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Parabacteroides johnsonii
Faecalibacterium prausnitzii

Eubacterium rectale
Bacteroides sp. 2_1_33B

Myroides odoratimimus
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Bacteroides caccae

Intestinimonas butyriciproducens

Bacteroides sp. 3_1_33FAA

Pseudoflavonifractor capillosus
Paraprevotella xylaniphila

Dorea longicatena

Bacteroides sp. D22

Eubacterium eligens

Bacteroides fluxus

HIV+ hub ratio=0.89 HIV+ hub ratio=0.9

Lachnospiraceae bacterium 9 1 43BFAA

Prevotella copri

Prevotella copri

Myroides odoratimimus

Paraprevotella clara

Bacteroides sp. D20

a
Bacteroides dorei

Bacteroides sp. D20

Eubacterium rectale

Faecalibacterium prausnitzii

Bacteroides sp. 3_1_40ABacteroides sp. 4_1_36
Roseburia inulinivorans

Coprococcus. sp ART55/1

Bacteroides sp. 9_1_42FAA

b

Bacteroides vulgatus

Paraprevotella clara

 Bacteroides sp. 4 3 47FAA

Bacteroides sp. 2_1_33B


