Info & Protocols Date: August 27, 2013 
 

Name: Saw-scaled viper + Tryptase 
 

 
 

Search Result Info 
Search Result Location Search Engine Database Ident. 

Compounds 
Amazon vertebrates_swissprot 
july_Mascot_2013-08-28 18:47:40 

/venom protein identification /Ec + 
Tryptase_II_BE6_01_2137.d/Ec + 
Tryptase_II_BE6_01_2137.mgf 

Mascot, 2.3.02 SwissProt_July2013, 
uniprotsprotJuly2013.fasta 

1/445 
(FDR:0.00%) 

     
 

Protein 1: L-amino-acid oxidase OS=Vipera ammodytes ammodytes PE=1 SV=1 
Accession: OXLA_VIPAA Score: 48.50 
Database: SwissProt_July2013 MW [kDa]: 54.70 
Seq. Coverage [%]: 1.90 % pI: 7.71 
  No. of Peptides: 1 
 

 
 

 
Cmpd. No. of 

Cmpds. 
m/z meas. Δ  m/z  

[ppm] 
 

z Rt 
[min] 

Score P Range Sequence Modification 

62 3 502.2200 -108.63 2 22.1 48.5 0 57-65 K.VTVLEASER.A  
 

    
 

 


