
s__Bacteroides_caccae

s__Bacteroides_plebeius

s__Bacteroides_sp__4_1_36

s__Bacteroides_sp__D20

s__Prevotella_copri

s__Bacteroides_sp__D20

s__Prevotella_copri

Apoptosis_ko04210

ABC_transporters_ko02010

Bacterial_secretion_system_ko03070

MAPK_signaling_pathway_yeast_ko04011

Two_component_system_ko02020

Protein_export_ko03060

RNA_degradation_ko03018

DNA_replication_ko03030

Epithelial_cell_signaling_in_Helicobacter_pylori_infection_ko05120

Alanine_aspartate_and_glutamate_metabolism_ko00250

Phenylalanine_tyrosine_and_tryptophan_biosynthesis_ko00400

Valine_leucine_and_isoleucine_degradation_ko00280

Tropane_piperidine_and_pyridine_alkaloid_biosynthesis_ko00960

Butanoate_metabolism_ko00650

Glyoxylate_and_dicarboxylate_metabolism_ko00630

Propanoate_metabolism_ko00640

Starch_and_sucrose_metabolism_ko00500

Carbon_fixation_in_photosynthetic_organisms_ko00710

Lipopolysaccharide_biosynthesis_ko00540

Glycerolipid_metabolism_ko00561

Glycerophospholipid_metabolism_ko00564

Lipoic_acid_metabolism_ko00785

Nicotinate_and_nicotinamide_metabolism_ko00760

One_carbon_pool_by_folate_ko00670

Ubiquinone_and_other_terpenoid_quinone_biosynthesis_ko00130

D_Alanine_metabolism_ko00473

Glutathione_metabolism_ko00480

Phosphonate_and_phosphinate_metabolism_ko00440

Taurine_and_hypotaurine_metabolism_ko00430

Limonene_and_pinene_degradation_ko00903

Terpenoid_backbone_biosynthesis_ko00900

Aminobenzoate_degradation_ko00627

Benzoate_degradation_ko00362

Toluene_degradation_ko00623

ABC_transporters_ko02010

Two_component_system_ko02020

Protein_processing_in_endoplasmic_reticulum_ko04141

RNA_degradation_ko03018

Glycine_serine_and_threonine_metabolism_ko00260

Valine_leucine_and_isoleucine_degradation_ko00280

Butanoate_metabolism_ko00650

Propanoate_metabolism_ko00640

C12158 Myxalamid A

Flavonoids [PK12]|Polyketides [PK]|368.1999@6.0994534

NO Hierarchy and rand sample annot|40036 PC(O−10:0/2:0)[U]|439.2702@5.4280066

C04230 1−Acyl−sn−glycero−3−phosphocholine;1−Acyl−sn−glycerol−3−phosphocholine;alpha−Acylglycerophosphocholine;2−Lysolecithin;2−Lysophosphatidylcholine;1−Acylglycerophosphocholine

C09916 Acrovestone

LMFA08020105 N−(4Z,7Z,10Z,12E,16Z,19Z−docosahexaenoyl)−947;−aminobutyric acid

NO Hierarchy and rand sample annot|77889 PS(16:1(9Z)/22:4(7Z,10Z,13Z,16Z))|809.521@11.257205

NO Hierarchy and rand sample annot|40829 PS(18:1(9Z)/0:0)|523.2923@6.616644

NO Hierarchy and rand sample annot|81181 PI(18:3(6Z,9Z,12Z)/0:0)|594.2786@6.9626217

C11615 Pristinamycin IA;Vernamycin B alpha;Mikamycin B;4−[4−(Dimethylamino)−N−methyl−L−phenylalanine]virginiamycin S1;Streptogramin B

