
 U87392.3 ATCC VR-2332
 AF331831.1 BJ-4
 AF159149.1 MLV RespPRRS/Repro

Lineage 5

 EU807840.1 CH-1R
 AY032626.1 CH-1a

 AY262352.1 HB-2(sh)/2002
 AY150312.1 PRRSV HB-1(sh)/2002
 EU360130.1 HB-1/3.9

 GQ351601.1 BJ0706
 FJ536165.1 NB/04

 EU624117.1 XH-GD
 EU860248.1 TJ
 EF635006.1 HUN4
 EF112445.1 JXA1

 JN654458.1 SDSU73
 AY424271.1 JA142
 DQ988080.1 Ingelvac ATP

Lineage 8

 JN662424.1 GM2
 JQ308798.1 QYYZ
 JQ743666.1 QY2010

Lineage 3

 KM514315.1 PRRSV-2 Hungary 102 2012
 DQ176020.1 MN184B

 DQ176019.1 MN184A
 EF488739.1 MN184C

Lineage 1

 JN654459.1 NADC30
 17V024 Lineage 1

Genotype 2

 JF802085.1 lena
 KP889243.1 SU1-Bel Subtype 3

 17V035
 KT159248.1 13V091

 FJ349261.1 KNU-07
 GU737266 BE/08VA

 KT159249.1 13V117
 GU737264.2 07V063

 KF001144.1 GZ11-G1
 GU067771.1 Amervac PRRS
 KF203132.1 Olot/91

 AY366525.1 EuroPRRSV
 DQ489311.1 SD01-08

 M96262.2 Lelystad virus
 JF304781 BE/94V360
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