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Supplementary Table S1. Average numbers of sequence coverage.

Sample Sequence coverage
Baseline_1 127.9
Baseline_ 2 129.0
FS_1 126.0
FS_2 134.9
GC-US_1 126.9
GC-US_2 143.5
GC-JP_1 123.4
GC-JP_2 151.7

FS, flight sample; GC-US and GC-JP, the US and Japanese ground controls,
respectively. The genomic DNA extracted soon after packaging the study product was
used for the analysis of baseline. Estimated plasmid copy number (three copies) was

taken into consideration for the analysis.



Supplementary Figure S1. Full-length gel images of the randomly amplified polymorphic DNA

analysis profiles shown in Figure 4. Upper image; profiles with p1254, p1281 and p1252 primers,
lower image; profiles with p1280, pRPIR and pRPICGR primers.
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Supplementary Figure S2. Profiles of sequence variant frequency analysis of the baseline (using
the genomic DNA extracted soon after packaging the study product, purple), the flight sample
(FS, blue), and the two ground controls, GC-US (orange) and GC-JP (green) in duplicate (N =2).
The variant frequencies on the chromosome (A) and on the plasmid pLY101 (B) are shown.

Estimated plasmid copy number (three copies) was taken into consideration the analysis.
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Supplementary Figure S2 (continue).
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Supplementary Figure S3. AP1 50 CH strips after incubation. FS, flight sample; GC-US and GC-JP, the US and Japanese ground controls, respectively.