LMFA08020105 N−(4Z,7Z,10Z,12E,16Z,19Z−docosahexaenoyl)−947;−aminobutyric acid

C20007 Caribenolide I

NO Hierarchy and rand sample annot|81036 PI(O−20:0/18:0)|880.6421@8.286451

C00350 Phosphatidylethanolamine;(3−Phosphatidyl)ethanolamine;(3−Phosphatidyl)−ethanolamine;Cephalin;O−(1−beta−Acyl−2−acyl−sn−glycero−3−phospho)ethanolamine;1−Acyl−2−acyl−sn−glycero−3−phosphoethanolamine;L−1−Phosphatidylethanolamine

Flavonoids [PK12]|Polyketides [PK]|450.1515@8.306291

NO Hierarchy and rand sample annot|80465 PI(19:0/22:0)|936.6629@0.27297324

C17391 Sakuranin;NSC 407308

C00626 

Sterols [ST01]|Sterol Lipids [ST]|842.7032@10.807082

LMFA08040052 N−(Docosanoyl)−ethanolamine

LMST05010043 −

NO Hierarchy and rand sample annot|81195 PI(15:0/0:0)|558.2807@6.2820907

Diradylglycerols [GL02]|Glycerolipids [GL]|582.5218@10.206741

Secondary bile acid biosynthesis map00121|408.2876@0.22724897

NO Hierarchy and rand sample annot|89978 2,3,23−Triacetylsericic acid|630.3759@7.8018293

Steroid conjugates [ST05]|Sterol Lipids [ST]|472.2503@4.2352314

C09738 T−2 Toxin

C13173 Roxithromycin

C00350 Phosphatidylethanolamine;(3−Phosphatidyl)ethanolamine;(3−Phosphatidyl)−ethanolamine;Cephalin;O−(1−beta−Acyl−2−acyl−sn−glycero−3−phospho)ethanolamine;1−Acyl−2−acyl−sn−glycero−3−phosphoethanolamine;L−1−Phosphatidylethanolamine

C08317 12−Hydroxydodecanoic acid;omega−Hydroxydodecanoic acid

NO Hierarchy and rand sample annot|17158 Pro Gln Leu|356.2066@6.0483403

C10856 Convolvine

s__Parabacteroides_sp__2_1_7

s__Bacteroides_sp__4_1_36

s__Prevotella_oralis

scfa_ISOB.ACID

beta_Lactam_resistance_ko00312

s__Prevotella_denticola

s__Parabacteroides_distasonis

LMSP02020029 N−(2−hydroxyhexadecanoyl)−sphinganine

Glycolysis_Gluconeogenesis_ko00010

s__Prevotella_melaninogenica

Secosteroids [ST03]|Sterol Lipids [ST]|484.353@7.3291473

s__Bacteroides_caccae

s__Bacteroides_clarus

C16185 (4Z,7Z,10Z,13Z,16Z,19Z)−Docosahexaenoic acid ethyl ester;DHA ethyl ester

s__Prevotella_dentalis

Sterols [ST01]|Sterol Lipids [ST]|426.3499@7.195335

LMSP02020029 N−(2−hydroxyhexadecanoyl)−sphinganine

s__Prevotella_sp__oral_taxon_299

s__Bacteroides_sp__2_1_33B

Synthesis_and_degradation_of_ketone_bodies_ko00072

s__Prevotella_ruminicola

C16185 (4Z,7Z,10Z,13Z,16Z,19Z)−Docosahexaenoic acid ethyl ester;DHA ethyl ester

s__Parabacteroides_sp__D25

s__Bacteroides_sp__9_1_42FAA

Peroxisome_ko04146

C20403 1−Deoxy−11beta−hydroxypentalenate

Pentose_phosphate_pathway_ko00030

scfa_BUT.ACID

Vibrio_cholerae_pathogenic_cycle_ko05111

s__Bacteroides_fluxus

Citrate_cycle_TCA_cycle__ko00020

s__Bacteroides_eggerthii

s__Prevotella_salivae

Dioxin_degradation_ko00621

s__Prevotella_fusca

Peptidoglycan_biosynthesis_ko00550

78838 PS(18:2(9Z,12Z)/0:0)

s__Coprobacillus_sp__8_1_38FAA

s__Blautia_obeum

Oxidative_phosphorylation_ko00190

s__Bacteroides_stercoris

Sulfur_relay_system_ko04122

s__Coprococcus_sp__HPP0048

C00157 Phosphatidylcholine;Lecithin;Phosphatidyl−N−trimethylethanolamine;1,2−Diacyl−sn−glycero−3−phosphocholine;Choline phosphatide;3−sn−Phosphatidylcholine

