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Figure S1: Arginine methylation reduced the binding of TLS to the HeLa cell total RNA. Total RNA of

HeLa cell (2 pg) was pulled down with methylated or unmethylated GST-TLS. The GST-TLS-bound RNA
was detected by agarose gel electrophoresis.


崔巍�



mutRGG2-1  GGGNGRGGRGRGGPMGRGGYGGGGSGGGGRGGFPS
394 407
mutRGG2-2 GGGNGRGGRGRGGPMGAGGYGGGGSGGGGRGGFPS

mutRGG2-3 GGGNGRGGRGRGGPMGRGGYGGGGSGGGGAGGFPS

mutRGG3-1 DDDRRGGRGGYDRGGYRGRGGDRGGFRGGRGGGDRGG
476 481 487 491 495 498
mutRGG3-2 DDDRRGGAGGYDAGGYRGRGGDRGGFRGGRGGGDRGG
mutRGG3-3  DDDRRGGAGGYDAGGYRGAGGDAGGFRGGRGGGDRGG
mutRGG3-4 DDDRRGGRGGYDRGGYRGAGGDAGGFAGGAGGGDRGG

mutRGG3-5 DDDRRGGRGGYDRGGYRGRGGDRGGFAGGAGGGDRGG
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Figure S2: Identification of arginine residues responsible for pncRNA-D binding. (A) TLS constructs
with the Arg-to-Ala mutations are depicted. All of the arginine residues outside the RGG2 or the RGG3
domain that identified as methylated sites (arrows) were mutated to alanine. The constructs with the
substitution of arginine by alanine inside the RGG2 domain (upper; mutRGG2-1, mutRGG2-2, and
mutRGG2-3) or the RGG3 domain (below; mutRGG3-1, mutRGG3-2, and mutRGG3-3) were produced. (B)
Biotinylated pncRNA-D was incubated with TLS mutants as described in (A). The pncRNA-D-bound TLS
was detected by an anti-TLS antibody.