NO Hierarchy and rand sample annot|40399 PC(P−15:0/0:0)|465.3226@6.383569

Insulin_signaling_pathway_ko04910

s__Parabacteroides_sp__HGS0025

NO Hierarchy and rand sample annot|79333 PG(19:1(9Z)/22:2(13Z,16Z))|842.6052@9.104625

s__Bacteroides_sp__14_A_

Fatty_acid_metabolism_ko00071

s__Bacteroides_sp__3_1_23

Porphyrin_and_chlorophyll_metabolism_ko00860

Lysine_biosynthesis_ko00300

Bacterial_chemotaxis_ko02030

94101 Olitoriusin

Lysine_degradation_ko00310

Ceramides [SP02]|Sphingolipids [SP]|583.5529@10.704649

C00500 Biliverdin;Biliverdin IX alpha

scfa_PROP.ACID

s__Bilophila_wadsworthia

s__Bacteroides_salyersiae

NO Hierarchy and rand sample annot|91504 Pipercyclobutanamide A|570.2736@2.6335409

s__Bacteroides_coprocola

C06426 (6Z,9Z,12Z)−Octadecatrienoic acid;6,9,12−Octadecatrienoic acid;gamma−Linolenic acid;Gamolenic acid

LMFA08020105 N−(4Z,7Z,10Z,12E,16Z,19Z−docosahexaenoyl)−947;−aminobutyric acid

var_clinic_cd4_

var_clinic_logtrecs

var_clinic_SCD14

var_clinic_cd4cd8ratio

var_clinic_il6

var_clinic_CD4_DR38

var_clinic_CD8_25

var_clinic_cv

var_clinic_nadircd4

var_clinic_CD4_25

var_clinic_CD8_57

var_clinic_bpi

var_clinic_cd8_

var_clinic_CD8_DR38 var_clinic_CD4_57

var_clinic_tmao

var_clinic_adma

var_clinic_pcr

var_clinic_dim

var_clinic_DPaaab_

var_clinic_kt_ratio

scfa_ISOVAL.ACID

Zeatin_biosynthesis_ko00908

s__Parabacteroides_sp__D13

Carbon_fixation_pathways_in_prokaryotes_ko00720

Phosphotransferase_system_PTS__ko02060

NO Hierarchy and rand sample annot|95303 (S)−Nerolidol 3−O−[a−L−Rhamnopyranosyl−(1−>4)−a−L−rhamnopyranosyl−(1−>2)−b−D−glucopyranoside]|676.3656@8.436441

LMSP02020029 N−(2−hydroxyhexadecanoyl)−sphinganine

NO Hierarchy and rand sample annot|5974 Ubiquinol 8|730.5867@10.081652

s__Prevotella_intermedia

Glycolysis_Gluconeogenesis_ko00010

s__Bacteroides_stercoris

s__Bacteroides_fluxus

Amoebiasis_ko05146

Insulin_signaling_pathway_ko04910

3885 PA(17:0/14:1(9Z))

s__Fermentimonas_caenicola

Fructose_and_mannose_metabolism_ko00051

NO Hierarchy and rand sample annot|16635 Trp Thr Met|436.1788@7.3569794

Styrene_degradation_ko00643

s__Ruminococcus_bicirculans

90419 Melleolide M

s__Bacteroides_sp__HPS0048

s__Riemerella_anatipestifer


